A Complete Bibliograph y of IEEE/A

CM T r ansactions

on Computational Biolo gy and Bioinformatics

Nelson H. F. Beeb e

Univ ersit y of Utah

Departmen t of Mathematics, 110 LCB

155 S 1400 E RM 233

Salt Lak e Cit y , UT 84112-0090

USA

T el: +1 801 581 5254

E-mail: beebe@math.utah.edu, beebe@acm.org,

beebe@computer.org (In ternet)

WWW URL: https://www.math.utah.edu/~beebe/

18 Jan uary 2025

V ersion 1.88

Title w ord cross-reference

((1, 2)) [BJ13]. (∗, 2) [K

O15]. (1.5 + ϵ)

[CWZL08]. (L, d) [CW11, DBR07, T an14]. +

[ZSH21]. 1 [APPG18]. 1.375 [EH06]. 1β 1β

[LCH19]. 2 [BLR15, GKS

+

22, HZL19, KD15,

LN21, LBQ

+

13, SSF18, YL W

+

24]. 2+

[LCOMG14]. 3 [A

CSR21, ARP

+

16,

BWRF12, CWT

+

19, CSW

+

23, CHC

+

21,

CBF

+

18, GHZ

+

22, GPF

+

20, GH15, GJSB23,

GKS

+

22, HS15, KL19, KSMT19, LQV

+

13,

LHQ

+

18, NPK

+

07, R

G16, R WH

+

10, Str11,

SSF18, TB23, VMD

+

08, YLH

+

15, YCZ

+

18].

4 [KHI

+

21, LBQ

+

13, MCR

C17].

13

[AA G

+

18].

2

[LQJ

+

23, L WL

+

20].

3

[PM20, YL Y

+

12].

6

[FLHG24].

7

[MZLL22].

0

[GM22].

A TP

[BMH

+

16]. α

[GCGCP

+

23, MRB12]. β [AAE11, BMH

+

16,

CNS

+

22b, DNS19, YXS16]. ℓ1 [CMR19]. ℓ

2

[JXN

+

16]. F

2

[BCS11]. G [LBQ

+

13]. K

[CZ20, ARZ

+

14, PFJ

+

19, SC22a, WXY

+

23,

A TX21, A

C12, AFJ12, HC14a, IM14,

LMZ14, PSC20, QZZ21b, RLRP23]. L

p

[LL T10]. λ [SP

A17]. M [ZWZ16]. μ

[CPR

C24]. N

[LZGZ14, MRK18, SLL

+

19, KNTB18].

O (m log m) [SSS

+

15]. O (N

2

) [BHS

+

04].

O (n lg n) [WL

Y14]. Ω(n

2

/ log n) [BE08]. P

[VTGC16, UKV18]. q [CZX19]. R

[MTNH17, P ol13]. S [SP11].

-Activ ation [LCH19]. -Appro ximation

[CWZL08, EH06, HZL19]. -A TP ase

[BCF

CC13]. -Barrel [YXS16]. -b ounded

[K O15]. -Bulges [CNS

+

22b]. -Cell

[BMH

+

16]. -Con ten t [RKDR10]. -D

[APPG18, LN21, NPK

+

07]. -Exemplar

1

[BJ13]. -Gram [CZX19]. -grams [LZGZ14].

-Helix [MRB12]. -Information [A

C12].

-Lab els [MRK18]. -Link ed [SLL

+

19].

-Matrix-Based [ZWZ16]. -means [IM14].

-Median [UKV18]. -mer

[HC14a, LMZ14, CZ20, PFJ

+

19]. -Mers

[CMR19, RLRP23, SC22a].

-Meth yladenine [FLHG24]. -Mismatc h

[A TX21]. -motif [T an14, CW11]. -Omic

[Ano12a, NVL22]. -P eptide [KNTB18].

-Quadruplexes [LBQ

+

13].

-Represen tation [CPR

C24]. -Separated

[P ol13]. -Sheet [AAE11, DNS19]. -shortest

[ARZ

+

14]. -time [SSS

+

15]. -T ransform

[SP11]. -V alues [VTGC16].

/K [BCF

CC13].

1 [AF AA W

+

11, DCM20, HHL

+

20, LNY05b,

MMB

+

13, RB16, SYKS15, Vis18]. 10th

[HBG16]. 11th [HBG17]. 12th

[HBG18, ZC14]. 13th [HC15, HBG19]. 14th

[BLP18, HBG20]. 15th [HBG21, WLC18].

16th [HHA22, YSC19]. 17th [ZPC

+

21]. 19

[A CJ24, CDBR21, CD

AL22, CZL

+

22,

DZMB22, HC24, LLMZ23, LX C

+

24,

LZZ

+

24b, L

TX21, PSA21, WKSP21,

ZJW

+

22].

2 [CHZ

+

21, JGKP21, LNY05a, PCY

+

19,

PZS

+

20, SDP

+

21, SCU

+

24, YJS

+

24]. 2.0

[T AL

+

15]. 2.5D [KHI

+

21]. 2012

[HCQ14, dSK13]. 2013 [AS15, L

W15, SA15].

2014 [BPW17, Cat17, ZC15]. 2015

[Kim18, MJ18, TH18]. 2016 [BLP18]. 2018

[YGF

C20]. 2019 [Ma22, XLX

+

21, YTC21].

2019-nCoV [XLX

+

21]. 2019nCoV AS

[XLX

+

21]. 2020 [YQW

C22]. 2021

[YQBC22]. 2022 [YPGC24]. 20th [L

YC24].

25th [STHA15]. 29th [ZLZ20]. 2L [ZCL21].

2SNP [BZ08].

3’ [MSH

+

11]. 3-in-1 [A

CP22]. 3b

[LGN

+

19]. 3C [W GW

+

24]. 3C-Lik e

[W GW

+

24]. 3gClust [HCN

+

19]. 3ST

[HS08].

4 [CSZ

+

19].

5-Meth ylcytosine [NTL

+

22]. 5-Step

[AHK

+

21]. 50 [YK G

+

21].

7th [GJH19].

9 [LFZ

+

19].

AADB [LLJ

+

23]. Ab-Initio

[HZZY16, FXZS22]. ABC [GGM21].

Ab domen [QZZ

+

21a]. Ab duction [BD19].

Ab erran t [LKL

+

23]. Ab errations

[NVSH18, XL16, XL

WL15]. Abilities

[BSR

+

21]. Abilit y [TC13]. Abnormal

[GCC

+

22]. Abnormalities [BCC

+

23].

Abnormalit y [WKZ

+

24, YK G

+

21].

Absen t [ANR

+

23]. Absorbing [Gon13].

Abstract [HZZY16, WRH

+

09].

Abundance [JZW17, QTZ15]. ac4C

[LLX

+

24, LLX

+

24]. Acc [MMFD14].

Acc-Motif [MMFD14]. Accelerated

[CZX19, CCN22, GD WK

+

15, MPP

+

20,

MMFD14]. Accelerating

[AKLJ17, CWLZ14, GPScF15, HOS

+

12a,

HOS

+

12b, LSMW11, IM14]. Acceleration

[FVLN15]. Accelerator

[DSVMM18, W GL

+

21]. Accelerators

[NTR16]. Access

[Ano13e, CMSE

+

15, LBL

+

10].

Accessibilit y [GA23, JLJC24].

Accessmen t [NL W

+

24]. According

[AHK

+

21]. Accoun t [MSH

+

11].

accum ulation [LCOMG14]. Accuracies

[AM12, AM15]. Accuracy [BM13, KWL07,

LNR

+

09, MNW

+

04, TW10, Xu05].

Accurate

[ALC22, CMS12, CH11, CCE19, DDZ

+

21,

GGP08, JLJC24, K

G20, K CY

+

24, LZW

+

22,

LLL

+

21a, MTM

+

15, NSZK15, NGZ

+

22,

SSS

+

11, SHJL10, WS12, W

CX07, W

CL11,

XW C15, DST

+

15b, SYV14, SL

W15].

Accurately [LLCC21, YSGZ20, X

G14].

Acet ylcytidine [LLX

+

24]. aCGH

[ZYW

+

13]. Acid [AHK

+

21, HLG10,

JDHL20, Kar12a, NLGG12, BDD18]. Acids

[L YL

+

17, NCJ24, TZWZ23, YH13]. A CM

[AS15, Ano12b, Cat17, Gus04b, KS13, Ma22,

SPK19, Tit16]. A

CM-BCB

[AS15, Cat17, Ma22]. Acquisition

[ZLC

+

21]. across

[EW04, L TwG

+

11, MMH15]. A

CT [LS10].

Activ ation [LCH19, RKZ16, SZGZ21].

Activ e [CHW21, GPF

+

20, HHSC13,

LMZ

+

20, LPH

+

21, NSMH19, NFM

+

12,

OLZ11, WHKK07]. Activities

[AF AA W

+

11, WZJS23]. Activit y

[LDGY21, LGN

+

19, SYKS15]. Actors

[ZZKW18]. Actually [RR

TB12]. Acute

[BMSZ22, DSM23]. AD [HYR

+

19].

AD-Related [HYR

+

19]. AdaBo ost

[LGYW21]. Adaptation

[JSS

+

18, ZJW

+

22, RHH16]. Adapting

[YGJZ23]. Adaption [ZXJ

+

23]. Adaptiv e

[AKS13, BIDS23, DLM12, DLG

+

24,

JZYL24, LDM18, MJPP20, NTCO07,

PSIM17, P AA G07, SY09, SSS13a, SJS19,

TC16, WFY21, XLZ

+

15, YWK

+

07,

YCY

+

15, ZCG

+

18, ZWZZ22, XXM

+

16].

adaptiv ely [YlCW

+

15]. Additional

[WMS09]. Address [CIZ

+

22].

Adeno carcinoma [YLC

+

23]. Adhesin

[GAR

+

09]. Adhesin-Lik e [GAR

+

09].

Adjacencies [LJZZ13, LL T

+

19, ZA

CS09].

Adjacency [CKL

+

23, QSJ

+

20]. Adjacen t

[WM19a, YH13]. Adjoin t

[FKLS07, MGS17]. Adjuv an ts [LLJ

+

23].

ADmeth [PZC

+

23]. Admixture [TBRS13].

Ads [ZSZ

+

22]. Adv anced

[Che13, HEE

+

18, LQWP21, XJZS21, ZL19].

Adv ances [HSS18, QZA

+

23]. Adv ersarial

[BYZ

+

23, MTR

+

22, XWP

+

24, YLS23,

ZBL

+

23, ZHX

+

24]. adv erse [XLC

+

15].

Advising [DK17]. Aerial [ZD17].

AFExNet [MTR

+

22]. Affectiv e [HLSR18].

Affinit y [Ale22, AM12, EMDH11, NNL

T22,

PL TG22, W O YL17, ZWSX12, ZD Y

+

23,

ZZW

+

24, AM15, CWZW15, DKS

+

15].

Affymetrix [LUdSCH10, MSH

+

11].

African [FMA

+

20]. AFSBN [WWF

+

21].

