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724, 213, 559, 649, 97, 284, 457, 354, 664, 605, 702, 630, 252]. data

238, 536, 449, 537, 236, 754, 174, 666, 750, 38, 807, 818, 877, 300, 299].
Data-adaptive [20]. Data/Daniels [818]. datasets [725, 685, 726]. Datta
[808]. David [294]. Davidian [117, 385, 383, 384]. dealing [582]. death
(177, 414, 734, 514, 789, 782, 620]. Debiased [501]. decision [704, 480, 578).
decisions [257]. decline [411]. Decomposition [577, 141]. decompositions
[14]. deconvolution [954]. Deep [902, 817, 836, 850, 39]. deep-sequence
[817]. definite [353]. deformation [755]. degree [195]. Delaigle [422].
delayed [105, 33, 90, 688]. Delivering [699]. demonstration [254]. Denise
[808]. dense [453]. densities [328]. Density [323, 822, 938, 276].
dependence [837, 693, 135, 575, 771]. dependent

[751, 621, 346, 366, 509, 87, 439, 633, 694, 51, 664, 909]. depression [15].
derived [199]. Design

598, 444, 690, 26, 589, 773, 519, 819, 794, 630, 227, 18, 217, 33, 443, 591, 782,
931, 590, 73, 110, 588, 592, 317, 253, 775, 950, 939, 865, 232, 459, 601].
Design-based [444]. design-With [227]. Designing [74]. designs

[105, 798, 402, 482, 490, 176, 475, 826, 474, 925, 839, 130, 89, 308, 951, 472,
AT1, 476, 772, 25, 473, 643, 721]. detect [314]. Detecting [768, 733].
detection

[412, 441, 28, 586, 329, 594, 250, 455, 286, 640, 655, 221, 952, 532, 150, 496, 213].



detections [395]. detector [937]. Determination [365, 799, 537].
Developing [212]. development [218, 155, 401, 722, 467]. device

[162, 165, 163, 164, 166]. Dhruba [517]. diabetes [254]. diagnostic

[608, 16, 508, 128]. Diagnostics [863, 21]. dialysis [102]. Diaz [294].
dietary [229, 4]. difference [527, 530, 573, 655, 529, 528, 526, 531].
difference-in-differences [527, 530, 529, 528, 526, 531]. differences

[481, 527, 530, 529, 788, 774, 528, 526, 531]. different [185]. Differential
[874, 120, 286, 128]. differentially [751]. diffusion [216, 353]. digital [325].
dilution [836]. Dimension [616, 403, 677, 458]. dimensional

[441, 707, 820, 913, 915, 746, 132, 240, 828, 784, 593, 945, 355, 833, 558, 887,
307, 889, 670, 847, 82, 246, 555, 680, 488, 544, 390, 559, 560, 906, 12, 754].
dimensions [311, 557, 99]. Direct [878, 675, 484, 178, 738, 717, 419].
directed [210, 869]. direction [147]. directional [761, 179]. Dirichlet
[798, 214, 920, 747, 671, 731, 688]. Dirichlet-multinomial [747]. Dirk [300].
discover [917]. Discovering [98, 875, 750]. discovery

[766, 915, 764, 840, 179, 453, 535, 743]. discrete [518, 805, 937]. discretely
[177]. discretized [509]. discriminant [827, 358]. Discussion

589, 523, 870, 11, 871, 710, 527, 67, 713, 80, 139, 264, 62, 530, 475, 385, 522,
266, 881, 383, 384, 474, 66, 529, 408, 832, 204, 712, 61, 63, 160, 591, 838, 429,
407, 409, 891, 138, 524, 431, 68, 163, 590, 472, 292, 428, 164, 69, 430, 406, 60,
265, 528, 899, 473, 860, 293, 866, 137, 812, 81, 896, 476]. Discussions

[165, 432, 714, 525, 410]. disease [21, 270, 192, 877, 401, 699, 46, 506, 126,
698, 99, 125, 900, 508, 453, 108, 451, 605, 672, 344, 193]. disease-associated
[108]. disease-related [453]. diseases [339, 365]. disorders [361].
dispersion [761]. Dissecting [906]. Distance [29, 388, 221, 904].
Distance-based [29, 221]. distances [183]. distributed

[674, 3, 375, 732, 694, 24]. distribution [271, 623, 439]. Distributional
408, 407, 409, 406, 404, 669, 788, 410]. distributions [142, 93, 445, 128].
diurnal [759]. dive [338]. diverging [501]. diverse

