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A. [41, 554, 44, 470, 46, 431]. A.-M. [46]. Aalen [1435]. Abbreviated [395].
Aberrations [218, 94]. Abhaya [656]. abilities [1063]. ability [1022].
Absence [574, 545, 111, 460]. Absolute [464, 1629]. Absorbing [122].
Abundance [621, 240, 26, 454, 680, 1111, 1606]. abundances [1031]. Abuse
[205]. Accelerated [564, 712, 416, 421, 1292, 756, 165, 668, 56, 601, 291, 964,
1432, 1270, 1573, 1189, 1433]. accelerometers [1018]. Acceptance [651].
access [933]. access-points [933]. accommodate [1474, 983].
Accommodating [521]. account [1543]. Accounting
[1087, 1607, 361, 475, 479, 888, 1572, 922, 1431, 1626, 1514]. accounts [808].
accuracies [807]. Accuracy
[545, 334, 133, 460, 546, 442, 1176, 822, 808, 732, 873, 863].
Acknowledgements [1123, 1306, 1508, 1671]. Acoustic [260]. acquired
[964, 708]. Acquisition [660]. across [1528, 1626]. Action [548]. activation
[1420, 785]. active [1174]. activity [1500]. acute [709, 829]. Acyclic
[613, 973, 1052, 1515]. adaptation [1099]. Adaptive
[644, 386, 1513, 1202, 357, 992, 423, 1375, 677, 525, 375, 1192, 448, 337, 9,
1444, 1241, 1336, 864, 1150, 866, 1446, 841, 754, 1029, 1249, 1638, 1157, 1614,
1155, 1265, 1242, 925, 1315, 1530, 1008, 950, 993]. Adaptively [640].
Addition [531]. Additive [290, 392, 890, 447, 1522, 1073, 824, 1530, 819].
Address [593]. Addressing [1062]. Adelaide [722]. Adjust [219].
Adjusted [565, 303, 1011, 1000, 1674, 1382, 1117, 1290, 1315, 1608, 1281].
Adjusting [933, 145, 576, 894]. Adjustment
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African [766]. AFT [1014]. after [714, 1572, 1020]. Against [583, 1070].
Age [463, 73, 1298, 427]. Age-Dependent [73]. Age-Related [463]. agent
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[831]. Agents [106]. Ages [134]. Aggarwal [1301]. aggregate [919].
Aggregated [508, 823]. Agreement [669, 1319, 1663]. Agresti [659, 1145].
ahead [801]. Ahn [1349]. AIDS [1591, 1034, 150]. Air
[495, 158, 532, 1662, 737, 1201, 709, 1609]. Aisner [1505]. al
[513, 514, 512, 840]. al. [914, 1415, 915]. Alan [1145, 659]. Albert [622].
Alessandra [950]. Alessandro [950]. Alessio [1185]. Alex [1352].
Alexandre [1595]. Alfredo [1595]. Algorithm
[531, 576, 540, 727, 1208, 755]. Algorithms [1502, 642, 403, 991, 989, 990].
alignment [1663, 1337]. Alignments [95]. Alive [1001]. all-comers
[814, 1182]. all-or-nothing [1047]. Allen [1504]. Allison [380]. Allocation
[1507, 367, 733, 1604, 950]. Allometric [201]. Allowing
[1557, 1176, 1556, 1559, 1558]. Along [159]. Also [689]. Alston [556].
Alternating [1181]. alternation [1641]. Alternative
[209, 35, 1193, 235, 1179, 1429, 826, 1546, 1545]. Alternatives [404, 1016].
alzheimer [885, 1113]. Amanda [1122]. AMMI [762]. Among
[581, 515, 4, 679, 1490, 1486, 1488, 1487, 1489, 1396, 1201, 596]. amphibian
[938]. Analyses
[476, 662, 148, 363, 157, 1190, 1495, 1029, 1254, 1570, 1462, 1289, 715, 623].
Analysis [1279, 1032, 355, 211, 564, 780, 379, 380, 1547, 383, 1144, 404, 610,
634, 160, 329, 171, 681, 335, 207, 338, 544, 1141, 429, 79, 545, 281, 50, 99, 26,
373, 1416, 331, 1303, 487, 585, 1505, 265, 310, 678, 146, 264, 10, 144, 1409,
189, 602, 951, 1473, 197, 718, 1380, 635, 674, 181, 530, 667, 25, 91, 233, 230,
1305, 115, 154, 51, 371, 582, 1187, 45, 541, 617, 494, 120, 122, 1140, 136, 543,
533, 534, 1595, 377, 318, 228, 324, 52, 315, 492, 647, 86, 60, 525, 372, 46, 376,
1300, 156, 1518, 1076, 555, 842, 273, 351, 537]. Analysis
[438, 1665, 188, 268, 607, 686, 97, 540, 183, 94, 57, 247, 178, 1408, 285, 1256,
1673, 1053, 1336, 701, 359, 1332, 1632, 1620, 812, 944, 1544, 874, 1601, 1009,
945, 1440, 702, 1469, 1637, 1523, 751, 416, 421, 854, 1138, 1450, 1294, 1251,
1328, 1092, 1589, 1023, 1051, 1414, 1377, 1659, 1497, 791, 1295, 1478, 1529,
1639, 1057, 1193, 1498, 1413, 1417, 1670, 746, 873, 985, 1600, 1237, 1619, 1344,
869, 697, 984, 1439, 912, 1278, 1581, 794, 1056, 880, 905, 1005, 1155, 1340,
1484, 1232, 1607, 1331, 1415, 1067, 1280, 837, 1618, 908, 695, 923, 835, 1275,
1655, 1617, 965, 1266, 1091, 1463, 1641]. analysis [1613, 729, 1470, 1230,
1118, 1262, 1297, 1365, 787, 980, 1022, 1605, 975, 1622, 819, 1371, 1116, 1077,
1184, 1302, 953, 1074, 1215, 330, 130, 659, 556, 470, 657, 259, 744, 327].
Analytic [488, 813, 1172, 806]. Analytics [1301]. Analyze [588, 589].
Analyzing [498, 490, 54, 168, 19, 1273, 1020, 924, 1392]. Anand [1503].
ancestry [1326]. anchoring [1568]. anchovies [833]. Ando [387]. Andrew
[720, 1557, 1667, 1558]. Animal
[681, 118, 260, 102, 934, 1363, 998, 1607, 1543]. Animals [621, 454].
ANOVA [41, 289, 566]. Anticipation [319]. Antidiabetic [462]. Antiviral
[202]. Antognini [950]. Antonio [655]. Application
[608, 237, 1657, 495, 610, 463, 394, 161, 865, 137, 679, 429, 1339, 281, 198, 194,
585, 428, 162, 1393, 578, 440, 598, 631, 1396, 969, 1201, 635, 201, 447, 486,
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490, 1341, 683, 611, 63, 1207, 708, 1093, 1019, 632, 687, 236, 149, 76, 540, 19,
424, 481, 775, 796, 964, 1324, 1059, 1131, 862, 1674, 1174, 852, 1490, 1486,
898, 1368, 817, 1488, 1487, 1519, 1378, 1542, 1489, 802, 1063, 1240, 1113, 1020,
885, 851, 1106, 1249, 715, 1484, 1334, 1067, 1280, 870, 902, 1530, 1261, 1230,
1118, 825, 1608, 1605, 1533, 1611, 877, 1632]. Applications
[41, 95, 64, 919, 73, 425, 489, 809, 688, 534, 670, 1595, 1034, 658, 572, 1074,
448, 83, 65, 437, 1033, 804, 1027, 890, 735, 1198, 752, 821, 832, 1422, 1157,
1107, 929, 960, 899, 1141, 1121, 551, 555]. Applied
[138, 1354, 842, 1077, 1216, 912, 433, 333]. Applying [45]. Approach
[227, 139, 209, 28, 439, 317, 634, 350, 359, 207, 338, 449, 206, 306, 287, 356,
428, 164, 162, 260, 203, 328, 496, 578, 40, 602, 68, 305, 300, 181, 145, 257, 639,
685, 88, 561, 280, 318, 450, 46, 322, 93, 510, 451, 311, 247, 505, 285, 504, 1040,
820, 1540, 1435, 1043, 1000, 1531, 862, 1173, 1332, 1575, 1398, 696, 776, 1576,
1097, 702, 973, 1041, 808, 752, 1013, 1464, 795, 1178, 1165, 763, 826, 1600,
872, 833, 1204, 947, 1331, 1083, 726, 1617, 1335, 736, 921, 1470, 1343, 1436,
1428, 1477, 705, 1022, 975, 1215, 1670]. Approaches
[154, 168, 759, 1616, 1198, 1631, 728]. Approximate
[199, 1114, 1621, 1449, 832, 984]. approximated [1048]. Approximation
[653, 654, 1501, 741, 1254, 1330, 1599]. Approximations [73, 1262].
Aquitaine [1207]. Arbitrary [82, 855, 1103]. Ardo [1405]. Area
[145, 568, 238, 23]. Arm [676, 575, 1282, 1443, 925, 1315]. armed [1614].
Arnason [1028]. Arnason-Schwarz [1028]. Array [491, 80, 218, 276].
arrival [938]. ART [646]. artery [1539]. arthritis [901]. article [47].
Artificial [425]. ASA-CRC [1593]. Asbestos [77]. aspects [836, 993].
assay [1069]. Assays [275, 241, 1538, 1625]. Assemblages [305]. Assess
[164, 1006, 1022]. Assessing
[20, 359, 360, 480, 1663, 123, 1164, 205, 774, 485, 736, 664, 942, 1418, 1512].
Assessment [810, 1211, 92, 231, 548, 162, 68, 668, 80, 2, 321, 1481, 1674,
1250, 1386, 963, 1058, 1608]. Assessments [279]. assigned [923].
Assignment [261, 864, 1151, 1373, 1254, 728]. assistance [959]. assisted
[1576, 1462]. Associated [317, 987, 1482, 1062]. associating [1231].
Association [608, 463, 98, 428, 190, 144, 35, 119, 37, 576, 670, 134, 532, 607,
451, 333, 1408, 135, 27, 1239, 1450, 745, 883, 1328, 904, 1003, 1400, 1163, 974,
1327, 1253, 1638, 694, 924, 1275, 700, 875, 1297, 1399, 792, 1366].
Associations [579, 882, 1394]. assumption [1180, 1471, 1212].
Assumptions [323, 518, 1665]. Assurance [1578]. Asymptotic
[404, 217, 169, 1501]. Asymptotically [588, 589]. attempt [944]. attraction
[857]. attraction-repulsion [857]. Attributable [67, 1238]. AUC [239].
Audit [362, 361]. auditory [1252]. Augmentation [254]. Augmented
[395, 961, 366, 1369, 112, 1271, 1320, 1533]. Augmenting [261]. August
[593]. author [166]. Authors
[956, 996, 1038, 1080, 1126, 1148, 1219, 1259, 128, 210, 325, 126]. autism
[1533]. autism-related [1533]. Auto [348]. Auto-probit [348].
Autocorrelation [508, 736]. Autologistic [1658]. Automated [1537, 1304].
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Autoregressive [493, 737]. Auxiliary
[53, 238, 352, 66, 18, 1540, 865, 699, 795]. Auxiliary-Dependent [66].
Availability [643, 934]. Average [70, 632, 1547, 1191, 1294, 723, 1429, 888].
averaged [1154, 945, 1441]. Averaging [317, 391, 1492]. Aylin [1352].