After [BYS

+

22]. Against

[AM22b, LKK

+

23, SDP

+

21, KK

C16]. Age

[FS13b, GCC

+

22, LZL

+

22]. Ageing

[FFT16, WD X

+

15]. Ageing-Related

[FFT16]. Agen ts [NSMH19]. aggregate

[SLS

+

14]. Aggregation [APPG18, BRF17,

GSC17, PLD

+

23, SMB12, SPMB13,

W CX

+

22, Y an22, YOKI09, ZLZZ23]. Aging

[NM22, TC13, YF

CM17, FZM15].

Aging-related [NM22]. Agnostic

[AALD17, NQNT23]. Agreemen t [BN06,

GB10, RBdlVMPG16, SCPS12, WS21].

A GTR2 [CHZ

+

21]. AI [YJJW21].

AI-Enhanced [YJJW21]. Aided

[gCLL

+

10, MVS

+

13, XTO

+

24]. AIEpred

[ZZP

+

21a]. Airflo w [RSCX18]. Airw a y

[RSCX18]. Ak aneRE [SYM

+

10]. Albumin

[R T A

+

16]. Algebraic

[FM13, L

W13b, ZXB11]. Algorithm

[ALR

+

13, A

TX21, AALD17, BPM21,

BHS

+

04, BPV

+

11, Bi09, BKLS18, BS08,

BHP19, CIZ

+

22, CZZ

+

23a, CF

OS06, CC09,

CA W

+

19, CHC

+

21, CHH

+

22, CSE

+

21,

CKL

+

23, CBF

+

18, CWZL08, DM22, DT11,

EH06, FWXZ19, FM12, FMD18, GZFT15,

GSC

+

18, GBSB21, GD22, GA

GM11, GK08,

GPMH16, Gra04, GZXH21, GZYL22,

HBM19, HWPE17, HBC

+

11, HHYH07,

HLSR18, HDS

+

18, HLH11, HvIKS11,

JZW

+

22, JZL

+

24, K CD

+

12, KWP

+

23,

KSMT19, LHL

+

19a, LLHW22, L T aS13,

LCLL10, LLHF15, LLH

+

17, L TL

+

19, LL22,

LXWL22, LSL

+

22a, LLZ

+

20a, LX21, LL

W10,

L WZ12, LJZZ13, LKD23, L

T07, LGYW21,

L WS

+

20, MWL

+

12, MGXS15, MTSCO10,

MTH22, MPS18, MCD

+

11, MGC19, MLZ17,

MB16, MM17, NR

V22, NTCO07, NP13,

NPD

+

17, OR

CJ13, OMWX09, OP11,

P AL

+

12, PLCW17, PWY

+

21, PK13, PBJ12,

QZLL24, RMV12, RSJK13, SDS18, SREK19,

SAE

+

20, SS04, SIM12, SSS20a, SV16, SR10,

TYDZ23, TZP17, UJ09, UWLH15].

Algorithm

[UAH16, VJRPNVJG24, WLCP11,

WKLL12, WWLL16, W an16, WS21, WDH08,

WLC11, WMS09, XHQ

+

18, X

CR21,

XW C15, XYLL23, YWK

+

07, YCYC12,

YXYC13, YLC

+

23, YC08, ZWL

+

12,

ZZZC17, ZZH18a, ZWM

+

20, ZWLZ21,

ZXZ

+

21, ZGW

+

24, ZFZL22, ZLJT17, ZW13,

AMBK14, CFIS

+

15, DST

+

15b, FWY

+

15,

GRD V14, GM14, G

´

AVRRL15, HL

W15,

ARZ

+

14, Ny e14, PWZW15, PW C

+

15,

RHH16, SHK14, SSKH15, STT

+

14, SSS

+

15,

XXM

+

16, YHV

+

15, ZSY

+

14].

Algorithm-Based [DM22]. Algorithmic

[LQV

+

13]. Algorithmics [BvBF

+

11].

Algorithms [AAKB22, AKS13, ASI

+

11,

AAE11, BEW09, BAK06, BBK

+

07, BG17,

BM13, CMR19, CEFBS06, CW09b, CW11,

CW12, Che13, CAN

+

08, DBR07, GH08b,

HK12, HCLS11, HYW08, HKM

+

18, JRSS18,

Jia10, KB19, LNC

+

05, LCC

+

11, MJZY22,

MO04, Mai09, MSP

+

19, MVVR19,

MVVR20, MVVR23, MWSM12, NS19,

NSNA19, PG18, PH10a, POS

+

18, P ol13,

RZMC17, RAA10, SK08, Shi10, SHUP19,

SLH

+

06a, SVE21, SDB

+

07, TS18,

TRKR

C13, WL11, W an12, WL19, WBE13,

W CL Y12, XZG

+

18, YLCC13, YDM

+

08,

ZD12, ZZ18, vIKKS08, vIJJ

+

20, PSK

+

16,

T an14, ZHL

+

14, MVVR21b, MVVR21a].

Align [JZL

+

24]. Alignable [PS11].

Aligned [LSTW

+

17, ZZW

+

22]. Aligner

[EMK18]. Aligning

[GTL

+

21, WL14, YlCW

+

15]. Alignmen t

[AH11, Alt23, ANR

+

23, AKLJ17, A

GMP09,

BTTR11, BAK06, BKA

V23, CW

C04,

CO W20, CSE

+

21, CGPW06, DBZ12, DK17,

DK13, DBN18, ECK16, F

GKH11, FMD18,

GPMH16, HT09, HGM18, HB11, IGM

+

07,

JZW17, AKD17, K

G20, KK08, LNR

+

09,

LPR

+

08, MWL

+

12, MGK08, MTH22, MS21,

MKH11, MGC19, MGK

G17, NP13, NSZK15,

PHX

+

08, P ol11, P ol12, P ol13, QZZ21b,

R CM

+

19, R GN

+

09, SH11b, SLH

+

06a,

SSFW12, TRKR

C13, TDK13b, TED

+

12,

TD A

+

09, TTWR13, VM18, WS08,

WLMW

+

11, WHKK07, W

AK13, WB11,

W CL Y12, Xu05, YLC

+

23, YLL

+

06, YH13,

ZSW23, ZLS

+

21, ZLLS17, ZGB

+

12, CV14,

FZM15, FSL

+

15, MG14, PSK

+

15, SHS15,

SCC

+

15, SPWF14, XXM

+

16].

Alignmen t-Based [CSE

+

21].

Alignmen t-F ree [ANR

+

23, BKA

V23,

MS21, QZZ21b, YH13, CV14]. Alignmen ts

[BDD

+

10, HV

G04, HPL

+

13, PT09].

All-Mapp er [CZX19]. Allele

[BBSP08, DLM12]. Allelic [NT24].

Allo wing [A

GMP09]. almost [WL

Y14].

along [A

GMP09]. Alphab et [SJNS19].

Alphab et-F riendly [SJNS19].

Alphab etical [FMD18]. alphab ets

[YHV

+

15]. Alter [JL

W17]. Alteration

[MW21]. Altering [Zha18]. Alternating

[HYL

+

19]. Alternations [XL

W20].

Alternativ e [NHTD17]. Alternativ ely

[RLRH18]. Alw a ys [BBCP07]. Alzheimer

[AKH

+

23, GT24, JHZL19, L WT

+

18, MT24,

NL W

+

24, PZC

+

23, RNAR

+

24, SSK

+

20,

WLA

+

13, ZD X

+

24]. Alzheimer#x0027

[GCC

+

22]. AMAS [TC16]. Am biguities

[ZZS07]. Am biguit y [GzS11]. American

[FMA

+

20]. Amino

[AHK

+

21, HLG10, JDHL20, Kar12a,

L YL

+

17, NLGG12, TZWZ23, YH13].

Amnioserosa [D

ABV17]. Among

[GCC

+

22, LZS23, PZW

C20]. AMP [GM22].

Amphipathic [FXZS22]. Amphiphilic

[JMCY23]. Am y otrophic [MGP

+

22].

Analog [Pre04]. Analog-Sp ectrum

[Pre04]. Analyses

[A T A

+

17, KPP19, SSD19, WYY

+

13].

Analysis [AAAM

+

24, A CC

+

13, AA

T20,

APKP18, iA

OSS16, AKS20, BB11, BRS18,

BGS

+

12, BCY

+

22, BRB21, BKLS18,

BSLR05, BCF

CC13, CP13, CC21, CDBR21,

CXW

+

13, CBM

+

20, CZCL23, Che10, CS24,

CBK20, CWZ08, CZM

+

18, CMC

+

12, Dal16,

DSHM08, D ADF

+

10, DKDD10, DL Y

+

21,

DSVMM18, DKY21, DPW12, FZWS17,

FM12, FWY19, FVP

+

20, GPZ20, GGH

+

13,

GCZ18, GF10, Gos11, GPC

+

20, GM16,

HCN

+

19, Han10, HB05, HYC12, HSTW06,

HLDZ17, HLL18b, HLGS21, HXX21, IL18,

IY A12, JDCC12, JL10, JFR

+

19, JCF13,

JZL13, JS23b, KPK

+

17, KMSY20, KB20,

K CY

+

24, KNTB18, KKP22, KSB12,

KKPP22, KSK

+

18, LCTS08, LEAK11,

LFK16, L TM

+

12, LL11, LKY

+

11, LLX

+

11,

L WW

+

21, LXWL22, LLK

+

22, LLX

+

23,

cL W A07, LJL

+

15, L

TLL23, LHG

+

16,

LPH

+

13, LX G

+

16, LLH18, L

W19b, L TL

+

07,

LL Y

+

23, MWZY17, MZLL22, MO04,

MTNH17, Mam05, MLFM22, MPP

+

20,

MT12b, MC07, MS21, MSS

+

13a]. Analysis

[MM24, MGS17, MWD11, MBF

+

13,

MBB

+

17, NU06, NA11, NCL

+

23, NO09,

NNM

+

12b, OG11, PLMV12, PIPC18, P au18,

POS

+

18, POJ

+

22, QZA

+

23, RRD

+

23,

RdMCBC13, RAM17, Ro c11, R WH

+

10,

RPBP18, SD A

+

06, SKS

+

19, SDCW11,

SZL

+

20, SKD

+

07, TZH07, TRKR

C13,

TFTY23, TWZW16, UBP

+

19, UKV18,

VMZM17, WZA07, WMW

A12, WYHD17,

WHXS17, WWL19, WFY

+

19, WZC

+

21,

W QLL23, WP08, WHKK07, WW

C18,

XLX

+

21, XHY

+

18, YWW

+

24, YCCY20,

YLXJ04, YM20, YLL

+

06, YB08, ZMST18,

ZL24, ZZ13, ZZN15, ZWZ16, ZZZW19,

ZWHC19, ZFH

+

21, ZZGL24, ZC11, ZK16,

ZZS07, ZWW17, ZYW

+

13, ZGDH16,

ZCWW19, ZM22, dCAR11, GTDK15,

GMCB14, K

G15, LHN

+

14, L YH

+

16,

LLCZ15, LP15, LLH

+

14, MEOL14, OF C

+

14,

R TWR15, WZ14, WZC

+

15, YTLL15,

YCY

+

15, ZMP

+

14, ZW

C15]. analytic

[BCLC15]. Analytical

[HLM

+

13, KBBD

+

17, SK21, LCOMG14].