[408, 407, 409, 406, 404, 410]. diversity [394]. divide [387].
divide-and-combine [387]. DNA [445, 199]. DOI [425]. Domain

[572, 784]. domains [767, 918]. donors [814]. dose

[327, 722, 460, 33, 931, 934, 865]. dose-finding [460]. dose-ranging [722].
dose-schedule [33]. doses [950]. Double [657, 88, 746, 925, 143].
double-index [88]. double-robust [746]. Doubly

[77, 876, 132, 893, 2, 916, 739, 555|. Doubly-robust [77, 2]. driven

914, 248, 626]. DROID [722]. Dropout [336, 228, 5, 335]. drug

[682, 155, 722, 460, 467, 397, 535]. drugs [216, 601]. Duchenne [775]. due
[785, 105]. Dupont [429, 431, 428, 430]. duration [365]. during [126, 795].
D’Urso [153]. dyadic [363, 949, 778]. Dylan [527, 530, 529]. Dynamic
[176, 480, 99, 775, 77, 873, 562, 701, 797, 220, 741, 780, 894, 849, 2, 371, 781,
666, 117]. dynamically [478, 718]. dynamics [919, 953, 779, 191, 681].
dystrophy [775].
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early [327, 535]. early-stage [535]. easygoing [299]. eBook [705, 377, 378].
ecological [953]. ecology [40]. economic [686]. ecosystems [779]. ed [613].
Eddy [611]. edge [566]. Edited [422]. edition [706, 467, 297, 154]. Editor
[151, 152]. editors [303, 8, 158, 470, 813]. Eds [611]. EEG [681, 328]. effect
(011, 519, 269, 719, 945, 17, 494, 362, 363, 662, 76, 689, 948, 897, 253, 861,
459, 419, 564]. Effective [66, 67, 80, 79, 81, 919, 65, 70, 68, 69, 35].
effectiveness [330, 802]. effects [597, 204, 816, 874, 728, 139, 173, 372, 145,
88, 198, 645, 878, 132, 91, 418, 828, 273, 136, 333, 604, 675, 397, 101, 305, 189,
102, 398, 443, 888, 540, 484, 138, 759, 947, 729, 178, 738, 732, 739, 334, 82,
610, 851, 545, 680, 641, 486, 359, 615, 667, 868, 199, 909, 137]. efficacy

306, 607, 385, 120, 922, 383, 273, 384, 382, 386]. efficacy-toxicity [922].
efficiency [30, 145, 607, 505, 123, 317]. Efficient [412, 567, 823, 826, 828, 273,
883, 886, 462, 691, 738, 182, 641, 804, 674, 725, 198, 130, 717]. eigenvalue
[554]. Elastic [478, 654]. elderly [506]. electroencephalogram [681].
electronic [320, 198, 329, 648, 254, 489, 831, 727, 168, 696, 167, 122, 649].
Elizabeth [153]. elliptical [630]. EM-based [370]. embedded [743].
embedding [678]. EMBRACE [370]. Emerson [163, 164]. Emiko

429, 431, 430]. Emil [423]. Empirical [228, 5, 364, 129].
Empirical-likelihood-based [228, 5]. emulators [936]. encouragement
[459]. endemic [270]. endemic-epidemic [270]. endpoint [436, 571].
endpoints [773, 229, 245, 121, 618, 585, 4, 601]. enhanced [804].
enrichment [475, 690, 474, 308, 472, 471, 476, 775, 473]. Enrique [425)].
enrolled [504]. Ensemble [186, 560]. ensembles [131]. ensembling [848].
Ensuring [736]. Entropy [742]. entry [626]. envelope [403, 926].
environment [796, 538, 10, 451]. environmental [298, 511, 510, 150, 868].
epidemic [270, 728, 242, 450, 225]. epidemics [466]. epidemiology

[612, 951, 909]. epigenomic [412]. eQTLs [906]. equation [192, 258, 210].
equations [281, 636, 925]. equilibrium [657]. Equivalence [56]. Eric

523, 117, 522, 524]. Erica [77]. error [572, 757, 244, 422, 105, 43, 444, 283,
462, 304, 571, 696, 509, 57, 209, 768, 940, 568, 569]. error-contaminated
[509]. error-prone [757, 462, 696]. errors [323, 93, 557, 907].
errors-in-variables [557]. Ertefaie [515, 527, 530, 529, 528]. essential [912].
estimand [789]. estimands [627, 638]. estimate [873, 645, 91, 507].
Estimated [574]. estimates [822, 123]. Estimating