B [1673, 329, 950, 258, 951, 553, 375, 842]. B. [742]. backward [1318].
Baddeley [1033]. Bagging [1587]. Baio [719]. Baker [515, 514].
Balakrishnan [172]. Balance [467]. Balanced [455, 651]. band [909, 910].
Bands [563, 565, 1616, 1017]. Banerjee [842]. Banks [1301]. Baptiste
[1350]. BAS [651]. Base [92, 816]. Base-Calling [92]. Based
[47, 6, 28, 70, 642, 92, 116, 633, 524, 562, 224, 105, 669, 69, 30, 239, 328, 578,
40, 631, 145, 458, 472, 560, 81, 8, 280, 606, 488, 397, 342, 466, 437, 451, 135,
285, 1040, 1673, 853, 714, 1324, 1006, 1283, 712, 1620, 1577, 1674, 1027, 917,
1319, 1584, 946, 986, 970, 1662, 1132, 1224, 1191, 487, 1150, 883, 353, 1102,
1054, 1573, 1542, 1377, 1663, 348, 1437, 791, 1222, 1226, 1029, 788, 1512, 1024,
1438, 1223, 1344, 1447, 697, 1225, 1162, 502, 1475, 924, 1389, 1367, 799, 773,
1290, 1645, 1062, 1333, 929, 1421, 15, 333, 705, 968, 1608]. based
[1599, 1238, 1583, 975, 1371]. Baseline [21, 401, 917, 1289]. basis
[1530, 1262]. basket [1242]. Basso [41]. batch [1285]. Batschelet [408].
Bayes [369, 939, 706, 318, 1025, 65, 364, 1170, 977]. BayesCAT [1337].
Bayesian [622, 386, 845, 846, 1362, 1360, 556, 847, 1361, 848, 849, 255, 673,
987, 613, 439, 610, 1574, 964, 463, 317, 307, 319, 106, 1444, 161, 1336, 1195,
58, 701, 903, 186, 1531, 1485, 862, 1173, 370, 804, 1026, 1172, 1575, 1174, 519,
522, 699, 449, 545, 99, 199, 675, 1001, 945, 972, 898, 1, 527, 702, 344, 831, 461,
1150, 146, 1359, 33, 162, 803, 30, 203, 506, 1542, 462, 1101, 578, 278, 1586,
802, 766, 1153, 1528, 1386, 36, 1656, 737, 832, 1201, 123, 577, 68, 13, 674,
1529, 530, 1480, 732, 1253, 978, 985, 1024, 61, 576, 1105, 244]. Bayesian
[639, 1296, 879, 801, 688, 163, 523, 1344, 1288, 120, 711, 205, 1196, 881, 611,
560, 1075, 880, 833, 103, 341, 638, 1387, 423, 612, 988, 1467, 228, 844, 786,
1083, 616, 1443, 1337, 60, 406, 102, 93, 1621, 1350, 1335, 410, 834, 1242, 1609,
34, 475, 479, 77, 700, 1530, 1343, 1068, 1436, 1262, 191, 17, 405, 346, 738,
1623, 575, 59, 424, 505, 1008, 1022, 938, 1622, 62, 507, 504, 586, 1281, 899,
591, 329, 911, 1668, 254, 553, 719, 387, 1630, 375]. beamforming [705].
Becker [1353, 952]. Bécue [1669]. Behavior [681, 581]. behavioral [971].
Benchmark [548, 734, 945]. Benefit [67, 645, 1651, 1571]. Bent [201].
Berger [1507, 512]. Bergsma [44]. Bernstein [712, 782].
Bernstein-Schoenberg [782]. Berry [375]. Bertalanffy [682]. Bertaut
[1669]. Beta [360]. Beta-Mixture [360]. Betensky [653]. Between
[550, 7, 81, 125, 813, 1176, 1208, 549, 1102, 1663, 440, 1193, 1394, 532, 805, 1333].
Between-Group [81]. between-study [1193]. between-subject [1333]. bi
[896]. bi-level [896]. biallelic [1240]. Bias [643, 359, 71, 1416, 345, 208, 143,
584, 667, 145, 343, 45, 183, 1414, 926, 1413, 1417, 1462, 976, 1415, 473].
Bias-Corrected [345, 143]. Biased
[22, 165, 1112, 293, 54, 677, 759, 1523, 1380, 1318, 1517]. Biclustering
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[142, 1129]. Big [1143, 919, 1406]. Bilder [953]. Bill [1409]. Binary
[422, 28, 620, 335, 260, 246, 323, 37, 391, 122, 52, 315, 672, 365, 193, 401, 247,
1547, 1097, 1294, 1345, 802, 1064, 784, 1044, 1512, 1462, 1379, 988, 1443, 753,
1658, 748]. Binomial [493, 796, 1529]. Binomials [618]. Bioassay [366, 702].
Biodiversity [26]. Bioinformatics [244, 553]. biologic [1068]. biological
[1483, 1340]. Biologics [780]. Biology [1409, 326, 432]. Biomarker
[182, 1302, 300, 238, 443, 66, 862, 831, 793, 713, 1061].
Biomarker-Calibrated [443]. Biomarkers
[301, 538, 1518, 11, 442, 1176, 1287, 1085, 867, 767, 772, 768, 889, 1288, 1084,
863, 1652, 1335, 771, 1008, 770, 942]. biomass [833]. Biomedical
[1034, 1119, 437, 1336]. Biometric [1221, 721, 593]. Biometrics
[127, 514, 1221, 513, 324]. Biosimilars [780]. biospecimens [1069].
Biostatistical [1186, 258]. Biostatistics [1142, 656, 1592]. Birth
[398, 532, 427, 870, 929]. birth-death-shift [929]. bisulfite [1532].
Bivariate [172, 207, 365, 537, 964, 696, 1051, 969, 1163, 1317, 694].
Blackwell [1094]. bleeding [804]. blocked [926]. blocks [884]. blue [1106].
Blunders [1593]. BM [278]. BM-Map [278]. Board [957, 997, 1039, 1081,
1127, 1149, 1220, 1260, 1309, 1358, 1412, 1461, 1511, 1554, 1598, 1635]. Boca
[1032, 1403, 1628, 1144, 950, 1186, 1141, 1402, 1406, 1185, 1142, 1299, 1629,
1214, 1505, 1143, 1668, 1405, 1355, 993, 1631, 1401, 1352, 1353, 1670, 1305,
1301, 1187, 1349, 1140, 952, 953, 1506, 1594, 1075, 1667, 1407, 1595, 1669,
1122, 1300, 1630, 1350, 1213, 842, 1183, 1593, 811, 1033]. Bolus [320]. Book
[1032, 211, 780, 1077, 1035, 1216, 1455, 1403, 1628, 379, 381, 380, 382, 433,
434, 435, 690, 591, 1453, 1502, 1549, 1144, 41, 1348, 1504, 329, 172, 1184, 171,
950, 1186, 1507, 1632, 911, 552, 252, 1591, 1451, 1141, 1139, 430, 384, 386,
471, 84, 85, 551, 1402, 330, 258, 1406, 1185, 554, 1142, 256, 1452, 373, 1299,
1120, 212, 1629, 331, 129, 42, 1303, 1214, 1505, 374, 215, 1454, 130, 1590,
1143, 1188, 328, 1409, 1668, 1405, 1355, 1215, 1302, 557, 1457, 993, 1145, 1631,
659, 720, 951, 992, 1401, 90, 1352, 1353, 1121, 556, 778, 718, 878]. Book
[214, 43, 660, 1670, 91, 44, 1305, 661, 326, 169, 253, 1592, 1548, 1301, 257,
1187, 1404, 254, 45, 1349, 170, 385, 742, 1458, 553, 1550, 470, 472, 657, 719,
88, 779, 1140, 656, 744, 952, 953, 877, 912, 1506, 1594, 1075, 473, 1667, 387,
1407, 1595, 332, 1503, 132, 213, 377, 1034, 174, 173, 592, 1669, 1304, 1551, 87,
1119, 658, 86, 625, 167, 1456, 255, 1122, 46, 376, 1074, 131, 1300, 1630, 375,
1350, 1298, 1076, 1213, 555, 624, 842, 83, 1183, 168, 378, 327, 259, 432, 431,
743, 1593, 811, 89, 333, 1408, 590, 623, 1033]. Boomerang [1072]. Bootstrap
[644, 124, 1435, 762, 1644]. bootstrapping [1324, 986]. Borrowing
[459, 1425]. Both [180]. Bottle [1352]. bound [765]. Boundaries [539].
Boundary [51, 1098]. Bounds [503, 1561, 663, 748, 1562, 1560, 1563]. Bové
[654]. boxplot [1499]. Bradley [1298]. brain [1420, 1026, 706, 1230].
Branching [73]. Breast [515, 4, 817]. Breeding [680]. Bretz [384, 131].
Bridging [620, 1580]. British [368]. Broad [397, 1663]. Broemeling
[1668, 1075]. Broman [85]. Brooks [329, 661]. Buckland [1121]. Buckley
[293]. Buehlmann [1143]. Bun [1300]. burden [1063]. Burgess [1213].



7

Burt [1303]. Business [1184]. Buyse [1140].