Analytics [GYW

+

24, LGL24, YHW

+

21,

ZL WF24, GF

G16]. Analyze

[HRA GS

+

23, LBL

+

10]. Analyzer

[GPC

+

20]. Analyzing [ABS15, BMCY22,

BHMA06, CMS22, CHW

+

18, CKL

+

23,

GZXH21, GHL05, JS23a, SCSS05, SC11,

TV11, UWZ

+

24, WDL

+

17, PSK

+

16].

ANCA [CSE

+

21]. Ancestor [MTH22].

Ancestor-Descendan t [MTH22].

Ancestral

[A CPR10, GZFT15, LCSW18, MRS09,

NLHL17, SLH06b, WKE11, HZZT14].

Ancien t [LCSW18, SW09]. Anesthesia

[BCY

+

22]. Angles [FSX19, GA23].

Annealing [BA18, TW10]. Annotated

[KT07, SPD24]. Annotation

[AALD17, CC11, DGV

+

17, JLJC24,

LJK

+

12, LL

YS21, ZXZ20, ZCL21, CM15,

DC15, KY22, SL

W15]. Annotations

[AMGC16, ABVD12, CYJ

+

19, CM16,

CPM18, DKDD10, GSK13, HXXJ18, IQA18,

LBM

+

18, LZH18, LLZ

+

13, MCC16, WB17,

YFWZ18, ZSZ

+

21, ZWL

+

23, CXS15,

YRD

+

14b]. Ann ual

[Ano04a, Ano05a, Ano06b, Ano08a, Ano09b,

Ano10b, Tit13, XTL12a]. Anomalous

[DRS12, DR14]. ANO V A [EAS12]. Answ er

[WYL07]. Answ ering [BYZ

+

23, D YL

+

23].

An t [LGZ

+

17, OR

CJ13, XSL

+

21, GRD

V14].

ANTENNA [WLCX18]. An ti [GM22,

KMS

+

21, MWZY17, NSMH19, PSIM17,

RBB

+

19, SFK

+

24, WLCX18, ZZP

+

21a,

ZLZW22, dSPFF21, BHW

+

14, WFD15].

An ti-Breast [RBB

+

19]. An ti-Cancer

[NSMH19, PSIM17, WLCX18, BHW

+

14].

An ti-Corona virus [KMS

+

21].

An ti-EGFR [MWZY17].

An ti-Hyp ertensiv e [ZLZW22].

An ti-Inflammatory [ZZP

+

21a].

An ti-Longevit y [dSPFF21, WFD15].

An ti-microbial [GM22]. An ti-MRSA

[SFK

+

24]. An tibiotic [MWD11, YFY

+

22].

An tibiotic-Resistan t [MWD11].

An tibiotics [LLJ

+

23]. An tib o dy [ZWL11].

An tib o dy-Sp ecified [ZWL11].

An tiepileptic [RBB

+

19]. An tifreeze

[KNTB18]. An tigenic [QQD

+

21]. An tilop e

[AKR12]. An timicrobial

[FWY19, JKN

+

12, SYKBG24, VKS17].

An titub erculosis [FDZ

+

24]. An tiviral

[GXJ

+

24]. An y [LPH18]. AP [TDZ

+

19].

Ap ex [TRKR

C13]. Ap o crine [SMPS20].

APP [WZC

+

15]. Applicabilit y

[ARS17, HB05, KK12]. Application

[ASP20, A

CP22, BRF17, BMSZ22, BD19,

BRB21, BSST08, BHP19, CW11, Che12,

CLZ

+

18, CD

AL22, Che10, CZJ17, CCN22,

CCF

+

24, DCM20, DZMB22, DL Y

+

21, ED15,

FKLS07, GF10, GBB

+

11, HSS18, JK

C23,

JGW

+

21, K CD

+

12, KHO

+

20, KM20,

LFS06, LLZC12, LX21, LL

W10, LLK

+

21,

MMBC22, NFM

+

12, OHK

+

21, P AL

+

12,

PSN

+

15, R

GI13, RB16, Ro c11, SdOD

+

12,

STD20, SPMB13, SND22, UKV18, VBG

+

18,

WM19a, WFY

+

19, WLA

+

13, WWL

+

17,

XPH12, XLZ

+

15, YLXS17, YGY

+

19,

ZZM17, dCAR11, dSPFF21, Mir14,

WD X

+

15, ZMP

+

14]. Applications

[Ano08c, BMT17, BPRZ11, CLS22, CNS22a,

CLSW23, CZ24, CZ12, DLR

W18, DS21,

FZNZ23, GCJ

+

21, HMZ17, LHL

Y11,

LSB

+

11, dHMPFdM23, MPZ08, MPSZ09,

MWZ13, MSZ19b, MNPZ10, MMG

+

22,

MGP

+

23, MHKR12, OMWX09, P ol13,

QK

¨

O18, QL09, RXAH

+

23, SZZ

+

19,

SRM

+

24, Sen19, SHJL10, TS18, WNT

+

17,

WL WN17, WW22, ZDN

+

23, ZYW

+

21,

ZS19, ZL

WF24, BCLC15, CEG14, GPScF15,

SVM14, TDD14, MPZ07]. Applied

[GRD

+

21, GRH08, IGM

+

07, VMZM17].

Applying [ADT A Q16, A T A

+

17, PIPC18].

Appreciation [Gus07a, Gus07b, Xu14b].

Approac h

[AAP06, AJD

+

12, AKS13, AM22b, A

C12,

AHT

+

18, AKR12, A

CSR21, AN21, ASI

+

11,

BSS

+

22, BA18, BRB21, BSR

+

21,

BHHMCL16, BCVS19, BCL13b, CNO

+

23,

CCA12, CSW11, CW09a, CGW

+

16,

CKWY12, CWZ08, CGC24, CAN

+

08,

CHK17, DBN18, FJJ11, FYZ

+

19, GRK23,

GAH22, GAH

+

21, Gon13, GGM21, GET13,

GDM12, GG11, HZW

+

17, HM13, HLHAJ20,

HV G04, HMK

+

07, HSZ

+

23, IGA18, IC23,

ISK18, JMA17, JLK

+

21, JZW17, K CD

+

12,

KHO

+

20, KB20, K

CP18, KLC24, KSS15,

LQV

+

13, LRR08, L TM

+

13, LH10, LFZ

+

19,

LPH

+

21, LZX

+

21, LDZL23, LMZL17,

LGB15, LHC18, L WY

+

21, MRB12, MP22,

MPF12, MK

G20, MSJP19, Mam05, MSB19,

ME19a, MMS24, MMB

+

13, MNND13,

MVS

+

13, MPY18, MGK

G17, MRB

+

24,

MGS17, MWLS18, NSC17, NNL

T22, NO09,

OC13, PLH22, PB19, PSPM20, PVB

+

12,

PR12, RKDR11, RFBTD22, R

TD23, R

V06,

SP11, SVZ09, SSS

+

11]. Approac h [SBW15,

SKS

+

19, SLX

+

18, SZD

+

23, SH11b, SAS

+

23,

SYKM17, SW09, SLL

+

19, TWW

+

20, TZ16,

TSIA24, TDZ

+

19, TBGL10, TBRS11,

TTWR13, TC13, UK C

+

23, VRK12,

VMZM17, WYY

+

13, WLL

+

09, WSX11,

WWL

+

17, XSL

+

21, XLP

+

21, XDZ

+

23,

YYLL22, YHZ

+

19, YLL

+

06, ZWZ16,

ZwGC17, ZWHC19, ZHG20, ZS18, ZAZ11,

ZZH18b, BHW

+

14, CZWT15, CA14,

GZGX14, GJPSV14, KD15, LLCZ15,

LZGZ14, MG14, MM14a, MM14b, PSK

+

15,

SD AA

+

14, SL

W15, SEC15, TYL

+

16].

Approac hes

[Ano05b, BM08, BH06, GCJ

+

21, GM16,

HEE

+

18, AKD17, LP21, MCDD12, NTL

+

22,

RZF07, SWSA21, YB08, ZSZ

+

22].

Approac hing [QSJ

+

20]. Appro ximate

[

˚

ASWH22, ASK

+

23, A

CPR10, HC14a,

RFB20, ADT A Q16]. Appro ximated

[PPF

G20]. Appro ximating [BPV

+

11].

Appro ximation [BS08, CP13, CC09,

CW09b, CHNW20, CWZL08, EH06, FL18,

HZL19, HBC

+

11, Jia10, LJZZ13, Mne09,

NPBD16, SND22, ZSY

+

14].

Appro ximations [RBdJ11]. APT

[KKP

+

21]. Aptamers [LH20]. AR-UNet

[ZLB24]. Arabidopsis [HRA GS

+

23,

MCR C17, MVW

+

13, TRKR

C13, WWL19].

Arbitrary [BG13, Jia10].

IBN19, K

QD21, KM20, LCZN16, cL W A07,

L W13a, L WZ

+

21c, LLK

+

21, P AL

+

12,

PKM22, PWT10, R

TWR15, SGK12,

TIA

+

11, TTWR13, WWF

+

21, XW Q

+

24,

XZY

+

14, YYLL22, ZPW

+

19, ZCT22,

ZKL18, ZM22, pD20]. BCB

[AS15, Cat17, KS13, Ma22]. BCIs

[GCJ

+

21]. Be [AHT

+

18, Wil11]. Bead

[CSZT19]. Bead-Chain [CSZT19]. Bee

[SSS20a, GRD

V14]. Beha vior

[BMH

+

16, Cza18, D

ABV17, FL18, HXX21,

QD12, WBP

+

12]. Beha viors [Pha23]. BEL

[MHTJ22]. Belarus [SKS

+

19]. Belief

[RSK23, GBLZ14]. Benc hmark [LN17].

Benc hmarks [MWZ

+

20]. Benign

[ZLXL19]. Bernoulli [XSL

+

21]. BER T

[CD AL22]. Best [GSX

+

18, SGHS23]. Beta

[CPQ08, DGR

C15]. Beta-Binders [CPQ08].

b eta-structural [DGR

C15]. Better

[iA OSS16, BCVS19, CHNW20, NZR11].

Bet w een

[BKK

G19, CLL

+

21, CLH

+

15, SMPS20,

SYZ

+

13, ZD21, AAF

+

13, ABVD12,

CCCY20, DM09, DBK18, HXXJ18, HM15,

IQA18, KNS

+

05, L TM

+

13, LKLB14,

MZS

+

16, PH10b, SSP

+

05, T ah18, Wil12].

Bet w een-Class [SYZ

+

13]. Bet w eenness

[BLS12]. Bey ond [CV14]. Bi

[BA18, LLBL20, UKV18, YD W

+

20,

YFWZ18, DDZ

+

21]. Bi-con v ex [WB17].

Bi-Lev el [LLBL20, UKV18].

Bi-LSTM-CRF [DDZ

+

21]. Bi-Ob jectiv e

[BA18, UKV18]. Bi-Random

[YD W

+

20, YFWZ18]. Biaffine [DGJ

+

24].

Bias [RKDR10, RKDR11]. Biased

[CNO

+

23, MSS13b, CWZW15]. BIBM

[L W15, TH18, YS17]. BIC [XW Q

+

24].