[94, 716, 872, 222, 88, 385, 383, 551, 144, 384, 225, 676, 510, 89, 790, 448, 195
382, 1, 109, 861, 330, 666, 874, 438, 446, 420, 328, 636, 925, 888, 115, 205, 729,
317, 849, 687, 116, 631, 868, 386]. Estimation

245, 242, 14, 484, 732, 851, 336, 561, 811, 812, 582, 77, 523, 563, 562, 84, 80,
911, 30, 198, 646, 876, 914, 177, 323, 461, 608, 414, 343, 823, 79, 81, 522, 825,
657, 433, 719, 91, 345, 622, 945, 655, 221, 762, 832, 355, 494, 723, 929, 251,
662, 665, 462, 619, 774, 623, 838, 370, 237, 391, 135, 524, 172, 596, 208, 620,
678, 738, 20, 717, 255, 82, 452, 852, 439, 335, 2. 365, 768, 580, 521, 525, 938,
860, 290, 578, 486, 393, 315, 615, 312, 128, 866, 907, 941, 937, 564]. estimator
[444, 790, 660]. estimators
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[181, 372, 794, 565, 485, 923, 362, 398, 834, 726, 739, 171]. Euclidean [918].
EUR [807]. evaluate [842, 601]. Evaluating

513, 604, 279, 276, 212, 304, 599]. Evaluation [203, 120, 799, 859]. event
(773, 201, 205, 84, 28, 463, 829, 622, 593, 885, 204, 436, 835, 215, 841, 292,
759, 626, 732, 731, 50, 901, 72, 534, 293, 754, 174]. event-driven [626].
event-related [28, 534]. events [23, 146, 789, 627, 782, 135, 87]. evidence
[189, 370, 296, 803]. Exact [573, 830, 924, 908]. Exact-corrected [573].
examples [298]. excess [277, 507]. exchangeability [197]. excursion [888].
exercises [707]. expanded [416]. expected [711, 710, 713, 712, 709, 714].
experimental [340, 726]. experiments

[181, 347, 675, 491, 609, 772, 615, 459, 667]. Explaining [728]. Exploiting
[189]. exposure [785, 132, 689, 334, 509, 768, 694]. exposure-response
[768]. exposure-time [689]. exposures [861, 906, 868]. expression

[617, 192, 551, 34, 852, 350]. extended [702]. extension [100]. external
249, 912, 646, 821, 792, 923, 505, 364, 449]. Extracting [453].

F [611, 80, 38]. Factor

027, 147, 309, 828, 752, 887, 670, 803, 188, 169, 354, 867, 210].
Factor-augmented [927]. factorial [490]. factorization [248, 13]. factors
306, 190, 296, 763, 772]. failure

91, 829, 734, 927, 839, 487, 731, 735, 574, 315]. Fair [106]. fairness [549].
False [766, 915, 420, 764, 840, 179]. family [940]. family-wise [940).
familywise [572, 711, 710, 713, 712, 709, 714, 571]. Faming [820]. Fan [260].
Fast [685, 92, 795]. fatal [411]. Faulkner [80]. favor [479]. Feature

[390, 553, 455, 413, 355, 928, 558, 559, 234]. features [454, 108, 12]. Feng
[163, 164]. field [150, 679]. fields [208]. Fieller [282]. Fienberg [611].
Fiksel [908]. filter [246]. Finding [783, 359, 460, 215]. fine [673)].
fingerprint [97]. finite [668, 762]. finite-support [668]. fish [907]. Fisher
[575]. fit [62, 450, 61, 63, 59, 64, 60, 624]. Fitting [854, 270]. FL

337, 155, 117, 38, 260, 380, 422, 808, 41, 259, 298, 40, 338, 612, 613, 300, 296,
339, 379, 6, 153, 258, 341, 257, 261]. Flagging [890]. Flammini [466].
Flexible [761, 460, 609, 224, 947, 738, 853]. Florida [517]. Flory

[527, 530, 529, 528]. fMRI [665, 533, 284]. forecasting [728]. forestry [298].
forests [190, 221, 19]. formal [589, 591, 590, 588, 592]. formula [421, 223].
forward [481]. forward-looking [481]. Foundations [260, 193]. fraction
[87]. fractional [841]. fractions [275]. frailty [146, 347, 734, 316, 620, 87].
frailty-based [620]. framework