C [211, 1673, 552, 1402, 1224, 1121, 556, 1301, 1223, 657, 1225, 332, 213, 131,
1427, 707]. C-learning [1427]. C. [172, 326, 169, 385, 744, 87]. C.-D. [172].
CACE [1622]. Cadmium [368]. Cai [653]. calculation [1496, 807, 1477].
Calculations [618, 1349]. Calibrated [443]. Calibrating [662, 805].
Calibration [227, 735, 527, 164, 33, 181, 56, 247, 424, 960]. Calling [92].
Cambridge [1120, 1188, 1409, 1404, 1503, 1119, 1298, 1351]. Campagnoli
[170]. can [1517]. Cancer [515, 4, 242, 106, 778, 539, 580, 66, 299, 862, 1173,
1205, 1174, 1208, 817, 1180, 1190, 1063, 851, 746, 1342, 1175, 1526, 902, 1477].
Cancers [1034]. Candidate [119]. cannot [1346]. Canonical
[144, 189, 1279, 1600, 1340, 1484]. Canopy [23]. Capitalizing [1031].
Capture [82, 453, 683, 114, 680, 682, 322, 261, 781, 1043, 1363, 970, 971,
1661, 1338, 1110, 1385, 1543, 895, 800, 728, 1333]. capture-mark-resight
[1363]. capture-recapture
[781, 1043, 971, 1661, 1338, 1110, 1385, 1543, 895, 800, 728]. carcinoma
[1334, 1335]. Cardiovascular [776, 462, 617, 1611]. CARDS [1011]. Carini
[1407]. Carlin [375, 842]. Carlo [213, 1372, 540, 661]. Carpenter [877].
carried [1289]. Carryover [21]. Casals [1595]. Case
[237, 810, 439, 319, 498, 1398, 110, 29, 35, 197, 457, 674, 53, 538, 576, 617,
120, 136, 195, 464, 816, 52, 488, 671, 572, 156, 147, 2, 178, 135, 27, 1547, 892,
1000, 823, 1173, 961, 827, 1294, 1189, 1494, 1473, 788, 1610, 1527, 1439, 1004,
708, 1025, 943, 924, 1275, 1091, 1255, 1238, 942, 977, 556]. Case-base [816].
Case-Cohort [538, 178, 1189, 1494, 1473, 1439, 924, 1255]. Case-Control
[237, 810, 439, 498, 110, 35, 53, 576, 120, 136, 195, 52, 156, 2, 135, 27, 892, 823,
1189, 1494, 788, 1610, 1527, 708, 1025, 943, 1275, 1238, 942]. Case-Crossover
[674]. Case-Only [147, 1398, 961]. Case-Parent [488]. Casella [213]. cases
[1610]. Categorical [1032, 508, 1188, 44, 953, 612, 109, 659]. Categories
[64, 123]. category [1256, 1138]. Catherine [1301]. Causal
[355, 209, 482, 850, 812, 519, 1572, 1589, 1409, 1603, 458, 1604, 1213, 298, 664,
466, 401, 481, 597, 504, 813, 1040, 1491, 1588, 723, 1393, 1007, 1153, 1311,
1429, 724, 1369, 1467, 1265, 748, 773, 888, 1436, 1119, 1590].
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[1343]. Collazo [1628]. Collection [1304]. Collective [242]. Colorectal
[515, 4]. Columbia [368]. Combination [69, 1176, 1198, 1376].
Combinations [106, 239, 793]. combinatorial [1446]. combine [835].
Combined [47, 6, 759]. Combining
[827, 739, 1250, 282, 767, 768, 402, 327, 771, 135, 823, 1061, 1099, 770, 772].



9

Combs [1301]. comers [814, 1182]. Commenges [1186]. Commensurate
[357, 711]. Comment [513, 689, 653, 654, 127, 512]. Comments [514].
Committees [1403, 43]. Common [1641, 1212, 434]. Communication
[118]. Communities [138, 1626]. community [1450, 1297, 1533].
community-level [1450, 1297]. Companion [212]. Comparative
[435, 1274, 1589, 1496, 1060, 1447, 856]. compare [1049]. Comparing
[1131, 1085, 550, 549, 301, 959, 582, 363, 822, 807]. Comparison
[383, 160, 962, 36, 1136, 683, 273, 269, 801]. Comparisons
[384, 81, 1199, 473]. compartmental [1000]. Competing
[224, 951, 225, 176, 685, 133, 134, 442, 251, 1256, 822, 757, 1205, 1339, 890,
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[487]. Hagenaars [44]. Häggström [1360, 1361]. Hall
[842, 1593, 950, 993, 1631, 951, 952, 953, 811]. Hall/ASA [1593].
Hall/ASA-CRC [1593]. Hall/CRC [950, 993, 1631, 951, 952, 953, 811].
Halloran [211]. Hand [84, 907]. Handbook
[330, 46, 1143, 1187, 252, 661, 168]. Handling [779, 943, 1493]. Hans [621].
Haplotype [96, 1212]. haplotype-environment [1212]. Haplotypes [463].
Harbor [508]. Hard [206]. Hardcover [842]. Hardin [557]. Hardy [34].
Hardy-Weinberg [34]. Harm [645]. harnessing [1531]. Harrell [1074].
Harron [1035]. Harvey [1035]. Hasegawa [1547]. Hastie [1401, 174, 1298].
Hazard [653, 3, 654, 666, 444, 598, 443, 291, 962, 1319, 1521, 922, 851, 1090].
Hazards [529, 179, 178, 1522, 1179, 1073, 712, 1235, 1616, 909, 824, 1047,
788, 1472, 1048, 981, 910]. Heagerty [1224, 1223, 1225]. Health
[570, 158, 635, 205, 719, 1174, 867, 1250, 868, 737, 1592, 709, 829].
Healthcare [1352, 1301, 1301]. Heat [317]. Heiberger [1303]. Heidelberg
[1216, 1348, 1303, 1121, 1074, 1076, 1408]. Held [654]. Helene [1186].
helices [1422]. hematopoietic [1020]. Henderson [235]. Henning [743].
Heo [1349]. hepatitis [707]. hepatocellular [1334, 1335]. Herson
[1403, 43]. Heterogeneity
[319, 95, 641, 114, 645, 623, 1053, 1283, 1193, 1194, 1247, 1626].
Heterogeneous
[347, 137, 1383, 436, 322, 859, 1584, 1168, 1378, 1165, 1515, 1070, 1419].
Heteroscedastic [429, 1372, 786]. Hidden
[643, 1285, 1209, 1666, 1586, 871, 1462, 905, 1532, 897, 738, 374, 1594].
Hierarchical
[106, 220, 186, 678, 357, 1177, 784, 51, 244, 533, 561, 687, 716, 191, 405, 62,
1390, 1211, 1026, 1174, 898, 1101, 1233, 732, 1341, 1262, 1622, 842].
Hiernaux [1595]. High [610, 634, 449, 429, 1601, 562, 105, 143, 217, 78, 233,
163, 1506, 1518, 80, 438, 188, 284, 1465, 1283, 1485, 1576, 973, 838, 1536,
1007, 1418, 1448, 1643, 1066, 828, 1530, 716, 1602, 1421, 1365]. high-cost
[1448]. High-Density [80]. High-Dimensional
[610, 634, 429, 105, 143, 217, 233, 1506, 1518, 438, 188, 284, 1485, 1576, 973,
1536, 1007, 1643, 828, 1602, 1421, 1365]. High-Order [163].
High-Throughput [449, 1418, 1066, 1530, 716]. higher [733]. Highest
[243]. Hilbe [471, 557, 720]. Hinkelmann [555]. Hiroshi [621]. histogram
[1581]. histogram-valued [1581]. histopathology [752]. Historical



19

[422, 370, 357, 711, 806]. Histories [314]. History [591, 439, 267, 76, 820].
HIV [47, 1591, 6, 394, 161, 395, 739, 838, 1393, 940, 316, 202, 486, 502, 1207,
150, 707, 229, 112, 48, 775, 581]. HIV-Infected [502]. HIV-Positive [486].
HIV/AIDS [1591, 150]. HIV/TB [1393]. HLA [901]. Hoboken
[1077, 1502, 1139, 1302, 1145, 1301, 877, 1304]. Hoff [255]. Holland [1303].
Holly [771]. Holm [515]. Holmgren [742]. Homogeneity
[573, 197, 305, 509]. homogeneous [859, 1437, 1030]. Hooker [171].
hormones [1394]. Horton [1305, 376]. Hospice [51]. hospital
[964, 1490, 1486, 1488, 1487, 1378, 1489, 708]. hospitalizations [1396]. Hot
[314]. Hot-Deck [314]. Hothorn [384]. Hout [1405]. HPTN [775]. Hu
[1561, 1562]. Hua [1214]. Huang [771]. hub [1528]. Hubbard [689].
Hudgens [1591]. Human [326, 683, 1300, 168, 1018, 1626]. hurdle [1636].
Hybrid [673, 681, 1557, 540, 1556, 1559, 835, 703, 1602, 1558]. Hydrological
[619]. hypergeometric [701]. Hypotheses
[633, 72, 1016, 1648, 1546, 1545, 1655]. Hypothesis
[345, 1007, 588, 617, 195, 589, 760, 46, 1167, 1230, 575, 1283].