BIC-LP [XW Q

+

24]. Bicliques

[LL W10, MMB

+

13, LLL16a]. BiClusO

[KHO

+

20]. bicluster [GM14]. Biclustering

[CWZ08, CKL

+

23, FSNF21, HM15,

KHO

+

20, MO04, MTSCO10, MSB19,

MMB

+

13, MB16, TBKH05, AMBK14].

Biclustering-Based [FSNF21].

biclusterings [HC14b]. Biclusters

[HTLL12, YNBM05]. Bidirectional [Bha23,

BZWD22, CC07, KHI

+

21, PSA21, TR07].

Bifurcating [CBM

+

20]. Big [AAB22,

GYW

+

24, LGL24, WYWX16, YHW

+

21,

ZL WF24, JZCZ15, LHS16, WLC

+

15].

BigMPI4p y [AAB22]. Bijectiv e [GE18].

Bilinear [HLM

+

13]. Billera [WYH17].

Binarization [HMW

+

12]. Binary

[BG12, CCCY20, CKL

+

23, DT A

+

23,

HYW

+

17, KB17, KB19, PK13, SGHS23,

WLA

+

13, YNBM05, YOKI09]. Binders

[CPQ08]. Binding [Ale22, AM12, BZWD22,

BCD

+

21, CHZ

+

16, EMDH11, GLF

+

23,

GL W12, GZWD23, HZTP12, HLZ

+

17,

IDD13, JGKP21, LN21, LSTW

+

17, LPH18,

LFF18, LJC

+

22, LZW

+

23a, MGL

+

12,

MGXS15, MWZY17, MMS24, PLF12,

PIPC18, PL

TG22, R T A

+

16, SDH20a,

SDH20b, SZHH22, SLR

Q19, WSL

+

24,

WP08, WLL13, WPL15, WLPW16, WZ13a,

ZCG

+

18, ZZH19, ZZBH20, ZCL21, ZYH

+

21,

ZWHH21, ZSH21, ZZW

+

22, ZXW

+

23,

ZD Y

+

23, ZZW

+

24, ZXW

+

24, ZLX

+

20,

ZZD Y13, AM15, DKS

+

15, LHWL15,

PSK

+

15, STT

+

14, WSTL

+

15, DH23].

Bindings [HBR

U13]. Binning

[LHKL17, LZGZ14]. Binomial [PNP

+

18].

Bio [GBTL14, HLLO19, SLX

+

18, TS17].

Bio-Curation [HLLO19]. Bio-driv en

[GBTL14]. Bio-Images [SLX

+

18].

Bio-Inspired [TS17]. Bio c hemical

[A V17, GD22, HM13, QV17, SH11a,

SMSZ17, UWLH15, VSR

+

06]. bio c hips

[AIS

+

16]. BioCo de [Sef22]. bio conductor

[VPB15]. BioCreativ e [Ano09c, gCLL

+

10,

CLM10, LS10, LMK

+

10, RSK

+

10].

BioExtract [LBL

+

10]. Biofilms [RRD

+

23].

Biogeograph y [GGJ

+

06]. Bioimage

[LZQ

+

20, NBGL19]. Bioimage-Based

[LZQ

+

20]. Bioinformatic

[HVD18, SV G

+

24]. Bioinformatical

[AHT

+

18]. Bioinformatics [AAAM

+

24,

Ano09c, BPRZ11, BBH12, CLS22, CNS22a,

CLSW23, CZ24, Cas06, Cas07, Che12, CN12,

CZ12, Che13, CLR10, FJJ18, GH08b,

GJH19, HKK07, HMZ17, HC15, IY

A12,

KPP19, KWP

+

23, Kim18, L

YC24, LNY05b,

LNY05a, LC10, dHMPFdM23, MPZ07,

MPZ08, MPSZ09, MWZ13, MSZ19b,

MNPZ10, MJ18, OMWX09, SA15, SPK19,

SJNS19, TS18, WYWX16, WDL

+

17,

WLC18, WH11, YSC19, ZPC

+

21, ZC14,

ZL19, CEG14, GPScF15, MNA14, TDD14,

Ano05b, Ano12b, Gus04b, RZF07, Tit16].

BioISO [CCF

+

24]. BIOKDD

[LC10, YGF

C20, YTC21, YQW

C22,

YQBC22, YPGC24]. BIOKDD2013

[PR14]. BioLMiner [CLM10]. Biologic

[CL15]. Biological

[AAF

+

13, ASP20, A T A

+

17, A

CCT20,

AFJ12, AF AA W

+

11, ABVD12, BDS12,

BVS

+

22, BvBF

+

11, BMZM15, BWRF12,

CMR19, CMS12, CNM11, DT A

+

23,

DFTC12, DBN18, DKY21, ED15, FPPR11,

GLS

+

16, GPMH16, GLG10, GHL05, GM16,

HB05, HYZ16, JRN

+

18, KL11c, Kuk13,

LBM

+

18, LLH

+

07, LN13, L

WZ12, LLZ

+

20b,

LNW20, MO04, MJPP20, MBGP12,

MNND13, MSS

+

19b, MVS

+

13, MB16, MJ23,

NM22, NAHT

+

20, NNM

+

12a, NNM

+

12b,

PFJ

+

19, P au18, PR18, PLCW17, PZW

C20,

PCK19, PPZ12, R YK

+

19, RA16, SFB

+

08,

SdOD

+

12, Sef22, SDN

+

11, SJZ19, SZL

+

20,

STS21, TV11, TDK13a, TDK13b, VBB18,

WL WN17, WDL

+

17, WHW21, W CZ

+

23,

Wig15, ZLF

+

21a, ZWZS16, ZKW19,

ZGZ

+

20, ZSC

+

10, ZTY22, ED14, GTDK15,

Gu16, HM15, HPH

+

15, HKLN14, Jam15,

MZL15, WZC

+

15, ZSY

+

14]. Biologically

[BB11, KP12, MTR

+

22, SMK

+

12, TNQ08].

Biology [AL W G18, Ano05b, Ano09c,

Ano12b, BLP18, BU17, Cas06, Cas07,

CSW11, CN12, FS12, FS13a, FJJ18, GCZ18,

GTTR

+

17, GAH

+

21, GJH19, Gus04b, GZ22,

HKK07, HSS18, Jam13, JFN11, MLFM22,

MVVR19, MVVR20, MVVR23, Maz12,

MCD

+

11, RZF07, SPK19, SYL19, SGH12,

TS18, Tit16, TC13, VRHB23, WYWX16,

WH11, W

CXL18, Zha16, ZS19, K

G15,

TWZ

+

14, MVVR21b, MVVR21a].

Biology-Based [MLFM22]. Biomark er

[ALQ17, BMSZ22, BYS

+

22, CBM

+

20,

HLL

+

22, HSZ

+

23, IC23, K GF

+

14, LL

T10,

MSB19, MLZ18, PSIM17, PS19, TP18,

WDS

+

12, XZX

+

24, ZZLH23, pD20,

OF C

+

14]. Biomark ers [Bha23, DHCW18,

GCC

+

22, LLR

+

23, SQZA14].

Biomathematical [GCGCP

+

23].

Biomec hanical [JGBR15]. Biomedical

[A CJ24, BYZ

+

23, BYW

+

23, BMHS13,

CD AL22, DDZ

+

21, DZW24, D YL

+

23,

DGJ

+

24, ELH24, GZB23, HLL

+

18a, HW07,

HDS

+

18, JLH16, JZZ

+

21, KLCH22,

LHL Y11, LLQ

+

16, LLQ20, LJ20, LXZ

+

23,

L TwG

+

11, LNC

+

05, LQY

+

20, MWH

+

23,

MMG

+

22, MCC16, NCL

+

23, NAHT

+

20,

OLZ11, Ozy12, QK

¨

O18, R GB

+

21, SLCZ22,

SSZ

+

23, W

CMZ15, WB17, W GX

+

17,

XLL

+

18, XLL19, YRL

+

20, ZYC

+

22,

ZBL

+

23, ZL

WF24, ADT A Q16, GF

G16,

JZCZ15, MKARB16, V og15]. biomedicine

[YN14]. Biomolecular

[Bi09, Gon13, GBB

+

11, HW07, LBL

+

10,

RMV12, RJNN18, YB08, YCY

+

13].

Biomolecule [SMB12]. Biopath w a ys

[P AL

+

12]. Bioph ysical [MVS

+

13, SCM19].

Biop olymer [SLH

+

06a]. Biopsy [CYL

+

21].

Bioreductiv e [KHP12]. Biosequences

[SK12]. Bipartite [KPK

+

17, PCK19, ZS18].

Birth [FMA

+

20]. Bistabilit y [AKS20].

bistable [WL

Y15]. Bit [MCM22].

BitMapp er2 [CZX19]. Blac k [NQNT23].

BLAM6A [XZL

+

24]. BLAM6A-Merge

[XZL

+

24]. Blank et [R

C11]. bLARS [SV16].

BLAST [CW

C04, CW07]. BLASTP

[LSMW11]. Blebs [GBTW16]. Blending

[AHK

+

21]. Blo c k [GD22, HZL19, KPK

+

17,

LJZ

+

24, L YZ

+

24, LNW20, TGLP16, ZJ23].

Blo c k-In terc hange [LJZ

+

24].

Blo c k-In terc hanges [HZL19]. Blo c k c hain

[A CJ24]. Blo c king [Bon07]. Blo o d

[BYS

+

22, GRD

+

21, GSC17, ZZH

+

24].

BLOSUM [SCC

+

15]. BlSSSA} [GD22].

BLSTM [LJ20]. BLSTM-CRF [LJ20].

BM [XZY

+

14]. BM-SNP [XZY

+

14].

BMExp ert [W

CMZ15]. Boltzmann

[T AI

+

19]. Bone [PLMV12, LLRZ15].

Bo olean [AKMT12, AKS20, BHS

+

04,

BD19, CPL

+

23, CMQ

+

16, CCN22, DT11,

GAH22, HAH13, HMW

+

12, KLC24, KH14,

L T17, LLL16b, MSP

+

19, MPP

+

20,

MPSY18, MPQY19, MDM13, PSPM20,

PH10b, SRLR14, SPP21, TLSA18, VRK12,

ZWL14a, ZWL15, ZZM17, ZK16, Zou13].

Bo ost [DZD

+

23]. Bo osted [YMW

+

12].

Bo osting [CMSE

+

15, HLZ

+

17, LZX20,

MGSP22, SKS22, WYY

+

13, YL12].

Bo otstrap [CBZ18]. Borderline [NZM22].

Borderline-SMOTE [NZM22]. Both

[HC13, NSAH19, YL

WS21]. Botulin um

[MWLS18]. Bound

[BFK17, CHC

+

21, MKS

+

17]. Boundaries

[SCM19]. Boundary

[DGJ

+

24, Gon13, YPL

+

23].

Boundary-Aw are [DGJ

+

24]. Bounded

[MZLL22, YCCY20, K

O15]. Boundedness

[HC19]. Bounding [NSNA19]. Bounds

[BB04, HSlSM11, Lab06]. Bo vine

[ZWDR20]. Bo w el [W

CMB19].

Bo wMapCL [NTR16]. Bo wtie [FVLN15].