572, 21, 31, 659, 3, 375, 792, 655, 783, 933, 87, 584, 492, 559, 853].
frameworks [90]. Francesco [466]. Francis [517]. Francois [39]. Frank
[711, 710, 713, 712]. Franz [299]. free [396, 202]. frequency [498].
Frequentist [650, 311]. function [824, 497, 400, 753, 795, 574, 868, 318].
function-on-function [400]. function-on-scalar [497, 753]. Functional
483, 943, 580, 541, 664, 750, 572, 767, 141, 235, 755, 28, 757, 51, 879, 593,
200, 344, 637, 752, 788, 753, 237, 532, 596, 125, 48, 496, 581, 72, 756, 236, 754].
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Functions [1, 918, 115, 208, 224, 116, 48, 356]. Fundamentals [707, 465].
fusion [368, 285, 351, 241].

G [706, 375, 223]. g-formula [223]. gamma [360]. Gandrud [154].
Gangopadhyay [518]. Garcia [425]. Gaussian

[173, 233, 321, 552, 577, 650, 843, 351, 224, 452, 936, 903, 350, 534, 236).
Gaussian-process [936]. Gauvreau [613]. GEE [54]. Gene

[72, 746, 556, 796, 551, 538, 634, 852, 10, 350, 517]. Gene-based [72].
gene-environment [796, 538, 10]. General

626, 31, 659, 176, 655, 27, 421, 627, 209, 559]. generalizability

[794, 579, 804]. generalization [742]. Generalized

(663, 500, 183, 568, 332, 28, 821, 92, 922, 828, 636, 884, 493, 670, 943, 688,
501, 749, 939, 865, 348, 575, 12]. generalized-Dirichlet-multinomial [688].
Generating [772]. generation [808, 242, 188]. generative [953]. genetic
[706, 917, 170, 763, 610, 778, 188, 348]. genetically [192]. genetics

[441, 369]. genome [289, 875, 140, 756, 554, 550]. genome-wide

[140, 756, 550]. genomic [847]. geometric [913]. Georgia [139, 138, 137].
Geostatistical [353, 21]. Germany [299]. Ghosh [6]. Gilbert [160].
Giovanna [116]. Giovanni [870, 871, 62, 881, 61, 63, 891, 60, 899]. Gittins
[481]. given [191]. Global [16, 361, 852]. Globaltest [570]. glucose [795].
GmbH [299]. gold [608, 935]. Gonzalez [341]. good [311]. goodness

[62, 61, 63, 59, 64, 60, 624]. goodness-of-fit [62, 624]. Grace [422]. grant
[612]. graph [918, 833, 867, 869]. graph-based [918]. graph-guided [833].
graphical [173, 911, 244, 820, 200, 650, 351, 108, 350, 284]. graphs

[954, 665, 210]. greater [74]. Grébner [16]. Group

436, 948, 735, 214, 604, 101, 953, 196, 788, 326, 308, 803, 932, 580, 496, 128].
group-tested [128]. Grouped [636]. groups [55]. growth [235, 333, 907].
Guangquan [337]. guarantees [548, 455]. Guendel [832, 838, 860, 866].
guided [833, 947, 131]. Guo [408, 407, 409, 406]. Gustafson [422]. gut
[463]. GWAS [917, 906, 869].

H [429, 431, 430]. hacking [499]. Haining [337]. Haitao [139, 138, 137].
Hall [337, 155, 38, 260, 380, 422, 808, 298, 338, 300, 296, 339, 379, 465, 6, 518,
258, 257, 519, 117, 706, 341]. Hall/CRC [337, 155, 38, 260, 380, 422, 298,
338, 300, 296, 339, 379, 465, 6, 258, 257, 117, 341]. Handbook [380, 422, 261].
handling [320]. Hard [38, 260, 259, 118, 6, 258, 257, 261]. harm [695].
having [600]. hazard [703, 523, 277, 522, 524, 898, 736, 86, 209, 521, 525].
hazards [211, 244, 621, 916, 925, 619, 733, 843, 317, 509, 854, 730, 22, 103).
hbk [518]. health [340, 320, 198, 329, 648, 254, 489, 397, 831, 606, 727, 888,
168, 696, 167, 122, 868, 106]. healthcare [155]. hearing [864]. Heather
[613]. Heinz [67, 66, 68, 69]. Hennessy [527, 530, 529, 528]. heritability
[32]. Hernan [590, 591]. Hernando [261]. Heterogeneity