I. [215, 473]. I/II [69]. Iain [1594]. Ian [1406]. IBS [274, 594, 593]. ICU
[19]. Identifiability [111, 149, 401]. Identification
[859, 277, 457, 596, 447, 724, 566, 280, 218, 903, 1274, 1543, 887]. identifier
[710]. Identify [101, 78, 1287, 1060, 738]. Identifying
[383, 463, 1482, 449, 937, 793, 1082, 273, 532, 785, 1398, 1083, 1532, 1533].
Ignorable [673, 343, 699, 1493]. Igor [655]. II
[1559, 778, 1557, 250, 89, 1558, 1556, 500, 69, 249, 1443]. II. [114]. II/III
[1559, 1557, 1558, 1556]. III [1559, 1557, 1558, 1556]. Illness [97, 856].
Illness-Death [97, 856]. illustrated [700]. illustration [867]. Image
[542, 732]. Images [241, 12, 752]. imaging [1278, 1387, 902, 1605, 1627, 590].
imbalance [805]. Imbens [1119]. IML [212]. Immune [48]. immunoassays
[1101]. immunodeficiency [1626]. immunotherapy [1477]. Impact
[570, 486, 205, 571, 485, 27, 1095, 1193, 707]. Imperfect [641, 710, 1176].
Implementation [992]. Implications [229]. Importance [150]. important
[815]. Imprinting [451, 968]. Improve [810, 2]. Improved
[1391, 1666, 369, 1606, 534, 236, 9, 504, 765, 1181]. improvement [864, 1289].
Improving [865, 500, 1094, 35, 1255]. Imputation [359, 272, 154, 541, 877,
8, 402, 303, 314, 302, 1250, 1494, 1117, 943, 1290, 728, 1137, 983]. Incidence
[47, 6, 395, 180, 229, 112, 891, 940, 1626]. Incident [456, 1426, 1610].
Incomplete [383, 604, 522, 646, 779, 365, 273, 19, 729]. inconsistency
[1377]. Incorporating
[608, 242, 1657, 439, 1312, 858, 1295, 63, 533, 55, 727, 1637, 1496, 875, 775].
Incorporation [357, 1340]. Incorrectly [588, 589]. Incremental
[150, 295, 942]. Independence [24, 7, 1450, 906, 1297, 1212]. Independent
[310, 678, 316, 618, 715]. index
[714, 1426, 1111, 776, 1396, 1095, 1108, 1389, 925, 1315, 1602, 1421, 1281].
index-based [714]. index/Cox [1567]. Indexes [490, 427]. indicators



20

[1323]. Indirect [554, 518]. Individual
[242, 761, 550, 549, 288, 682, 580, 835]. individual-level [835].
Individualized [1312, 1430, 1650, 1587, 1374]. Individually [110].
individuals [1588, 890, 1326]. Indrayan [656]. Induced [110, 1627].
Infected [502, 707]. infecting [1440]. Infection
[641, 440, 486, 617, 49, 229, 1393]. Infection-Cardiovascular [617].
Infections [687, 964, 857, 1177, 1020, 1070]. Infectious
[1353, 952, 569, 464, 485, 540]. Inference
[209, 439, 620, 644, 95, 519, 71, 741, 1409, 40, 926, 878, 123, 577, 13, 674, 1610,
617, 296, 611, 560, 174, 612, 1119, 625, 298, 83, 66, 351, 1156, 432, 48, 183, 192,
481, 396, 483, 196, 796, 813, 1040, 1203, 1569, 1011, 1423, 699, 827, 1158, 1572,
1590, 693, 1668, 1046, 1153, 1528, 871, 1656, 1088, 1429, 809, 1570, 1603, 869,
1604, 1056, 1467, 740, 1265, 1621, 1644, 1248, 929, 1068, 1436, 1599, 1298, 381].
Inferences [243, 1588, 1576, 1234, 1118]. inferential [754]. inferiority [960].
Inferring [1329, 576]. Infertility [687, 1542]. Inflated
[499, 1027, 1646, 1368, 1293, 979, 1196, 1071]. Influence [507, 1263]. Info
[956, 996, 1038, 1080, 1126, 1148, 1219, 1259]. Inform [476, 1353, 952].
Information [957, 997, 1039, 1081, 956, 996, 1038, 1080, 955, 995, 1037, 1079,
954, 994, 1036, 1078, 1127, 1149, 1220, 1260, 1126, 1148, 1219, 1259, 1125,
1147, 1218, 1258, 1124, 1146, 1217, 1257, 1309, 1358, 1412, 1461, 1308, 1357,
1411, 1460, 1307, 1356, 1410, 1459, 1511, 1554, 1598, 1635, 1510, 1553, 1597,
1634, 1509, 1552, 1596, 1633, 439, 684, 604, 357, 1525, 533, 327, 18, 1040, 1657,
823, 865, 858, 1524, 1340, 806, 1048, 728, 1471]. information-theoretic
[1040]. Informative [1538, 526, 10, 336, 426, 491, 820, 1011, 1432, 1646, 1010,
1469, 1135, 821, 1112, 1619, 1331, 740, 1431, 1617, 1091, 1434]. informed
[1638]. Infusion [320]. Ingram [1122]. Inhomogeneous [346]. initial [946].
Initiating [486]. initiation [1393, 1589]. INLA [1630]. insertion [1249].
Insights [313]. Instability [193]. Instrumental
[1522, 1073, 637, 1573, 1013, 824, 1268, 749, 1266, 1463]. Insurance [658].
Integer [1659]. Integer-valued [1659]. integral [893]. integrate [728].
Integrated [1364, 1569, 1295]. Integrating [489, 882, 1120]. integration
[920]. Integrative [1637, 1580, 746, 1340, 1170, 862, 1173, 1642, 1484, 792].
Intensities [36]. Intensity [110, 465, 346, 756]. inter [1087]. inter-subject
[1087]. Interaction [287, 282, 120, 566, 1029, 894, 1388, 738, 1212, 1583].
Interactions [283, 450, 488, 298, 967, 974, 872, 1087, 748]. Intercepts [231].
Intercepts-Functional [231]. interdependent [998]. Interfaces [624].
interference [774]. interfering [1604]. Intergene [533]. interim [1314].
Intermediate [951, 300]. Intermittent [49]. Intermittently [109].
internal [900, 1564]. International [593, 1221, 721]. Interpretable
[634, 1057, 918]. Interpretation [1408, 1070]. interrogation [1172].
Interval [3, 30, 1405, 1568, 1270, 1469, 1523, 1014, 1651, 693, 1386, 1480, 826,
1237, 1056, 1093, 981, 1091, 901, 1045, 1316]. Interval-Censored
[3, 1405, 1270, 1469, 1523, 1014, 1386, 1237, 1093, 981, 1091, 901, 1045, 1316].
intervals [1444, 874, 1090, 982, 893, 927, 1665]. Intervention



21

[570, 458, 1674, 1618, 1608]. Interventions [458]. Intra [550, 549].
Intra-Individual [550, 549]. intraclass [874]. Intractable [675, 1001].
Introducing [213]. Introduction
[374, 1351, 472, 1594, 83, 1506, 1119, 382, 430, 657]. Introductory [214].
Invasive [650, 465]. Inverse [408, 148, 1370, 179, 402]. Inverse-Probability
[402]. Inverse-Weighted [179]. invertebrates [1111]. Investigating
[440, 872, 829]. Involving [422]. irregular [965]. ISBN [842]. ISBN-13
[842]. ischemia [1343]. Ising [798, 639, 163]. Isotonized [409]. Issue
[474, 957, 997, 1039, 1081, 956, 996, 1038, 1080, 955, 995, 1037, 1079, 954, 994,
1036, 1078, 1127, 1149, 1220, 1260, 1126, 1148, 1219, 1259, 1125, 1147, 1218,
1258, 1124, 1146, 1217, 1257, 1309, 1358, 1412, 1461, 1308, 1357, 1411, 1460,
1307, 1356, 1410, 1459, 1511, 1554, 1598, 1635, 1510, 1553, 1597, 1634, 1509,
1552, 1596, 1633]. Issues [1214, 1062]. Italian [194]. item [139, 1250].
iterative [1600].

J [381, 621, 383, 329, 171, 252, 471, 84, 1299, 212, 1224, 557, 878, 660, 44,
1305, 169, 253, 1223, 1225, 877, 1630, 375]. J.
[211, 434, 435, 84, 373, 212, 331, 90, 43, 257, 174, 624]. J.-H [878].
j.0006-341X.1999.00603.x [622]. j.1541-0420.2011.01689.x [621].
Jaakko [515]. JABES [1221]. Jacqmin [1186]. Jacqmin-Gadda [1186].
Jae [779]. James [1077, 293]. James-Type [293]. Janes [771]. Jang [690].
Japan [593]. Jarmin [1406]. Jasmine [1120]. Jason
[1256, 1224, 1488, 1487, 1489, 1223, 1225]. Jay [1403]. Jean [1350].
Jean-Baptiste [1350]. Jeffrey [1503]. Jehua [811]. Jenny [1360]. Jeong
[878]. Jerez [1595]. Jersey [877]. Jewell [1590]. Jialiang [718]. Jim [1628].
Jinqiao [1351]. Joe [1505]. Johansen [1435]. John [1590, 1301, 1183].
Johnson [1354]. Joint
[610, 140, 1269, 441, 548, 182, 203, 506, 7, 868, 440, 1293, 1135, 1063, 979,
1515, 51, 371, 469, 49, 8, 334, 1093, 318, 324, 372, 1518, 580, 640, 243, 48, 607,
38, 597, 1365, 507, 1391, 822, 1565, 1208, 1449, 745, 830, 1094, 1064, 821,
1229, 1178, 978, 1517, 1644, 921, 1002, 1470, 1612, 1583, 1355]. Joint-Action
[548]. Jolly [114]. Jolly-Seber [114]. Jones [382, 661]. Jose [1595, 992].
Joseph [1505, 1302, 720]. Jr [211]. Judea [1590]. Judgment [473, 409].
Julia [1406]. Julian [1299, 1630]. Julious [431]. Jun [1141, 779]. June
[621, 622]. Jung [778]. Jure [1503].

K. [433, 552, 45, 553, 377, 555]. Kalantar [1488, 1487, 1489].
Kalantar-Zadeh [1488, 1487, 1489]. Kamyar [1488, 1487, 1489]. Kane
[1143]. Kang [771]. Kaprio [515]. Karl [912]. Kass [1184]. Katie [1035].
Keen [373]. Ken [1305]. Kendall [148]. Kenward [877]. Kernel
[350, 283, 1004, 668, 920, 1450, 904, 793, 1003, 1400, 818, 1297, 1399, 1583].
Khmaladze [658]. Khuri [215]. kidney [862, 1173, 1019]. Kim [779].
Kinesin [241]. Kinetic [33]. kinetics [1208]. King [329]. Kingdom [1409].
Kirk [1187]. Kishiro [621]. Kjell [1354]. Kleinman [376, 1305]. Kneib



22

[591]. Knowledge [489]. Kobe [593]. Kolaczyk [91]. Kreuter [1406].
Kriging [347]. Kruskal [608, 198, 875]. Kruskal-Wallis [608, 198, 875].
Krzanowski [84]. Kuhn [1354]. Kullback [441]. Kupper [258].
Kuznetsova [992]. Kwang [779].