Bo x [NQNT23]. BpMatc h [FM12]. Brain

[CGL

+

23b, DGY05, DL Y

+

21, GCJ

+

21,

JZL13, JY21, JGW

+

21, JHZL19, K CY

+

24,

KM20, LKL

+

23, LQWP21, MBB

+

17,

NPK

+

07, RNAR

+

24, W

QLL23, W CW

+

24,

XJZS21, YZS

+

24, YCZ

+

18, ZFH

+

21,

ZHG20]. Brain-Computer

[GCJ

+

21, LQWP21, XJZS21].

Brain-Mac hine [XJZS21]. Brain-Wide

[ZHG20]. Branc h

[CBM

+

20, CHC

+

21, KMSY20].

Branc h-and-Bound [CHC

+

21].

Branc hing [GGM21, ZZI

+

21]. BRANE

[PCDP18]. Brazilian [SA15]. break

[PS15, SSML15]. break-induced [SSML15].

break-p oin ts [PS15]. Breakp oin t

[CC09, FM11, Gru11, JZSZ12, ZW13].

Breakp oin t-Lik e [FM11]. Breast

[AZHR22, BHMA06, BIBD21, CJH

+

21,

CHL21, CCC

+

22, FZM20, LZS23, Mah10,

MNLF

+

22, MTR

+

22, PvR V

+

20, PZH20,

RBB

+

19, SKS22, SMRP15, SMPS20,

SAK

+

21, SDTK19, SWL19, WZS

+

22,

YLCC13, YK G

+

21, YCCM12, YGY

+

19].

brief [KSM14]. BRMCF [DT A

+

23].

Bro wnian [Dem12, KL11c]. Bro wsing

[GTTR

+

17]. BRPCA [MZLL22]. Bruijn

[AP07, GF G

+

21, PNA20, PGF18, YZZ

+

24].

BR WMD A [YD W

+

20]. BSB [dSK13].

Bubbles [ZL15]. Budding [CA W

+

19].

Budgeted [MPKvH09]. Builder [VSR

+

06].

Building [CKWY12, GJSB23, MEOL14,

NCMCAR15, NLHL17, VBG

+

18]. Bulges

[CNS

+

22b]. Bulk [GTX

+

23, XSS17]. Burial

[LHWL15]. Burro ws

[KK19, KVX12, LHS16, NTR16, TED

+

12].

Burro ws-Wheeler [KVX12]. Byte

[KKI20]. Byte-P air [KKI20].

C [AA G

+

18, CSZ

+

19, HEE

+

18, LHKL17,

LLL

+

23, MP19, SKD

+

07]. C-detected

[AA G

+

18]. C-Means [LHKL17, SKD

+

07].

Ca [LCOMG14]. Cac he [CLR10].

Cac he-Oblivious [CLR10]. CAD

[WKZ

+

24]. Caenorhab ditis [Pha23].

Calcium [JL

W17, PTM

+

19, ZHG20].

Calculating

[MKKS20, Vis18, WM19b, SYV14].

Calculation [GDM18]. Calibration

[LLK

+

22]. Call [Ano05b, Ano08c, Ano09c,

Ano12a, Ano13d, Ano13b, Ano13c]. Callers

[LLL

+

23]. Calling

[BBSP08, LKW

+

19, XZY

+

14]. CAMIL

[RLR20]. CAMS [SHK14]. Can

[AHT

+

18, Wil11]. Canceller [AKS13].

Cancer [ALC22, AZHR22, AAAM

+

24,

BRS18, BHMA06, Bha23, BD19, BIBD21,

CZW

+

23a, CMS22, CJH

+

21, CZDZ22,

CD08, CCC

+

22, DSZ

+

06, DZH16, DG19,

FYZ

+

19, FZM20, GLX

+

22, GXSZ17,

GMSD11, GZXH21, GYW

+

24, GBJ08,

GBB

+

11, Han10, HGC

+

20, HL21, HWM22,

HSZ

+

23, JKNE21, JLK

+

21, K

CP19,

KDS

+

20, KSN

+

12, K

CP18, KKK19, LLH23,

LDM18, L WZ

+

21a, L TT

+

22, LLK

+

21,

LD YZ22, LZS23, LGYW21, LHC18, LL Y

+

23,

MWZY17, MP22, Mah10, MPF12, MSB19,

MNLF

+

22, MSS

+

13a, MTR

+

22, MBP

+

19,

NSMH19, OHK

+

21, OG11, PSS09, PSIM17,

PLH22, PvR V

+

20, PI09, PB19, PS19, PM20,

PZH20, PWY

+

21, POJ

+

22, QZA

+

23,

RBB

+

19, RHAK13, R YK

+

19, SSS

+

11,

SAE

+

20, SMRP15, SSV

+

19, SMPS20, SJS19,

ST05, SAK

+

21, SPW20, SPW22, SZLL11,

SDTK19, SWL19, UBP

+

19, UKV18,

VDS

+

20, W

CX07, WLCX18, W

QY18,

WLHY19, WZS

+

22, WDL

+

22, WWM

+

24,

WDS

+

12, W

GK16, WW19, XHQ

+

18,

XLL

+

20, XTO

+

24, XA

W07, XPH20].

Cancer [XZX

+

24, YLCC13, YZP

+

21,

YLC

+

23, YCCY20, YL Y

+

12, YCCM12,

YGY

+

19, YOKI09, ZHSS07, ZLH

+

17, ZZ18,

ZLXL19, ZW19, ZLD

+

24, ZJ22, ZY20, ZS19,

BHW

+

14, JR14, KPB14, LLCZ15, L

WM14,

MFS

+

15, Mir14, SRLR14, TWZ

+

14,

XL WL15, YCY

+

15]. Cancer-Asso ciated

[AAAM

+

24, K

CP18]. Cancer-Related

[PZH20, R YK

+

19]. Cancers

[LGW20, LZM22, L WL

+

20, ZMP

+

14].

Candidate [HYR

+

19, ZZRPZ19].

Candidates [SV G

+

24, YJ22]. Canonical

[DL Y

+

21, MM24]. Capabilities

[BLP

+

12, MM14a]. Capsid [XSS17].

Capsule [PZH20, SDH20a, ZYH

+

21].

Capture [L

W18]. Capturing [DI15].

Carb on [RBdJ11, MZS

+

16]. Carcinoma

[AA T20, BSS

+

22, CSSS16, DCHW17,

JSM

+

22, LLR

+

23, SKS22, YSW

+

17].

Cardiac [LKY

+

11, MBF

+

13].

Cardiom y o cytes [WBP

+

12].

Cardio v ascular [AHC

+

21]. Cards

[PCGS05]. Cargo [W CL Y20]. Carlo

[ADT A Q16, AKV16, BPM21, Bi09, GJY

+

14,

GCC

+

22]. CAS [CYJ

+

19]. Cascade

[HGC

+

20, KHI

+

21]. Cascaded

[CC07, RNAR

+

24]. Cascading [LRE

+

22].

Case [CSSS16, GSC17, IY

A12, OMAdG

+

12,

SCCDK09, ZWW17, ZMT14]. cases [K

O15].

Categorical [CHW21]. Categories

[R V13, T ah18]. Categorization

[BMHS13, LS10]. Caterpillar

[DR16, Ros13]. Caterpillar-Lik e

[DR16, Ros13]. caudatum [iA

OSS16].

Causal

[BD19, JBgLS19, LHL

+

19a, LLL15, LHC18,

XZX

+

24, YM20, YNN

+

18, ZYX

+

23].

Causalit y [ARK20, HLL18b]. Caused

[ZLL

+

20]. Ca vbase [KFHK14]. CA VER

[PSK

+

16]. Ca v erDo c k [FVP

+

20]. Ca vities

[SCM19]. CCA [GL

W12]. CCFS

[CW CJ21]. CCH [LL19]. CD [ANR

+

23].

CD-MA

WS [ANR

+

23]. cDNA

[BDP11, BZ10, GK08, HC16, JS23b, NU06,

R GCB05, R

V06, SBW15, SYZ

+

13, TZY11].

CDP ath [YYG

+

21]. CDS [SSS13a]. CDT

[WKZ

+

24]. CDT-CAD [WKZ

+

24].

CEDER [WS12]. Celiac [L WW

+

21]. Cell

[AKA

+

22, BMH

+

16, BRF17, BU17, BM20,

BCF CC13, CSSS16, CLZ

+

18, CA W

+

19,

CBM

+

20, CJH

+

21, DCHW17, DLG

+

24,

D ABV17, FSNF21, FKLS07, GGH

+

13,

GRD

+

21, GBTW16, GKS

+

22, HCA

+

10,

HGC

+

20, JKNE21, JGBR15, JK

C23,

JLJC24, KBND19, KBM21, KHI

+

21,

LLR

+

23, L WZ

+

21a, LLX

+

23, LLCC21,

LLL

+

21b, LHQ

+

18, LZW23b, LP21,

MMC

+

23, NVL22, NGZ

+

22, NFM

+

12,

PN17, SCU

+

24, SYL19, SCM19, TRKR

C13,

UWZ

+

24, W CL Y20, WWY

+

24, WW

C18,

XHY

+

18, XLZW22, XSL

+

21, XLP

+

21,

YOGY11, YBGB10, ZL24, ZZM17, ZZ20,

ZCL22, ZWL11, ZWW17, ZD X

+

24,

GBTL14, MFS

+

15, WZ14, ZHL

+

14].

Cell-Based [SCM19]. Cell-Cen tered

[SYL19]. Cell-Cycle [BRF17]. Cell-F ree

[CLZ

+

18]. Cell-P enetrating

[AKA

+

22, W CL Y20]. Cell-T yp e [LLX

+

23].

Cells [CHZ

+

21, D ADF

+

10, GRD

+

21,

Gou06, HKT

+

18, HI24, LLQW21, PPF

G20,

RRD

+

23, SD A

+

06, T AI

+

19, WLMZ22,

BLR15, LCOMG14]. CellT rac k er

[HKT

+

18]. Cellular [A VD

+

12, GPC

+

20,

HBR U13, HLLO19, KHP12, LZL

+

19].

Censored [CKWY12]. Census [DSZ

+

06].

Cen ter [BO12, ZLXL19]. Cen tered

[SYL19]. Cen ters [RKZ16]. Cen tralit y

[LLNW17, YM20, TWZP14]. ceRNA

[LLR

+

23]. Cervical

[DZH16, JLK

+

21, PM20, W

CDM23]. CFS

[HLSR18]. CGH [CW09a, PS15]. CGIDLA

[XYYZ20]. Chain

[AKS20, CSZT19, GJY

+

14, K CZ

+

15,

L T aS13, LBL12b, MPY18, SMB12, Vis18,

WZ13b, YXS16, ZZP

+

21a, GBLZ14, L T aS13].

Chain-RNA [L T aS13]. Chain-Shap ed

[AKS20]. Chains [LN21, R

GVP24].

Challenge [gCLL

+

10, CLM10, LS10].

Challenges [QZA

+

23, SXW

+

24]. Change

[CW09a, LHWL15, SKK14]. Changes

[A T A

+

17, CCBR

+

21, KKI20, RB16].

Channel [BMH

+

16, BMT17, GBS11,

JL W17, LLZ

+

23, WBP

+

12]. Channels

[KL11c]. Chaos [CYTY13, MEOL14].