044, 872, 646, 401, 285, 458, 786, 367, 46, 689, 547, 351, 454, 364, 107, 909].
Heterogeneity-aware [944]. heterogeneous
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[461, 792, 923, 542, 953, 665, 739, 641, 359, 941]. heteroskedastic [731]. Hi
[586]. Hi-C [586} Hidden [289 875, 692, 759]. Hierarchical

[454, 724, 683, 216, 774, 360, 90, 224, 651, 605, 672]. hierarchically

(788, 904]. High [913, 887, 889, 847, 629, 311, 441, 707, 820, 915, 746, 608,
132, 240, 828, 784, 945, 355, 833, 558, 307, 670, 557, 82, 246, 555, 680, 488,
544, 390, 559, 560, 667, 906, 754]. High-dimensional

013, 887, 889, 847, 441, 707, 915, 746, 132, 240, 828, 784, 355, 833, 558, 307,
670, 246, 680, 488, 544, 390, 559, 560, 906, 754]. high-throughput [667].
Highly [130, 565, 17]. Hilbert [637]. Histopathological [285, 454].
historical [478, 718]. history [325, 785, 38, 775, 290]. HIV

817, 397, 462, 836, 252]. HIV-1 [252]. HLA [697). HLA-I [697]. Holloway
[117]. home [952]. Homogeneity [830, 754, 352, 93, 651]. homophily [363].
Hong [139, 138, 137]. Horseshoe [80, 79, 81]. Horseshoe-based

[80, 79, 81]. Horvitz [221]. Hosmer [62, 61, 63, 64, 60, 59]. Hospital

[704, 802]. hospitalization [102]. HPV [607]. https [818, 820, 877, 882].
Huang [264, 266, 265]. Hui [260]. Human [506]. Huntington [519].
Huntington-Klein [519]. Hvitfeldt [423]. hybrid [885]. hypersphere [14].
hypertension [912]. hypoglycemia [190]. hypotheses

(711, 710, 713, 766, 712, 32, 709, 714, 26]. Hypothesis [930, 388].
hypothetical [638].

I/11 [232]. ICU [802]. identifiability [16]. identification [751, 46, 662].
Identifying

306, 374, 190, 652, 729, 108, 903, 672, 811, 812, 832, 838, 860, 866]. identities
[853]. IT [819, 232]. TIickho [705]. illness [105, 414, 734, 620]. illness-death
[414, 620]. Ilustration [691]. image [239, 309, 784]. image-on-image [309].
imaging [594, 796, 285, 272, 15, 593, 353, 454, 369, 48]. imaging-assisted
[796]. imaging-based [285]. imbalance [904]. immune [683]. impact

[201, 35, 74]. imperfect [489, 935, 508]. implementation [41, 379).
implementations [223]. implications [310]. implicit [740]. importance
[324, 160, 790, 109, 159, 161]. improve

806, 815, 289, 491, 602, 123, 317, 801, 546, 122]. Improved [622, 739, 360].
Improving [291, 30, 923, 294, 579, 505, 191, 292, 293, 276, 295]. Imputation
[780, 281, 321, 834, 933, 492]. Imputation-based [780]. incidence

[450, 391, 802]. incidences [686]. incomplete [638, 933]. incorporated
[350]. Incorporating [888, 855, 867, 281, 327, 628, 290]. Increasing [607].
incremental [760]. incubation [242]. independence [820, 879, 310, 11, 47].
independent [408, 774, 407, 409, 626, 406, 404, 410]. Index

[481, 88, 511, 205, 856, 274]. indications [73, 950, 601]. indicators [187].
indices [617]. indirect [878, 484, 178, 738, 419]. individual

306, 145, 786, 774, 182, 109, 508, 605, 449]. individual-level [605].
Individualized [824, 743, 716, 197, 446, 144, 89, 483, 717, 330, 274].
individuals [395]. induced [770, 509, 439, 507]. infant [218]. infection
[148, 83, 411]. infections [411]. infectious [877, 339, 365, 508]. infer [107].
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Inference [576, 677, 49, 504, 610, 465, 311, 515, 55, 320, 197, 9, 173, 706, 807
725, 818, 269, 685, 490, 254, 247, 176, 416, 338, 433, 663, 919, 273, 18, 250,
675, 516, 17, 305, 699, 926, 505, 723, 662, 27, 514, 741, 789, 889, 670, 627, 95
602, 36, 631, 763, 191, 366, 20, 795, 932, 739, 231, 555, 801, 736, 901, 618, 202,
574, 758, 534, 940, 776, 97, 882, 882].
Inference/Aitkin/p/book/9781032105710 [882]. inferences [567].
Inferring [817, 411, 869, 397, 195, 554]. Infinite [692]. inflated