L [1673, 591, 41, 258, 1215, 1302, 556, 1670, 661, 254, 45, 1594, 1122, 624]. L.
[379, 374, 623]. L.L [1674]. Laan [1143, 592]. Label [1113]. Label-noise
[1113]. labor [809]. Lachin [1139]. Lacking [574]. Lag
[619, 898, 1245, 1675]. Lagged [579]. Lahiri [1631]. Lai [172]. Laird
[1077, 385]. Lakes [369]. Lamprey [369]. Land [201]. Lane [1406]. Lange
[433, 385, 377]. Langrock [1594]. Large
[496, 999, 534, 561, 671, 55, 1131, 1584, 1535, 1656, 1030, 1527, 704]. large-
[1535]. Large-Scale [496, 671, 999, 1584, 1030, 1527]. Laricca [89]. Lash
[45]. Lasso
[461, 1401, 853, 1582, 1657, 896, 1311, 855, 1265, 1099, 463, 1264, 1479].
lasso-type [853]. Latent [245, 673, 564, 526, 137, 185, 344, 428, 7, 440, 25,
523, 205, 569, 450, 460, 1518, 652, 1055, 820, 1574, 1089, 1174, 1601, 1479,
1542, 1394, 1344, 1196, 1159, 1093, 935, 1367, 1209, 1068, 1421, 1599].
Latent-Class [673]. Lawrence [624, 432]. Lawson [331]. lead [1517].
Leadership [1122]. Learning
[1276, 1401, 174, 193, 299, 920, 1642, 1650, 1587, 1192, 1427, 1152, 592, 432].
Least [1165, 601, 1672, 1600, 886]. Least-Squares [601]. Lee [375]. Left
[180, 262, 1063, 982, 1320]. left-censored [1063]. Left-Truncated
[262, 982, 1320]. Lei [590]. Leibler [441]. Lemey [46]. Length
[469, 293, 54, 682, 759, 1523, 1380, 1178, 1106, 1249, 978, 1318].
Length-Biased [293, 54, 759, 1523, 1380, 1318]. length-frequency [1106].
Leon [744]. Leskovec [1503]. Letter [689, 127, 514, 512, 324]. Level
[604, 42, 336, 157, 896, 1085, 1450, 1101, 1253, 1604, 835, 1086, 1297]. Levels
[219, 24, 1109, 1002]. Levene [1247]. Leveraging [1652]. Li
[1674, 1561, 1355, 718, 1562]. Liang [1224, 1223, 1225]. Lichtenstein [515].
Lies [1593]. Life [379, 658, 1498, 878, 132]. lifespan [1203]. Lifetime
[664, 266, 964, 1046]. Lifetimes [516, 982]. Lijoi [655]. Likelihood
[28, 220, 681, 207, 498, 281, 50, 444, 585, 1197, 428, 260, 202, 635, 246, 145,
697, 322, 929, 451, 19, 89, 1673, 764, 1332, 1620, 757, 1284, 909, 1097, 1661,
1104, 1536, 693, 795, 763, 869, 872, 884, 707, 924, 773, 800, 1320, 968, 1599,
1583, 910, 1371, 1564]. Likelihood-Based
[28, 145, 697, 929, 924, 1599, 1371]. Likelihoods [675, 1001]. Lima [169]. Lin
[1256, 1416, 1415, 168]. Line [621, 643, 24, 646, 201, 454, 934]. Linear
[140, 394, 116, 101, 604, 430, 79, 1299, 212, 118, 277, 1145, 316, 452, 447, 600,
250, 159, 204, 170, 249, 472, 657, 543, 670, 12, 677, 361, 1074, 528, 783, 691,
15, 340, 1390, 1244, 1424, 741, 1576, 1245, 1675, 1437, 1135, 1321, 855, 1639,
530, 1267, 795, 1472, 1534, 1384, 1374, 695, 799, 1167, 888, 700, 1441, 215].
Link [406, 1199, 1044, 988]. Link-Tracing [406]. Linkage [28, 281, 1035].
Linked [1579]. Liquid [190]. Lisa [1142]. list [1194]. listed [1339]. lists



23

[918]. Liu [1674, 625]. liver [707]. Loads [316]. Local
[613, 407, 919, 636, 308, 1568, 1319, 736, 1647]. Local-aggregate [919].
localization [705]. localized [737]. Locally [216]. location
[1662, 893, 1261]. Loci [30, 390, 1172]. Log [1582, 530, 817, 1049, 1384, 1375].
log-exp-sum [817]. Log-linear [530]. log-rank [1375]. log-rank-type
[1049]. Log-ratio [1582]. Logistic [463, 391, 616, 1074, 686, 1533, 710, 1324,
1476, 1325, 1113, 1069, 984, 1181, 1640, 471]. Logrank [9]. Logrank-Type
[9]. Long [621, 666, 578, 202, 288, 454, 1115]. Long-Diving [621, 454].
Long-Term [666, 202, 288, 1115]. Longini [211]. Longitudinal
[108, 673, 125, 1077, 591, 439, 526, 335, 604, 231, 98, 579, 7, 1355, 866, 440, 635,
13, 44, 230, 115, 154, 371, 541, 1349, 523, 205, 14, 136, 8, 334, 155, 228, 324, 52,
315, 606, 672, 671, 365, 525, 229, 372, 1518, 1517, 236, 109, 314, 438, 337, 183,
17, 59, 507, 581, 1391, 1673, 853, 822, 1269, 920, 1332, 1620, 1423, 761, 696, 1449,
937, 883, 830, 1445, 868, 1064, 1135, 1063, 885, 1267, 1498, 1136, 1112, 809, 1619,
697, 984, 749, 1157, 884, 905, 1093, 1618, 1209, 965, 1335, 921, 1333, 1365, 130].
looking [925, 1315]. looks [1314]. Looney [1302]. Lorien [1488, 1487, 1489].
lost [1203]. Lot [1578]. Loughin [953]. Low
[78, 561, 1001, 967, 1478, 1580, 1526]. low-count [1001]. Low-Rank
[561, 967, 1478, 1580]. low-risk [1526]. Lower [503, 765]. LQAS [1578]. Ltd
[1590]. Ltd. [1504]. Luca [1185]. Lung [77, 299]. Luo [1561, 1562]. Lyle
[1668, 1075]. Lynch [319, 1205]. Lysate [276]. LZIP [1196].

M [211, 1077, 435, 810, 1672, 1673, 252, 1139, 1629, 1488, 1303, 1487, 130,
1489, 720, 992, 44, 169, 1301, 1404, 254, 45, 385, 472, 953, 877, 1407, 592, 167,
46, 375, 624, 83, 1183, 432]. M. [471, 258, 557, 46]. Ma [718]. MacDonald
[374]. Machine [350, 668, 904, 1003, 1400, 1004, 818, 1399, 1583]. Machines
[283]. Macroparasite [199]. Macular [463]. Madsen [430, 324, 372].
magna [903]. magnetic [1605, 1627]. Making [40, 1192]. malaria [898].
Mallick [553]. Mammal [201]. Management [1305, 376]. Mangion [1667].
Mantel [1155]. many [977]. Map [278]. Mapping
[85, 30, 496, 278, 539, 390, 389, 1169, 706, 811]. MAR [383, 273]. Marc
[1140]. March [1256]. Marco [1350]. Marginal
[1011, 620, 1027, 845, 846, 1092, 468, 176, 847, 1527, 1619, 683, 525, 1071, 941,
938, 1673, 1520, 1620, 717, 1670, 984, 848, 844, 849, 1431, 44].
marginalization [1345]. marginalized [1381]. Maria [1590]. Mark
[160, 307, 650, 1143, 598, 453, 25, 200, 1407, 1363, 985, 1606].
Mark-Recapture [307, 650, 25, 200]. Mark-Recapture-Recovery [160].
mark-resight [985, 1606]. Mark-Specific [598]. Marked [345, 1042].
Marker [98, 537, 466, 822, 814, 1003, 1400, 1182, 747, 1653, 1389, 1399].
marker-guided [747, 1389]. marker-set [1003, 1400, 1399]. Markers
[117, 350, 480, 595, 229, 59, 1398, 1313, 1663, 1240, 1082, 901]. market
[711, 908]. Markov
[374, 1362, 1360, 661, 1594, 1361, 1666, 820, 614, 643, 934, 101, 1285, 1359,
1442, 1586, 1028, 1386, 871, 905, 1532, 897, 1209, 102, 100, 270, 931, 738, 856].



24

Markov-modulated [934]. Marks [650, 598, 1666]. Marques [1121].
Marshall [132]. Martin [1401]. martingale [892]. Masking [1507]. Mass
[201, 735]. Massive [1503]. Masthead [955, 995, 1037, 1079, 1125, 1147,
1218, 1258, 1308, 1357, 1411, 1460, 1510, 1553, 1597, 1634]. Matched
[237, 110, 323, 354, 571, 396, 1547, 1294, 708, 1025, 943, 805]. matched-pair
[805]. Matched-Pairs [323]. Matching
[733, 107, 676, 467, 1465, 923, 1086, 1664]. Maternal [451, 968]. Mateu [660].
mating [1240]. Matlab [171]. Matloff [1402]. Matrices [184, 1131, 1263].
Matrix [353, 321, 777, 1377, 1579, 828, 1230]. Matrix-based [353, 1377].
Matsui [1140]. matter [829]. Matthias [1348]. Max [1354, 1609].
max-stable [1609]. MAXENT [587]. Maximin [1243]. maximize [1373].
Maximum [498, 757, 585, 1104, 202, 632, 800, 1661, 707, 89]. Maxwell
[1027]. McDonald [1594]. McNemar [152]. MDR [802]. MDR-TB [802].
Mean [20, 392, 197, 1498, 352, 266, 516, 1520, 1432, 852, 1536, 1380, 959,
1431, 773, 1392, 1071, 828, 980]. meaningful [867]. Means
[406, 1283, 868, 1248]. Measles [487, 1659]. Measure
[267, 1319, 1224, 1102, 1222, 1226, 1223, 1225, 1050]. measured [1589].
Measurement [347, 203, 304, 506, 617, 155, 616, 1618, 60, 303, 48, 183, 424,
1540, 1324, 1632, 1041, 969, 1372, 786, 695, 1323, 1434, 787]. Measurements
[125, 21, 228, 537, 247, 867, 1437, 1064, 784, 1099]. Measures
[627, 573, 669, 353, 628, 629, 280, 626, 507, 1199, 1657, 1193, 1331].
mechanism [727, 1517]. Mechanistic [182, 1042, 502, 647, 1208]. Media
[1184]. Median [530, 510, 483, 1114, 982]. Mediation
[355, 519, 1023, 812, 1601, 1007, 1648, 1153, 787, 1605]. mediators
[812, 1007]. Medical [370, 205, 565, 590, 1537, 815, 1519, 1046, 821, 711, 656].
Medicare [51]. Medicine [1142, 718, 87, 1150, 1419, 1404, 1140, 1407]. Mee
[42]. MEG [705]. Meissner [1304]. Melody [1592]. Memory [578].
Mendelian [1213]. Meng [661]. Mengersen [556]. Meningococcal [465].
Menon [1407]. Menstrual [469, 978]. Mental [205]. Merging [921]. Meta
[359, 544, 545, 1416, 416, 421, 585, 462, 197, 791, 233, 543, 1118, 813, 874, 1414,
1377, 1193, 1413, 1417, 873, 1570, 1344, 912, 1415, 806, 1067, 1622, 1215, 327].
meta-analyses [1570]. Meta-Analysis
[544, 545, 1416, 585, 197, 233, 543, 359, 416, 421, 791, 1118, 874, 1414, 1377,
1193, 1413, 1417, 873, 1344, 912, 1415, 1067, 1622, 1215, 327]. meta-analytic
[813]. meta-analytic-predictive [806]. Meta-Experimental [462].
metabolomic [1340]. Metapopulation [240]. metastatic [902]. Metcalfe
[214]. Method [220, 544, 110, 455, 184, 303, 312, 276, 601, 291, 517, 567,
1055, 1632, 1072, 1132, 793, 1377, 1013, 1448, 1254, 884, 797, 863, 1367, 840,
893, 981, 703, 1261, 1333, 1612, 983, 1371, 1564]. methodological
[1631, 1035]. Methodology [1033, 215]. Methods
[39, 434, 621, 160, 24, 498, 1141, 551, 1406, 1185, 310, 328, 1352, 1121, 271, 78,
246, 91, 169, 1249, 51, 582, 719, 454, 779, 1075, 54, 1595, 213, 740, 658, 375,
1213, 34, 378, 302, 437, 811, 19, 1434, 308, 1591, 1624, 762, 1236, 1094, 940,
1020, 1606, 1372, 1162, 1500, 1387, 816, 1025, 924, 1019, 1389, 829, 1493, 1571,