Characteristic [WLG

+

16, WLA

+

13].

Characteristics

[KSN

+

12, WWL19, ZLS

+

19].

Characterization

[BM12, DRS12, HEF17, LSB

+

11, RSP08].

Characterize [NHH

+

17]. Characterizing

[OZW

A21, TDK13a, LKLB14]. Characters

[BFK17]. c hec k er [EES14]. Chec king

[BBK

+

12, BCF

CC13, PBFB22, RdMCBC13].

Chemical [AFMS19, CKRS21, DT A

+

23,

HLM

+

13, KY19, LR20, MS11, NSNA19,

SCCDK09, YSC13, YZG

+

24, ZZY

+

22,

ZYN

+

19, ZAZ

+

22]. Chemical-Chemical

[KY19]. Chemical-Disease [ZYN

+

19].

Chemical-Induced [ZZY

+

22].

Cheminformatic [RBdlVMPG16].

Cheminformatics [SHJL10]. Chemotaxis

[iA OSS16]. Cherry [L TL TS23]. Chest

[LLMZ23, LX C

+

24, WSJ21, WKZ

+

24,

ZJW

+

22]. Chief [Alu21, Ano08c, Ano12b,

Xu13, Xu14a, Xu15, Zha17]. Child

[CR V09, FS18]. Chimeric [ZLC

+

21].

ChimST [ZLC

+

21]. China

[FJJ18, GJH19, ZLXL19]. Chinese

[DLL

+

24, ZBY

+

21, ZLZZ23]. Chip [LHH13,

LHH13, NR

V22, ZWHH21, ZGDH16].

ChIP-Chip [LHH13]. ChIP-Seq

[NR V22, ZGDH16, ZWHH21]. c hiralit y

[MZS

+

16]. Chloroplast [BP22]. Chordal

[GG11, MJ23]. Chou [AHK

+

21, NLGG12].

Chromatin [CSZT19, CSZ

+

19, JLJC24,

KSMT19, L

W18, MP19, SZGZ21].

Chromosomal [KSMT19]. Chromosome

[HL Y

+

22, L

W18, LZY

+

22].

Chromosome-Wide [L

W18].

Chromosomes [BWS05, FM13].

ChromStruct [CSZ

+

19]. Chronic

[HEE

+

18, O

W20, ZLZZ23, ZHD

+

21].

CIMICE [R

GVP24]. CIPHER [ZCL22].

CIPHER-SC [ZCL22]. CIR [LZY

+

22].

CIR-Net [LZY

+

22]. Circadian [WLMZ22].

Circrna

[LJN

+

23, LLC

+

24, LZW

+

23a, WXY

+

23,

L W24, QZJ

+

23, SRXZ24, WHL

+

24].

Circrna-Disease [LJN

+

23, LLC

+

24,

WXY

+

23, L

W24, WHL

+

24].

circRNA-MiRNA [QZJ

+

23]. Circuit

[JZS

+

18, Kar12b, WHW21, ZLL

+

20, CL14].

Circuits [BBN18, CL15, ZLH12]. Circular

[BRF17, CZJ17, DS21, GBD17, HCMB18,

MPKvH09, PB12b]. cis

[AJYT

+

15, GGZZ14, YMT

+

14].

cis-regulatory [GGZZ14]. cis-trans

[YMT

+

14]. CISA [WL07]. Citation

[KAHK

+

10]. Class

[Bha23, DPS

+

13, HYW

+

17, LX21, LX G

+

16,

LJC

+

22, Mat07, MCHT17, PI09, SYZ

+

13,

SYKM17, SSF18, YLC20, YL Y

+

12, ZOZ10].

Class-Im balance [SYKM17].

Class-Information-Based [LX G

+

16].

ClassAMP [JKN

+

12]. Classes

[BW C17, DKS

+

15]. Classical [VMZM17].

Classification

[A CJP23, AKH

+

23, ASK

+

23, A

V12,

A CWW05, A

CWW07, BW

C17, BV

CD24,

BLP

+

12, BWS05, BEQD19, BHHMCL16,

Bon07, CCBR

+

21, CLZ

+

18, CW

CJ21,

CJH

+

21, CHL21, CD

AL22, CHH

+

22,

CDKT09, CSS11, Dal16, DZA

+

06, DSM23,

DP A

+

17, DGJ

+

24, ED15, FMA

+

20, FLJS20,

FW A10, GHZ

+

22, GRD

+

21, GMSD11,

GAR

+

09, HF12, HLL

+

22, ISK18, JY21,

JKN

+

12, KBNHD18, KBND19, KAHK

+

10,

KK12, Kuk13, L

YK07, LH10, LN13, LXL

+

21,

LLMZ23, LLL

+

20, LHZ

+

19, LZX20, LZY

+

22,

L WT

+

18, L TW

+

22, LGYW21, LCTW24,

MNR09, MNLF

+

22, NL W

+

24, NBGL19,

OLZ11, OG11, Ozy12, PSA21, PTH

+

18,

PYL

+

21, PWY

+

21, Pha23, dSR CT

+

11,

SBO A23, SKS22, SSS

+

11, SSV

+

19, ST05,

SAK

+

21, SHJL10, SGP

+

20, SC22a, SSF18,

W CX07, WZJH12, W

CDM23, W CW

+

24,

WLL

+

24, WL22, WDS

+

12, WLA

+

13,

WW19, XHQ

+

18, XNYC21, XZC07,

XA W07, XPH20, XXW

+

23, YW

CC22,

YLXJ04, YRD

+

13, YK G

+

21, YL

WS21,

ZLZ06, ZHSS07, ZwGC17, ZYW17].

Classification

[ZZP

+

21b, ZZN

+

11a, ZCWW19, ZBFK10,

wTCAK

+

20, ED14, GRD

V14, LXZ

+

15,

MBS15, RHK14, YRD

+

14a]. Classifier

[A V17, BDP11, GZR

+

18, GZN21, HBH12,

HC16, IY

A12, MGSP22, PI09, SSP

+

17,

SBM15, W GX

+

17, ZZP

+

21a, ZZP

+

21b,

ZWHH21]. Classifiers [DPS

+

13, FFT16,

L W13a, dHMPFdM23, NLGG12, QBPEL12,

SKS22, WB17, YOKI09]. Classify

[ST23, ZHG20]. Classifying

[A C12, CSSS16, CR14, FZM20, LRM08,

SLX

+

18, YN14]. Clearance [SZCX19].

Clea v age [HHL

+

20, W GW

+

24]. Clim bing

[R V06]. Clinical [BKP

+

19, BDP11,

CKWY12, GTL

+

24, HXXJ18, HYC12,

HL Y

+

22, LHH19, L TR W19, LGL24, MLZ18,

MBP

+

19, MCHT17, PvR V

+

20, QR T

+

23,

R TPM

+

19, RD24, ZY20]. cliques [ZZ15].

Clo c k [BZ07, CL15]. Clone [Kur13].

Closed [PPM

+

13, PLC

+

20]. Closed-Lo op

[PPM

+

13, PLC

+

20]. Closely [MYCW12].

Closest [CMR19, CW11]. Cloud [LFF18,

NCL

+

23, SNK

+

22, VPB15, WLC

+

15].

Cloud-Based [SNK

+

22].

Cloud-Edge-T erminal [NCL

+

23]. Clouds

[F GKH11, Qiu14]. CLSTM [KHI

+

21].

Clust [PCDP18]. Cluster [GAH

+

21,

HCN

+

19, LFK16, LCLL10, LHY

+

11, MA12,

MRB

+

24, NPD

+

17, PCDP18, SKD

+

07,

YLC

+

23, YCY

+

13, WZC

+

15, YLC

+

23].

Cluster-Assisted [PCDP18]. Clustered

[SVE21]. Clustering

[ASP20, A

CWW05, A

CWW07, BVS

+

22,

BMSZ22, BBH12, CMS12, CHWY19, CLS19,

DGH

+

06, DS21, DLG

+

24, D

WSB11,

GAH

+

21, GL

W12, GLG10, HC18, HWM22,

JCF13, JMA17, JGW

+

21, KNS

+

05, KK12,

KZ10, LHTT11, LSTW

+

17, LBL12a,

LLHF15, LHCL20, LLX

+

23, LCW

+

18,

L W G

+

18, LNW20, LZW23b, L

T07, MSQ18,

MHHJ20, MP13, MW20, MA12, MDMR

+

22,

NSZK15, NPD

+

17, OMWX09,

¨

OBT21,

POJ

+

22, RLR20, R WH

+

10, SVZ09, SY09,

SND22, SKD

+

07, SMK

+

12, SGK12, TK05,

UKV18, VKM07, VMC22, VF09, WNT

+

17,

WZA07, WLCP11, WL

WP12, WLZ

+

19,

WFY

+

19, WDL

+

22, WWY

+

24, W CZ

+

23,

W O YL17, WZHM23, XHQ

+

18, XLP

+

21,

YYG

+

21, YZP

+

21, YL Y

+

12, YP13,

YCY

+

13, YPL

+

23, ZL24, ZHJ17, ZYW17,

ZZLH23, ZJ22, CFIS

+

15, FN14, IM14,

LLC

+

15, LAI

+

14, MG14, Mir14, RB14,

SHK14, SD AA

+

14, WL14, YCY

+

14,

YCY

+

15, YL Y

+

12]. Clustering-Based

[CLS19, YL Y

+

12, MG14, SD AA

+

14].

Clusterings [Mah10, WZR

+

22]. Clusters

[BG13, DSCM20, GDM18, KSvI12, L

W18,

RdlCGW09, R YK

+

19, SW09, ZA

CS09,

HKLN14, WD X

+

15]. ClusterViz

[WZC

+

15]. CMM [LZZ

+

24b]. CMR

[WYF

+

23]. CMSB [BLP18]. CMStalk er

[LMPT15]. CNAPE [MW21]. CNN

[GLF

+

23, HXX21, KHI

+

21, LN21, LX C

+

24,

LZZ

+

24b, TB23, ZLL21]. CNN-LSTM

[GLF

+

23]. CNN-MLP [LZZ

+

24b].

CNN-RNN [ZLL21]. CnNet [MMS24].

CNNGRN [GTX

+

23]. CNNs

[HGC

+

20, LL W

+

22]. CNV IFTV

[YYX

+

21]. CNVs [YYX

+

21]. Co [BMR21,

CHWY19, DZH16, GZFT15, GDM18,

LPH

+

21, LSZ

+

23, MB20, MWLS18, SPW22,

TM11, WW22, W O YL17, XLL

+

20, XZG

+

18,

YLC

+

23, ZL24, ZZLH23, ZWDR20].

Co-Clustering [CHWY19].

Co-Clustering-Based [ZL24].

Co-Complex [W O YL17]. Co-ev olution

[TM11]. Co-Ev olutionary

[GZFT15, XZG

+

18]. Co-Expression

[DZH16, GDM18, LPH

+

21, MB20, MWLS18,

WW22, XLL

+

20, YLC

+

23, ZZLH23].

Co-Meth ylation [MB20]. Co-Mo dules

[SPW22]. Co-Morbid [BMR21].