[463, 747, 888, 172, 169, 371, 569]. influence [274]. influential [783].
Information [7, 42, 78, 119, 157, 194, 230, 262, 302, 342, 381, 426, 469, 520
614, 708, 733, 350, 249, 742, 725, 912, 746, 485, 792, 920, 345, 923, 489, 478,
720, 628, 85, 364, 731, 624, 179, 718, 867]. Information-incorporated [350].
informative [368, 175, 247, 184, 596, 541, 188]. informed [512, 442].
informer [535]. inhomogeneities [374]. initiation [438]. initiative [125].
inpatient [506]. Instability [745]. institutions [322]. instrument [464].
Instrumental [523, 522, 494, 524, 521, 525, 846, 459]. Instrumented

[527, 529, 528, 526, 531, 530]. instruments [305]. integrated [841].
Integrating [873, 912, 495, 680, 921, 923, 609, 865, 449]. Integration

(437, 725, 821, 424, 792, 883, 552, 34, 584, 724, 238]. Integrative

[631, 13, 405, 616, 944, 848]. intelligence [155]. intensive [433]. inter

[75, 771]. inter-layer [771]. inter-unit [75]. interaction

[682, 796, 628, 10, 451, 359, 536]. interactions [205, 538, 314]. Interactive
[226]. interest [611]. interference [372, 663, 27]. Interim [720, 503, 845].
intermediate [738]. intermittent [218, 206]. internal [845]. International
[707, 377]. interpolator [444]. interpret [822]. interpretable

[667, 928, 765, 498]. interpretation [589, 591, 590, 588, 592]. interquantile
[770]. intersection [332]. intersection-union [332]. interval [389, 800, 245,
621, 573, 829, 316, 647, 494, 927, 391, 440, 610, 698, 282, 278, 735, 315].
interval-censored

389, 800, 245, 621, 829, 316, 647, 494, 927, 391, 440, 610, 698, 278, 735).
intervals [322, 880, 360, 518, 202, 124, 908]. intervention

[597, 229, 732, 4, 564]. interventions [273, 729, 760]. intra [786].
intra-individual [786]. intractable [398]. intratumor [107]. introduction
[519, 877, 297, 299, 259, 882]. Introduction-to [882]. Introduction-with
[877]. invalid [305]. invariant [797]. Inverse

[372, 53, 565, 653, 745, 362, 140, 255, 660, 312].
inverse-probability-weighted [565]. inverse-variance [660].
Investigating [366]. involving [73]. irregular [784, 858]. irregularly

[654, 393]. Irrizarry [259]. ISBN

[380, 707, 807, 818, 820, 877, 808, 882, 467, 227, 378, 705, 518, 377]. ISBN-13
[807, 818, 820, 877]. Ising [771]. Island [39]. Ismay [338]. isoform [551].
isotonic [445]. Issue

7, 42, 78, 119, 157, 194, 230, 262, 302, 342, 381, 426, 469, 520, 614, 708].
issues [467]. Italy [582]. item [321]. Iterated [197]. iteratively [491]. Ivan
204].
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J [38, 818, 39, 6, 377]. Jackknife [488]. Jacob [908]. James

527, 80, 530, 529, 591, 590, 923]. Jason [818]. Jean [163, 164]. Jerald [38).
Jersey [467]. Jia [820, 820]. Jia/p/book/9780367183738 [820]. Jian
[408, 407, 409, 406]. Jianqing [260]. Jianrong [227]. Jodi [294]. Johannes
[707]. John [467, 378, 261]. Joint [911, 556, 463, 344, 107, 618, 312, 457, 252,
643, 761, 549, 922, 146, 15, 786, 647, 502, 693, 224, 87, 125, 315, 419, 174].
Jolly [100, 142]. Jon [832, 838, 860, 866]. Jonathan [114]. Jorge [153].
Joseph [39]. Juan [341]. Judith [611]. Jugal [517]. Juha [298]. Julia [423].

Kalita [517]. Kang [408, 407, 409, 406]. Kaplan [103]. kernel

[637, 700, 356, 533]. Khan [340]. kidney [418, 741]. kidney-pancreas [741].
Kim [424, 338]. Kim-Anh [424]. Kimberlee [613]. Kimmel [139, 138, 137].
kinetic [416]. kinetics [786]. Klein [519]. knockoff [766, 246].
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