25

960, 787, 1505, 386, 87, 255, 743, 720]. methylated [1586, 1532].
Methylation [489, 1201, 1529, 1484, 1002]. Metric [466]. Metrics [80].
Meyer [1032]. Michael [1032, 1672, 383, 1591, 1143]. Microarray
[79, 490, 279, 63, 534, 318, 1101, 1002]. Microarrays [93, 173]. Microbiome
[686, 1450, 1534, 1367, 1613, 1297]. microorganisms [1231]. Miglioretti
[689]. Miguel [1595]. MILFM [1421]. Minamikawa [621]. Minimal [467].
Minimization [367]. Minimize [367]. Minimum [815, 703]. Mining
[1502, 174, 1503, 1304]. miRNA [1531, 862]. miRNA-target [862].
miRNAs [277]. Misaligned [561]. Misalignment [496, 763].
misclassification [1632, 991, 989, 990]. Misclassified [57, 1014, 922].
Misidentification [25, 800]. mislabel [1325]. Mismeasured [146]. Missing
[237, 335, 272, 98, 366, 16, 110, 506, 271, 568, 238, 154, 254, 541, 520, 109,
302, 268, 401, 183, 17, 505, 1256, 727, 725, 1138, 1494, 1110, 889, 1433, 724,
869, 1087, 1467, 943, 726, 876, 1266, 921, 1248, 1493, 1144].
Missing-Data-Induced [110]. Missingness
[521, 365, 18, 1673, 1620, 699, 1156, 1493]. Misspecification
[250, 204, 249, 1134, 1388]. misspecifications [1496]. Misuse [948, 949].
Mitchell [1629]. Mixed [673, 404, 140, 394, 290, 116, 101, 338, 79, 99, 1299,
287, 562, 203, 506, 232, 316, 453, 452, 13, 21, 250, 230, 469, 249, 14, 744, 543,
670, 963, 351, 528, 542, 1100, 1390, 853, 1666, 820, 1329, 1244, 1287, 1134,
717, 1345, 1437, 784, 795, 905, 783, 691, 1326, 819, 1371]. Mixed-Effect
[673]. Mixed-Effects [140, 394, 562, 203, 506, 316, 230, 853, 1666]. Mixing
[185]. Mixture [564, 383, 360, 241, 609, 1106, 649, 195, 150, 221, 341, 520,
895, 273, 484, 427, 311, 1567, 1347, 1501, 1481, 757, 944, 836, 702, 1368, 1104,
1115, 1529, 1341, 1162, 1290, 728]. Mixtures
[82, 31, 936, 141, 1053, 1195, 868, 1105, 1166]. mobile [929]. Model
[237, 313, 564, 383, 689, 28, 495, 317, 92, 1324, 117, 290, 526, 1154, 186, 338,
1561, 231, 522, 137, 71, 79, 289, 366, 527, 1158, 360, 1299, 16, 180, 224, 182,
105, 310, 678, 33, 215, 1442, 584, 241, 7, 40, 277, 1046, 598, 720, 271, 832,
1562, 1560, 1563, 21, 667, 145, 177, 393, 165, 649, 391, 200, 204, 469, 465, 163,
1462, 205, 387, 292, 114, 569, 566, 54, 195, 533, 221, 521, 1334, 1431, 572, 406,
390, 1518, 773, 74, 1058, 1649, 273, 484, 528, 427, 1441, 686, 445, 15, 601, 59,
291, 597, 340, 62, 285, 581, 586, 796]. model
[987, 1567, 1673, 853, 1397, 892, 1501, 903, 1420, 1161, 712, 1287, 1620, 798,
1482, 1432, 1423, 1174, 865, 946, 986, 1235, 1541, 928, 1001, 1449, 891, 776,
945, 1270, 1014, 857, 922, 745, 1169, 1054, 1007, 1573, 1542, 1586, 802, 1189,
926, 1437, 1135, 969, 1321, 1063, 821, 737, 885, 851, 1047, 1095, 1478, 1492,
756, 732, 788, 959, 1472, 978, 1108, 985, 1433, 1422, 1438, 1369, 1570, 1227,
711, 706, 1196, 881, 1384, 1133, 1162, 1157, 1395, 1093, 988, 947, 760, 1636,
1066, 1067, 1280, 1658, 1532, 726, 799, 800, 981, 1231, 1665, 1641, 700, 728,
1230, 1130, 1421, 1419, 1623, 1640, 938, 1622, 1611]. model [856, 1468].
Model-averaged [1441, 945]. Model-Based [92, 105, 40, 285, 1324, 946].
Model-free [1334, 390, 1095]. Model-robust [1158]. Modeling
[245, 1032, 1273, 495, 1053, 319, 501, 398, 220, 95, 1205, 1141, 641, 121, 416,



26

421, 499, 182, 428, 369, 745, 508, 190, 118, 1393, 1355, 1215, 348, 646, 440, 36,
158, 635, 1394, 244, 809, 163, 49, 998, 553, 341, 587, 1354, 707, 682, 1228, 134,
668, 436, 1074, 536, 842, 532, 1428, 38, 191, 222, 581, 781, 1566, 964, 1179,
1269, 1026, 971, 1206, 966, 1272, 1191, 919, 1325, 1101, 868, 1293, 1021, 1670,
1178, 1024, 1136, 1344, 1117, 880, 1159, 870, 1630, 1609, 1002, 1530, 716, 977,
1348, 1353, 952, 387, 332]. Modelling [556, 520, 1569]. Models
[108, 673, 20, 613, 383, 404, 140, 643, 394, 58, 286, 116, 101, 272, 207, 604, 529,
441, 392, 240, 281, 185, 99, 675, 845, 287, 344, 416, 421, 562, 461, 846, 374, 357,
282, 118, 203, 304, 506, 232, 1405, 578, 111, 609, 588, 316, 202, 453, 452, 13, 288,
447, 600, 37, 530, 250, 44, 230, 468, 176, 582, 847, 204, 170, 688, 683, 249, 14,
470, 88, 611, 1594, 473, 358, 543, 114, 680, 502, 670, 12, 561, 587, 8, 334, 1034,
589, 619, 677, 460, 102, 1074, 322, 580, 303, 100, 270, 72, 509, 109, 273, 364].
Models [351, 493, 261, 437, 445, 56, 446, 405, 223, 11, 507, 542, 567, 1291,
1199, 1390, 1391, 861, 1520, 1666, 1347, 820, 1582, 822, 1244, 934, 1424, 1000,
1522, 1089, 1006, 1476, 1073, 1426, 759, 850, 757, 1027, 1285, 944, 836, 1208,
1646, 1616, 1134, 1001, 852, 890, 945, 1096, 970, 1576, 1158, 762, 702, 1245,
1675, 1224, 717, 1236, 1197, 1104, 830, 1345, 1115, 1094, 1023, 1479, 1377, 930,
1437, 1064, 1028, 1386, 871, 1656, 1110, 1292, 824, 1164, 1529, 1580, 1222,
1226, 758, 1267, 1229, 795, 873, 979, 1317, 1106, 1512, 1534, 1268, 1341, 1223,
801, 1042, 1643, 1383, 1225, 1278, 1162]. models
[1207, 905, 1204, 963, 848, 1467, 844, 849, 1025, 1175, 695, 1209, 1048, 1167,
1617, 1652, 773, 1621, 1290, 1645, 1323, 1517, 931, 1071, 895, 941, 783, 888,
1062, 691, 729, 728, 1530, 1098, 1261, 652, 1602, 785, 738, 825, 1246, 1599,
1271, 1514, 819, 899, 1186, 1299, 1145, 430, 471, 212, 91, 472]. moderate
[1464]. Moderation [20]. Modern [993, 257, 385]. modification [1464].
Modified [448, 765, 1315, 1564]. modifier [888]. modifying [754].
modulated [934]. Modules [280]. Molecular [326]. Molenberghs [130].
Moloney [1187]. Moment [1117, 303]. Moment-Adjusted [303, 1117].
momentary [1386, 963]. Moments [544, 73, 1377]. Mónica [1669].
Monitoring [1403, 622, 1, 43, 502, 565, 1282, 1031, 907, 1352]. Monographs
[842]. monotone [726, 703, 755, 1045]. Monotonely [236]. Monotonicity
[323, 363, 1471]. Monte [661, 213, 1372, 540]. Montgomery [657]. Moodie
[1672]. Moonseong [1349]. Morgan [329]. Morphometrics [90]. Morris
[472]. mortal [1493]. Mortality [317, 78, 987, 730, 1611]. Mother [161, 498].
Mother-Child [498]. Mother-to-Child [161]. Motif [95]. Motivating
[1444]. Motor [241]. Mouse [198]. mouth [907]. Movement
[485, 1018, 998, 1607]. moving [884]. Muller [375, 660]. Multi
[139, 1179, 1544, 678, 1341, 676, 1420, 1173, 865, 1642, 1282, 1483, 1251, 1376,
1542, 1446, 807, 1295, 1580, 1614, 1621, 1192, 931, 925, 1315, 728, 1086, 942,
899, 1468, 1405]. Multi-Arm [676, 1282, 925, 1315]. multi-armed [1614].
multi-dimensional [1251, 1542]. multi-drug [1376]. Multi-item [139].
multi-level [1086]. multi-omics [1483]. Multi-parameter [1179].
multi-phase [942]. multi-platform [1173]. multi-reader [807].
multi-resolution [1420]. multi-source [1446]. multi-stage [1282, 1192].