Co-Occurrence [LSZ

+

23, ZWDR20].

Coalescence [DOK

+

21, GPE17, LLHW22,

TR13, Zha11, GE14, GE15]. Coalescen t

[DR16, Ros13, TBRS13, W u10].

Coalescen t-Based [TBRS13]. Coarse

[CGLF12, LQV

+

13, MDPR18, WL YZ

+

09].

Coarse-Grain [LQV

+

13]. Coarse-Grained

[CGLF12]. Co clustering

[CD08, JZL13, PR12]. Co de [BvdGK

+

11,

CSZ

+

19, Tho16, UJ09, ZDN

+

23]. Co des

[HXXJ18, TSM14]. Co ding [CLL

+

21,

LFZ

+

19, LHHL19, MK16, MCCZC08,

dSR CT

+

11, VTMG22, XZG

+

23, ZWXL20].

Co don [CS24, HEK18, MNR09, SGC07].

Co donU [CS24]. Co efficien t

[Alt23, WL

WP12, WDL

+

17].

Co ev olutionary [HC17, NL W

+

18].

Co ev olving [HHL

+

20]. Co expressed

[PWT10, TZY11, KSM14]. Co expression

[BB11, BLR08, RB16, YC08, ZZN15,

WD X

+

15]. CoGI [XZG15]. Cognitiv e

[EBP24, YL

WS21, ZYW17, ZWS

+

18].

Coheren t [YNBM05]. cohesiv e [ZMC

+

14].

Coil [WWL

+

23a]. coli [iA

OSS16, RBdJ11].

Collab orated [PCY

+

19, PZS

+

20].

Collab oration [ANR11, JJH12].

Collab orativ e

[ELH24, LX21, L WY

+

21, NCL

+

23,

WXWL20, XZG

+

23, YCX

+

21, ZLH

+

20].

Collected [LLJ

+

23, ZYF

+

18]. Collections

[SIK20, Mat15]. Collectiv e

[Cza18, LDL

+

17]. CollHaps [TBGL10].

Collisions [MBJ19]. Colon

[LLK

+

21, RHAK13, RHK14]. Colon y

[LGZ

+

17, OR

CJ13, SSS20a, XSL

+

21]. Color

[TZY11]. Colorectal

[AA T20, KKK19, LL Y

+

23, PB19]. Colored

[AP07, BRB21, RSJK13, WL

Y15]. Com bat

[ZD17]. Com bination

[A V17, BRS18, CL

YR23, DPS

+

13, VDS

+

20].

Com binational [CL15]. Com binations

[LLJ

+

23, D WZ

+

15]. Com binatorial

[BM08, HS08, JL10, LRR08, LMPT15,

LHZ

+

19, P AA G07, V

GBK19, YHY13].

Com binatorics [HCMB18]. Com bined

[AHT

+

18, CGC24, LSY

+

20, MGXS15,

PNP

+

18, SZLL11, WL07, WWLL16,

ZWHH21]. COMBING [BVS

+

22].

Com bining

[ARP

+

16, CWZ08, DCHW17, GKPS11,

HLZ

+

17, HLL

+

22, KS18, KMG

+

05,

L WT

+

18, LL19, LGYW21, LLZ

+

22, NZM22,

SFMS18, TO

YHZ19, VF09, VTGC16, WS12,

WYHZ20, WXY

+

23, YSGZ20, ZLZ

+

19,

ZYN

+

19, ZLX

+

20, BDBH15].

Comem b ership [HRdR09]. Commen t

[FL W12]. Common [BVD

+

07, CPL

+

23,

DST07, KL19, LJZZ13, MQOH21, MIC

+

07,

PS11, ST19, W an12, NYOL15].

Comm unicable [AHN23].

Comm unication [GBS11].

comm unications [PV16].

comm unications-inspired [PV16].

Comm unities [PCK19, ZSZ

+

22].

Comm unit y

[GLL

+

18, LZ18b, MGP

+

23, ZD21].

Comorbidities [CDBR21]. Comorbidit y

[HZW

+

17, JBgLS19]. Compact

W CC

+

18, WZ13a, ZwGC17, GE14].

Cost-Based [ZwGC17]. Cost-Effectiv e

[CW CJ21]. Cost-Sensitiv e

[W CC

+

18, WZ13a]. Costs

[GE18, dSMDB17]. Cotemp oral [JFN11].

Coun t [K

QD21, PNP

+

18]. Coun terfactual

[NQNT23]. Coun ting [BO12, GKS

+

22,

SREK19, SLH06b, ZOMC24]. Coupled

[HPL

+

13, JCG

+

22, WLG

+

21]. couplet

[BM15]. Coupling

[SZCX19, TRBK08, ZHL

+

14]. Course

[EAS12, IV

A11, OMAdG

+

12, CZWT15].

Courses [SCSS05]. CoV

[CHZ

+

21, JGKP21, SDP

+

21, SCU

+

24,

YJS

+

24, YL W

+

24]. Co v ariance [Smi09].

Co v arion [AR09]. Co v er

[DNS19, HMK

+

07]. Co v erage [A OSN

+

18,

GGP08, GBSB21, ZANN20, HKLN14].

Co v erage-Based [A OSN

+

18]. Co v ering

[BNV

+

13, HYY11, R CM

+

19]. CO VID

[A CJ24, CDBR21, CD

AL22, CZL

+

22,

DZMB22, HC24, LLMZ23, LX C

+

24,

LZZ

+

24b, L

TX21, PSA21, WKSP21,

ZJW

+

22]. CO

VID-19 [A

CJ24, CDBR21,

CD AL22, CZL

+

22, DZMB22, HC24,

LLMZ23, LX C

+

24, LZZ

+

24b, L

TX21,

PSA21, WKSP21, ZJW

+

22]. Co x

[HL21, RKZ16]. CpG [SKD

+

07, XYYZ20].

CPGL [ZYYX23]. CPI [QLZZ22].

CPInformer [HSF

+

23]. CPU

[CCL

+

24, PCY

+

19, ZWcF17]. CPU-GPU

[CCL

+

24]. CRBSP [LZW

+

23a]. CR CF

[FWW

+

22]. Creating [VSR

+

06].

Credibilit y [MG19]. Credible [JWZ

+

20].

CRF [DDZ

+

21, LJ20]. Criss [LSW

+

23].

Criss-Cross [LSW

+

23]. Criteria

[LLC

+

13, WW

C18, ZSD08]. Criterion

[CL VT

+

20, GZG17]. Critical

[MMH15, YL W

+

24]. Cross

[AMGC16, HKS11, JGW

+

21, KDRP24,

LSW

+

23, LPH

+

13, PBhL

+

11, SLR

Q19,

W CDM23, WYF

+

23, W

GK16, WWL

+

23b,

XNYC21, YGJZ23, ZW G

+

21, PS15].

Cross-A tten tion [W

CDM23].

Cross-Con text [SLR

Q19]. Cross-Domain

[JGW

+

21, XNYC21]. Cross-En trop y

[PBhL

+

11, PS15]. Cross-Hybridization

[HKS11]. Cross-Lab oratory [LPH

+

13].

Cross-Mo dal [KDRP24]. Cross-Mo dalit y

[WYF

+

23]. Cross-On tology [AMGC16].

Cross-Sectional [W

GK16]. Cross-Sp ecies

[WWL

+

23b, YGJZ23, ZW G

+

21]. Crossing

[Gra04]. CrossPredGO [KDRP24]. cruzi

[GAR

+

09]. Cry o [BRZ

+

17, CLL

+

24,

GHZ

+

22, LDS

+

07, ARZ

+

14, ZCR

+

17].

Cry o-Electron [GHZ

+

22]. Cry o-EM

[BRZ

+

17, CLL

+

24, LDS

+

07, ARZ

+

14,

ZCR

+

17]. Cry oEM [ALR

+

13].

Cryptographic [JHW

+

19].

Cryptographically [BKLS18]. Crystal

[DDS

+

17]. Crystallization [STB

+

20].

Crystallograph y [Str11]. CSD [Wil12].

CSS [AKS13]. CT

[CSQ

+

22, CZL

+

22, JGW

+

21, LSW

+

23,

LLMZ23, QZZ

+

21a, RHZ

+

24]. CTLA4

[GCGCP

+

23]. ctP [LQJ

+

23]. cuBLASTP

[ZWcF17]. Cuc k o o [AKS13]. CUD A

[BBH12, CNM11, LSMW11, ZWLZ21,

ZLS

+

15]. CUD

A-BLASTP [LSMW11].

CUD A-Enabled [LSMW11, ZLS

+

15].

cum ulativ e [TY

A15]. Curatable [HK15].

Curated [GTTR

+

17, PZC

+

23]. CURatio

[KMSY20]. Curation

[CD AL22, CCF

+

24, HLLO19]. Curren t

[MSS

+

13a, SW17]. Curv ature [MBF

+

13].

Curv es [IGA18, K

GK14]. Custom

[MRB

+

24]. Cut [BFM13, NSNA19, SR06].

Cutting [NSZK15]. cyb er [KSA16].

cyb erph ysical [AIS

+

16]. Cycle [BRF17,

CA W

+

19, SSS20a, ZZM17, ZWW17, WZ14].

Cycles [Gru11]. Cyclic [ZLB24, ZHX

+

24].

Cytogenetic [L

YK07]. Cytometry

[PN17, Qiu14]. cytoscap e

[NCMCAR15, WZC

+

15]. cytosolic

[LCOMG14].

D [CHC

+

21, A

CSR21, ABS17, APPG18,

ARP

+

16, BLR15, BWRF12, CWT

+

19,

CSW

+

23, CBF

+

18, GHZ

+

22, GPF

+

20,

GH15, GJSB23, GKS

+

22, HS15, KL19,

KSMT19, KHI

+

21, KD15, LQV

+

13, LN21,

LHQ

+

18, LBQ

+

13, MCR

C17, NPK

+

07,

R G16, R WH

+

10, Str11, SSF18, TB23,

VMD

+

08, YLH

+

15, YCZ

+

18, ZHD

+

21].

D-Map [ABS17]. D-pattern [KD15].