27

multi-state [865, 1621, 931, 728, 899, 1468, 1405]. Multi-study [1544].
Multi-subgroup [1341]. Multi-Subject [678]. multi-test [807].
multi-treatment [1192]. multi-view [1642, 1295, 1580]. Multicategory
[1650]. Multiclass [1639]. Multidimensional [64, 904]. multidrug [802].
multidrug-resistant [802]. Multilevel
[185, 369, 119, 492, 672, 870, 581, 1390, 854, 879]. Multinomial
[209, 25, 636, 686, 1199, 1168, 935, 1280, 1231, 1640]. Multiphase [208, 1313].
Multiple
[245, 1520, 650, 350, 226, 359, 95, 272, 920, 194, 1168, 33, 111, 1494, 489, 1327,
154, 490, 61, 582, 541, 8, 571, 318, 450, 402, 361, 897, 671, 156, 390, 93, 687, 65,
314, 218, 302, 528, 152, 1137, 1421, 1100, 1279, 861, 1016, 1531, 962, 1674, 864,
1174, 1584, 812, 1578, 1449, 776, 1483, 1250, 1197, 1519, 1177, 1377, 1473, 1528,
855, 1103, 1480, 746, 1151, 1515, 1373, 1638, 1341, 1065, 1539, 943, 1275, 799,
1314, 1290, 1335, 1323, 921, 1002, 1099, 1571, 1608, 1605, 983, 877, 384, 131].
Multiple-Imputation-Based [8]. multiple-index [776].
multiple-objective [1578]. Multiple-Probe [490]. Multiple-Sample [218].
multiplex [1538]. Multiplicative [424, 1616, 762]. Multiplicity [407].
Multireads [278]. Multiscale [525, 94]. multistage [1059, 967].
Multistate [200, 1386, 821]. Multistep [276]. multisubject [1627].
Multitreatment [543]. Multitype [73]. multivariable [986]. Multivariate
[1216, 117, 186, 544, 679, 573, 224, 428, 1328, 144, 930, 598, 1201, 855, 1021,
905, 103, 302, 55, 15, 581, 1100, 1574, 761, 936, 1052, 1648, 1377, 802, 1064,
1670, 1178, 1433, 1210, 1389, 799, 1209, 1609, 1441, 1255, 1434, 328].
munition [903]. Munzert [1304]. mutation [1328]. Mutational [319].
MW [1215]. MW-L [1215]. myelodyplastic [804]. myeloma [1341].

N [172, 1184, 552, 385, 432]. N. [556, 376, 89]. Naive [617]. Nan [1077].
Nason [127]. Natalia [1256]. Natural [637, 596, 651, 518]. Neelon [258].
negative [796, 1529]. Nested
[20, 123, 53, 136, 861, 892, 1189, 1494, 788, 959, 1369, 708, 1609, 942, 1381].
net [1049, 1513, 1442, 1190]. Nettleton [1076]. Network
[137, 487, 348, 631, 91, 63, 485, 1329, 1637, 1102, 1377, 1658, 1641, 1533].
Network-Based [631, 487, 348, 1102]. Networks [137, 1350, 862, 911, 741,
1483, 1359, 1362, 1376, 1276, 1360, 1528, 881, 1277, 1361]. Neural [1184].
neuroimages [1657]. Neuroimaging [688, 525, 1026, 919, 897, 1652, 785].
Neuron [36]. neuroscience [1252]. Newly [423]. Next
[278, 277, 1076, 1132, 1276]. Next-Generation [278, 277, 1076, 1132]. Ng
[254, 1214]. Nguyen [1488, 1487, 1489]. Nicholas [1590, 1305]. Nie [513].
Niels [515, 1353, 952]. Nigeria [245]. Ning [1355]. NMF [321]. no [809].
nodes [1528]. Noel [1667]. noise [741, 930, 1113]. Non
[673, 613, 650, 186, 1329, 1244, 1584, 1245, 1675, 763, 711, 726, 931, 1493, 703,
755, 960, 1166, 1170, 1116, 856]. non-exchangeable [711]. Non-Gaussian
[186, 1166]. Non-Ignorable [673, 1493]. non-inferiority [960].
Non-Invasive [650]. non-linear [1244, 1245, 1675]. Non-Local [613].



28

non-Markov [931, 856]. non-monotone [726, 703, 755]. non-normal
[1329, 763, 1116]. non-parametric [1170]. non-randomized [1584].
nonadditive [1096]. Noncentrality [534]. Noncompliance [296, 1622].
Nondestructive [23]. Nonexchangeable [459]. Nonhomogeneous [270].
Nonidentifiable [72]. Nonignorable [145, 365, 109, 17, 724].
Noninferiority [370, 1214]. Noniterative [254]. Nonlinear
[404, 501, 527, 506, 316, 284, 567, 1287, 874, 1208, 717, 1197, 881, 1117, 1652].
Nonmonotone [365]. Nonnegative [321]. Nonparametric
[227, 1256, 1203, 503, 1299, 287, 1138, 1051, 328, 36, 871, 1020, 305, 560, 132,
155, 228, 397, 484, 1571, 900, 269, 483, 977, 1281, 856, 1468, 1195, 765, 1096,
702, 831, 802, 1153, 1044, 1372, 1467, 736, 1436, 1045, 938, 381].
nonparametrics [972]. Nonproportional [529, 179]. Nonsmall [299].
nonstationarity [1228]. nonstationary [1336]. Nordic [515, 4]. Normal
[207, 203, 316, 686, 1329, 763, 1640, 1116]. Normal/Independent [316].
Normalcy [427]. Norman [1402]. Note [383, 550, 549, 588, 323, 250, 249,
589, 273, 909, 1345, 991, 1400, 989, 990, 1399, 910]. nothing [1047]. Novel
[106, 576, 1531, 1204, 1067]. nowcasting [803]. Nuclear [282]. Nuisance
[356]. Null [219, 1368, 1648, 1655]. Number
[609, 534, 1000, 1482, 1010, 1440, 1054, 704]. Numerical [437, 377].
nutrients [1231]. Nutritional [60, 969]. Nyhuis [1304].

O [329, 171, 993, 1408]. O104 [803]. Obesity [467]. Objective
[613, 1578, 1130]. O’Brien [258]. Observation
[526, 49, 57, 269, 1013, 821, 1289]. Observational [665, 129, 662, 354, 571,
671, 266, 516, 1191, 1464, 1207, 976, 1155, 1175, 1086, 1664]. Observations
[403, 225, 685, 1539, 1392, 1045]. Observed
[219, 662, 605, 270, 963, 740, 1621, 929]. observed-cluster [740]. Observer
[24, 934]. Obstetric [481]. Occupancy [574, 206]. Occurrence [465]. Odds
[272, 271, 618, 636, 364, 891, 927, 1611]. Oedekoven [1121]. off [714, 833].
Oja [328]. Okamura [621]. older [776]. Olga [992]. Olkin [1122, 132].
Omics [1120, 1483]. Omitted [667]. Omnibus [668, 448, 1602]. on-the-fly
[733]. Oncogenic [193]. Oncology [500, 1631]. One
[197, 302, 781, 827, 801, 1375]. One-Parameter [197]. one-sample
[827, 1375]. One-Sided [302]. one-step-ahead [801]. Only
[547, 363, 147, 961, 1398]. Onset [617, 134]. Ontario [539]. Open
[240, 574, 1661, 114, 1338]. Operating [75, 342]. opportunistic [1031].
Optimal [642, 67, 1312, 644, 1578, 1466, 153, 403, 239, 1373, 75, 632, 467,
517, 1008, 714, 1059, 1198, 793, 1480, 1341, 1587, 1475, 1175, 840, 1109, 1243,
1333, 1664, 1427, 1152]. Optimally [750]. Optimization
[69, 1557, 1556, 919, 1261, 1558]. Optimize [640, 767, 772, 768, 771, 770].
Optimizing [320]. Optimum [1244, 968]. options [1136]. O’Quigley [420].
Oracle [1098]. Order [71, 679, 633, 265, 1479, 124, 163, 1248, 1575, 1284].
Order-Restricted [71, 1248]. Ordered [613, 679, 64, 508, 1479, 976].
Ordering [41, 312, 1099]. Ordinal



29

[1199, 69, 271, 123, 1074, 1430, 1009, 1663, 1619, 1447, 984, 794, 818].
Ordinary [286, 637, 1165, 437, 946, 825]. ordination [1367]. Organ
[664, 1491]. origin [1612]. orthogonalized [794]. Other [1034, 460]. Our
[594, 274]. outbreak [803]. Outbreaks [187, 308, 1000]. Outcome
[209, 422, 7, 440, 315, 606, 1265, 1518, 66, 607, 340, 196, 1316, 1572, 831, 1650,
1373, 1069, 724, 1136, 697, 965, 1266, 729, 887, 1152]. outcome- [1069].
Outcome-adaptive [1265]. Outcome-Dependent
[315, 340, 196, 1316, 965]. outcome-related [697]. Outcomes
[398, 104, 480, 294, 288, 393, 1349, 8, 363, 565, 467, 15, 575, 1100, 1520, 920,
1319, 1339, 1012, 1009, 1449, 830, 1345, 1364, 1519, 1589, 1377, 1663, 868,
1293, 698, 1201, 1095, 713, 1447, 1462, 1087, 1065, 818, 748, 870, 1275, 652].
outlying [1193]. Output [495]. outs [1135]. over-dispersed [1496].
Overall [583, 295]. Overdispersed [116, 1291]. overdispersion [1053].
overflights [933]. overidentified [1318]. Overstate [460]. Oxford [330].
Oysters [368]. ozone [987].

P [380, 382, 622, 1672, 252, 129, 1488, 1487, 1489, 214, 169, 45, 213, 255, 46,
375, 842, 743, 89, 623, 1391, 307, 871]. P-Splines [307, 1391, 871]. P.
[382, 329, 252, 430, 384, 720, 170, 375]. Pacific [368]. Pair
[498, 1547, 1294, 805]. paired [1449, 1280]. paired-multinomial [1280].
Pairs [323, 396, 1342]. Pairwise [681, 105, 764, 795, 1320]. Pan [511, 512].
Panel [270, 269, 1432, 1293, 1061, 819, 1371]. panel-count [819, 1371].
panels [1389]. Paper [418]. paradigm [1631]. paradigms [813]. Parallel
[1402]. Parameter
[197, 534, 488, 1179, 1059, 727, 947, 1617, 1099, 1261, 1255].
Parameterization [636]. Parameters
[113, 199, 356, 609, 243, 946, 1345, 1606, 773, 893]. Parametric
[1291, 762, 966, 1272, 693, 132, 1232, 509, 1540, 964, 1522, 712, 1341, 1331,
726, 1493, 1098, 1170]. Parametrically [397]. Parasite [641]. parasites
[898]. Parasitic [369]. Parent [488, 1612]. parent-of-origin [1612]. Parity
[205]. Parsimonious [1012, 918]. Part [205]. Partial
[50, 777, 322, 312, 340, 1576, 1267, 968, 1246, 1564]. Partial-Likelihood [50].
Partially [604, 447, 600, 568, 15, 1135, 1472, 963]. Participants [581].
Participation [208]. particulate [829]. partition [1623]. partitioned
[1165]. Partitioning [531, 1330]. partitions [1535]. Partly [599, 1270, 1191].
Partnering [245]. Path [1409, 294, 569, 899]. Path-Specific [569].
pathogen [1206, 832]. pathogen-specific [1206]. Pathogens [583, 1440].
Pathway [975, 755]. Pathways [193, 1533]. Patient
[1312, 1301, 767, 772, 768, 1083, 771, 770]. Patients [486, 617, 502, 76, 1208,
1339, 776, 1490, 1486, 1488, 1487, 1489, 1396, 1448, 1342, 708, 1526]. Patrick
[1224, 1223, 1225]. Pattern [383, 944, 1187, 273, 1319, 1290]. Patterns
[1033, 785]. Paul [515, 1352]. Pawel [1502]. PCAN [1116]. PCB [340].
PCR [717]. Peace [912, 86]. Pearl [1590]. Pearson [1234]. Peck [657].
Pedigrees [451]. Pedroso [169]. peer [749]. PEG [1249]. Penalization



30

[536]. Penalized [3, 207, 338, 1287, 1097, 631, 63, 438, 1647, 437, 901, 284,
89, 727, 1482, 1245, 1675, 763, 1600, 872, 947, 789]. penalties [782, 1664].
penalty [817, 777, 947]. PenPC [973]. peptide [1101]. Percentile [448].
Performance [1352, 1006, 1339, 1374, 1061]. period [1525]. Peritoneal
[198]. Permutation [559, 452, 81, 947, 1330, 41]. permutations [1330].
Perrett [212]. personal [1662]. Personalized [1407, 1526, 1024, 1082, 1152].
perspective [1466, 999]. perturbations [1483]. Perú [833]. Pesarin [41].
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[306] Jérôme A. Dupuis and Michel Goulard. Estimating species richness from
quadrat sampling data: a general approach. Biometrics, 67(4):1489–
1497, December 2011. CODEN BIOMB6. ISSN 0006-341X (print), 1541-
0420 (electronic).

Bonner:2011:SPS

[307] Simon J. Bonner and Carl J. Schwarz. Smoothing population size es-
timates for time-stratified mark-recapture experiments using Bayesian
P-splines. Biometrics, 67(4):1498–1507, December 2011. CODEN
BIOMB6. ISSN 0006-341X (print), 1541-0420 (electronic).

Zhao:2011:DDO

[308] Yingqi Zhao, Donglin Zeng, Amy H. Herring, Amy Ising, Anna Waller,
David Richardson, and Michael R. Kosorok. Detecting disease outbreaks
using local spatiotemporal methods. Biometrics, 67(4):1508–1517, De-
cember 2011. CODEN BIOMB6. ISSN 0006-341X (print), 1541-0420
(electronic).

Fewster:2011:VES

[309] R. M. Fewster. Variance estimation for systematic designs in spatial sur-
veys. Biometrics, 67(4):1518–1531, December 2011. CODEN BIOMB6.
ISSN 0006-341X (print), 1541-0420 (electronic).

Guo:2011:GPM

[310] Ying Guo. A general probabilistic model for group independent compo-
nent analysis and its estimation methods. Biometrics, 67(4):1532–1542,
December 2011. CODEN BIOMB6. ISSN 0006-341X (print), 1541-0420
(electronic).

Yuan:2011:DRC

[311] Ying Yuan and Guosheng Yin. Dose-response curve estimation: a semi-
parametric mixture approach. Biometrics, 67(4):1543–1554, December
2011. CODEN BIOMB6. ISSN 0006-341X (print), 1541-0420 (electronic).



REFERENCES 87

Wages:2011:CRM

[312] Nolan A. Wages, Mark R. Conaway, and John O’Quigley. Continual
reassessment method for partial ordering. Biometrics, 67(4):1555–1563,
December 2011. CODEN BIOMB6. ISSN 0006-341X (print), 1541-0420
(electronic).

Al-Khalidi:2011:IRV

[313] Hussein R. Al-Khalidi, Yili Hong, Thomas R. Fleming, and Terry M.
Therneau. Insights on the robust variance estimator under recurrent-
events model. Biometrics, 67(4):1564–1572, December 2011. CODEN
BIOMB6. ISSN 0006-341X (print), 1541-0420 (electronic).

Wang:2011:HDM

[314] Chia-Ning Wang, Roderick Little, Bin Nan, and Siobán D. Harlow. A
hot-deck multiple imputation procedure for gaps in longitudinal recurrent
event histories. Biometrics, 67(4):1573–1582, December 2011. CODEN
BIOMB6. ISSN 0006-341X (print), 1541-0420 (electronic).

Schildcrout:2011:ODS

[315] Jonathan S. Schildcrout and Patrick J. Heagerty. Outcome-dependent
sampling from existing cohorts with longitudinal binary response data:
Study planning and analysis. Biometrics, 67(4):1583–1593, December
2011. CODEN BIOMB6. ISSN 0006-341X (print), 1541-0420 (electronic).

Lachos:2011:LNM

[316] Victor H. Lachos, Dipankar Bandyopadhyay, and Dipak K. Dey. Lin-
ear and nonlinear mixed-effects models for censored HIV viral loads us-
ing normal/independent distributions. Biometrics, 67(4):1594–1604, De-
cember 2011. CODEN BIOMB6. ISSN 0006-341X (print), 1541-0420
(electronic).

Bobb:2011:BMA

[317] Jennifer F. Bobb, Francesca Dominici, and Roger D. Peng. A Bayesian
model averaging approach for estimating the relative risk of mortality
associated with heat waves in 105 U.S. cities. Biometrics, 67(4):1605–
1616, December 2011. CODEN BIOMB6. ISSN 0006-341X (print), 1541-
0420 (electronic).

Ruan:2011:EBA

[318] Lingyan Ruan and Ming Yuan. An empirical Bayes’ approach to joint
analysis of multiple microarray gene expression studies. Biometrics, 67



REFERENCES 88

(4):1617–1626, December 2011. CODEN BIOMB6. ISSN 0006-341X
(print), 1541-0420 (electronic).

Boonstra:2011:BMG

[319] Philip S. Boonstra, Bhramar Mukherjee, Jeremy M. G. Taylor, Mef Nil-
bert, Victor Moreno, and Stephen B. Gruber. Bayesian modeling for ge-
netic anticipation in presence of mutational heterogeneity: a case study
in Lynch syndrome. Biometrics, 67(4):1627–1637, December 2011. CO-
DEN BIOMB6. ISSN 0006-341X (print), 1541-0420 (electronic).

Thall:2011:OCB

[320] Peter F. Thall, Aniko Szabo, Hoang Q. Nguyen, Catherine M. Amlie-
Lefond, and Osama O. Zaidat. Optimizing the concentration and bolus
of a drug delivered by continuous infusion. Biometrics, 67(4):1638–1646,
December 2011. CODEN BIOMB6. ISSN 0006-341X (print), 1541-0420
(electronic).

Zetlaoui:2011:EFC
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flexible ratio regression approach for zero-truncated capture-recapture



REFERENCES 191

counts. Biometrics, 72(3):697–706, September 2016. CODEN BIOMB6.
ISSN 0006-341X (print), 1541-0420 (electronic).

Li:2016:FLF

[1044] Dan Li, Xia Wang, Lizhen Lin, and Dipak K. Dey. Flexible link func-
tions in nonparametric binary regression with Gaussian process priors.
Biometrics, 72(3):707–719, September 2016. CODEN BIOMB6. ISSN
0006-341X (print), 1541-0420 (electronic).

Zhang:2016:RNE

[1045] Ying Zhang, Gang Cheng, and Wanzhu Tu. Robust nonparametric esti-
mation of monotone regression functions with interval-censored observa-
tions. Biometrics, 72(3):720–730, September 2016. CODEN BIOMB6.
ISSN 0006-341X (print), 1541-0420 (electronic).

Johnson:2016:MSI

[1046] Brent A. Johnson, Qi Long, Yijian Huang, Kari Chansky, and Mary Red-
man. Model selection and inference for censored lifetime medical expen-
ditures. Biometrics, 72(3):731–741, September 2016. CODEN BIOMB6.
ISSN 0006-341X (print), 1541-0420 (electronic).

Li:2016:ETE

[1047] Shuli Li and Robert J. Gray. Estimating treatment effect in a propor-
tional hazards model in randomized clinical trials with all-or-nothing
compliance. Biometrics, 72(3):742–750, September 2016. CODEN
BIOMB6. ISSN 0006-341X (print), 1541-0420 (electronic).

Su:2016:SEC

[1048] Xiaogang Su, Chalani S. Wijayasinghe, Juanjuan Fan, and Ying Zhang.
Sparse estimation of Cox proportional hazards models via approximated
information criteria. Biometrics, 72(3):751–759, September 2016. CO-
DEN BIOMB6. ISSN 0006-341X (print), 1541-0420 (electronic).

Graffeo:2016:LRT
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