D-UNet [ZHD

+

21]. D A C [Alt23]. D A G

[BM15, TGP

+

15]. D

ALI [W

AK13]. D

ALIX

[W AK13]. Damage [ZLL

+

20]. D APD

[GJK15]. Data

[AAKB22, AM22a, AKH

+

23, A

GAS18,

AAH

+

18, AF AA W

+

11, ABVD12, AN21,

ASI

+

11, AAB22, A

CWW05, A

CWW07,

BKP

+

19, BDD18, BMK11, BTTR11, BDP11,

BZ10, BHMA06, BLP

+

12, BMHS13, BKLS18,

BHHMCL16, Bon07, BMZM15, BLR08,

CMR19, CCCY20, CMS12, CSSS16, CSZ

+

19,

CKM

+

17, CW09a, CHL

+

12, CHWY19,

CMMZ20, CBM

+

20, CW

CJ21, CZCL23,

Che10, CKWY12, CCE19, CWZ08, CKL

+

23,

CCC

+

22, CZM

+

18, DNR15, DCHW17,

DHCW18, DG19, DMJ

+

18, DLA

+

23,

DLG

+

24, D

WSB11, D YL

+

23, DPS22, EAS12,

EAS13, ELH24, EBP24, FSNF21, FHH

+

11,

FJJ11, FF24, GZG17, GTX

+

23, GKPS11,

GXSZ17, GMSD11, GC22, GZR

+

18,

GJZH17, GZXH21, GYW

+

24, GTL

+

24,

GXL24, GBJ08, GLG10, GM16, HYW

+

17,

HBH12, HYY11, HZW

+

17, HYL

+

20,

HYC12, HAH13, HMW

+

12, Ho w13, HL Y

+

16,

HC16, HW07, HLL18b, HDS

+

18, HHCY20,

HTLL12, HL21, HWY

+

23, HSZ

+

23, HTZ

+

23,

IGA18, IC23, IMA13, JCF13, JK

C23]. Data

[JLJC24, JXN

+

16, JHX17, JFN11, K CD

+

12,

KBND19, K

QD21, KHO

+

20, KB20, KNS

+

05,

K CY

+

24, KKP22, KKP

+

21, KMG

+

05,

KBSCZ12, KZ10, L TM

+

13, LHH13,

LBM

+

18, LH10, LL W

+

11, LN13, LLHF15,

L W18, LKW

+

19, LQJ

+

23, LMW

+

24,

LLCC21, LJL

+

15, LLZ

+

20a, LDGY21,

L TLL23, LX G

+

16, LZHZ17, L

W19b,

L YY

+

19, LLZ

+

20b, LNW20, LSL22b,

LLL

+

23, LLL15, LC10, LLA19, LGYW21,

L TR W19, LBL

+

10, L

TX21, LL Y

+

23, LGL24,

LP21, MSZ19a, MHHJ20, MWH

+

23,

MMC

+

23, MO04, MTSCO10, dHMPFdM23,

MP13, MP19, MMBC22, MJPP20,

MWZ

+

20, ML18, MPM11, NR

V22, NJMF19,

NNSZ07, NVL22, NCL

+

23, NZM22,

NSAH19, NNM

+

12b, OLZ11, OMWX09,

OLS

+

13, OC13, PKM22, PLC

+

20, PSS09,

PIPC18, P AS

+

11, PI09, PR18, PL17,

PZH20, PYL

+

21, PH10b, PNP

+

18, P AA G07,

POJ

+

22, PN17, QV17, QK

¨

O18, QBPEL12,

R GB

+

21, RLR20, R CP

+

18, R TPM

+

19,

RSK23, RKZ16, RM18, RBdlVMPG16,

R GCB05, R WH

+

10, SN24, SBO

A23]. Data

[SSD19, SMK22, Sef22, SDN

+

11, Sen19,

SBW15, SC11, SY09, SIM12, ST05, SDCW11,

SND22, STB

+

20, SWSA21, SMK

+

12, SK12,

SC22a, SWX

+

19, SGK12, SWL19, SPL

+

23,

TWW

+

20, TZH07, TZ16, TGGF10,

TDZ

+

19, TZY11, TBRS13, TTWR13, TK05,

TC13, TWZW16, TO

YHZ19, TBKH05,

UC10, UKV18, UWZ

+

24, VMC22, VBG

+

18,

WZA07, W

GP11, WYWX16, WL

WN17,

WFY

+

19, WHF

+

20, WSJ21, WMW

+

21,

WZZ

+

22, WYF

+

23, WWY

+

24, WP08,

W A G19, Wil09, WMS09, WDS

+

12, W

GK16,

WZHM23, XHQ

+

18, XLL

+

20, XSS17,

XZC07, XA

W07, X O YHZ18, XXW

+

23,

XZX

+

24, YSC13, YHW

+

21, YM11,

YWW20, YZP

+

21, YLXJ04, YC08,

YNW C07, YNBM05, YLL

+

06, YHB12,

YP13, YCY

+

13, YWW

+

18, YYY

+

22,

YGY

+

19, YL

WS21, YLBX21, YYX

+

21,

YNN

+

18, ZZKW18, ZANN20, ZL24,

ZL W

+

11, ZWSX12, ZDL12, ZXLZ18a,

ZXLZ18b, ZZZW19, ZWHC19, ZZ20, ZXZ20,

ZLC

+

21, ZFH

+

21, ZCL22, ZZGL24, ZC11,

Zha16, ZKL18, ZY20, ZYC

+

22, ZHG20,

ZWD

+

17, ZYW

+

13, ZYF

+

18]. Data

[ZL WF24, ZGDH16, ZGB

+

12, ZM22,

dCAR11, BMM14, CWZW15, CZWT15,

FN14, GF

G16, GMCB14, IM14, JZCZ15,

JR14, KSM14, K GF

+

14, LLCZ15, LXZ

+

15,

LHS16, MM14b, OF C

+

14, PS15, Qiu14,

SHK14, V og15, WLC

+

15, XZY

+

14, YN14,

YCY

+

15]. Data-Dep enden t

[XZC07, ZLC

+

21]. Data-Driv en

[AAKB22, CCE19, HL Y

+

16, HSZ

+

23,

PLC

+

20, R GB

+

21, Sef22, ZHG20, ZM22].

Data-Enabled [YHW

+

21]. Data-F usion

[KZ10]. Database

[ANR11, GKPS11, L

YK07, LLJ

+

23,

PZC

+

23, SDN

+

11, SPD24, WNT

+

17,

W QL

+

16, XPH12, dAc17, OSA

+

21].

Databases [Ano13b, Ano13c, HW07, Jam17,

L TwG

+

11, SHG

+

23, SXW

+

24, ZSC

+

10,

Ano13d, XHS15]. Dataset [HL Y

+

22, LN17].

Datasets [CKM

+

17, FFT16, MB16,

WDL

+

17, ZZH18a, ZWHH21, BCLC15].

Da y [MSH

+

11]. Da y-to-Da y [MSH

+

11].

DB [W QL

+

16]. DCHap [LL22]. DCNN

[WSJ21]. DDE [ZSY

+

14]. DDI [TSIA24].

De-Noising [YF

CM17]. Deal [GAH

+

21].

Deciphering [BSS

+

22]. Decision

[ELH24, RD24, Smi09, TNQ08, YNBM05].

Decisiv eness [PBFB22]. declarativ e

[L V14]. Deco ding

[LLK

+

22, LDGY21, PV16, UJ09].

Decomp osition

[BMSZ22, FWXZ19, LLQ

+

16, LLZ

+

22,

MJ23, QZJ

+

23, R

GCB05, SK19, SPP21,

WTM23, XL16, XL

W20, YWK

+

07,

ZZN

+

11b, ZGDH16, L YH

+

16, SB16].

decomp ositions [GMCB14]. Decoupling

[LLL16b]. Deco y [MSS13b]. Deco ys

[LBL12a]. Decrease [TC13]. Deep

[ALC22, AHN23, A

CJP23, AHC

+

21,

AKA

+

22, BMCY22, BP22, CZ20, CHL21,

CWP

+

23, CGW

+

16, CZL

+

22, CLL

+

24,

CCC

+

22, DN22, DH23, DSCM20, DPS22,

FSX19, FYZ

+

19, FZM20, FXZS22,

FMA

+

20, FPC20, GT24, GZB23, GPE17,

GA23, GZWD23, GYW

+

24, GZ22, HLX

+

21,

HWY

+

23, HWZ

+

23, IC23, JK

C23, JLK

+

21,

JCG

+

22, JHZL19, K CY

+

24, KBM21,

LLHW22, LFZ

+

19, LHCL20, L WZ

+

21a,

L WL

+

21, LZW

+

22, LSZ

+

23, LLMZ23,

LXS

+

24, LZQ

+

20, L WZ

+

21c, LJN

+

23,

LZC

+

23, LLX

+

24, LGL24, MGSP22, MT24,

MWZ

+

20, NLXS19, OLS

+

13,

¨

OBT21,

PSA21, PL

TG22, QR T

+

23, RFFB

+

20,

RSK23, RNAR

+

24, R

TC23, SKS22, SSV

+

19,

SZHH22, SZD

+

23, SXW

+

24, SGP

+

20,

SLCL22, SWL19, ST23, TDZ

+

24, TR13,

TDZZ24, UK C

+

23, UBP

+

19, W CC

+

18,

WYHZ20, WZZ

+

22, WZS

+

22, W

QLL23,

W GW

+

24, WWL

+

17, W

CXL18, XLZW22,

XXW

+

23, YCX

+

21, YGJZ23, YZP

+

21,

YW CC22, YXL

+

23, YZL23, YYY

+

22,

YZH

+

23, YZS

+

24, ZLH

+

20, ZLF

+

21b,

ZLF

+

21a, Zha11, ZSZ

+

21, ZZZ

+

23, ZJ23,

ZLZ

+

24]. Deep [ZGW

+

24, ZG19, ZYC

+

22,

ZD Y

+

23, ZDN

+

23, ZL

WF24, ZLZW22,

wTCAK

+

20, GE14, GE15, LLCZ15, SEC15].

Deep-Learning [FPC20, PL

TG22].

DeepBarco ding [YW

CC22]. DeepCLD

[FHDU22]. DeepCPPred [AKA

+

22].

DeepDRBP [ZCL21]. DeepDRBP-2L

[ZCL21]. DeepDSC [L WZ

+

21a].

DeepF usionDT

A [PL

TG22]. DeepID A

[YYY

+

22]. DeepI I I [WZZ

+

22]. DeePR OG

[DPS22]. DeepSeed [LLQW21].

DeepSeqP anI I [LJC

+

22]. DeepSG2PPI

[ZZZ

+

23]. DeepSide [UK C

+

23]. deepSOM

[SYKM17]. Defects [LUdSCH10].

Defensiv e [HI24]. defines [LHWL15].

Defining [L TL TS23, WS08]. Definitions

[NR V09]. Deformable [WKZ

+

24, ZLB24].

Deformation [ASJ

+

07]. degenerate

[CFIS

+

15]. Degenerativ e [GTL

+

24].

Degradation [WMW

A12]. Degree

[GF10, SS06a, TWZP14]. deGSM

[GF G

+

21]. Dela y

[EAS13, JSS

+

18, WLMZ22]. Dela y ed

[JZS

+

18, K

CCC15, LCZN16, LLL15].

Dela ys [A

GAS18, FZWS17, YLZW21,

ZWZ16, ZW

C15]. Deletion [ZLS

+

21].

Deletions [QLLX10, HZZT14]. Delfos

[PSR

+

24]. Deliv ery [MWD11]. Demen tia

[ZWS

+

18]. Demeth ylation [AAB22].

Dempster [R

GI13]. Dendrogram

[NSZK15]. Dengue [DM22]. Denoising

[DCW

+

24, JZYL24, NNM

+

12b, GH15].

Dense [D ADF

+

10, GHZ

+

22, Wil09,

YNW C07, ZHL

+

24]. Dense-Core

[D ADF

+

10]. Densely [LSW

+

23, LLQW21].

Densit y [BCY

+

22, GLG10, LXL

+

21,

MRB12, QR T

+

23, QL16, SKD

+

07, XYYZ20,

YBMH24]. Dep endence [LGN

+

19].

Dep endences [YP13]. Dep endencies

[KNS

+

05, SZL

+

20]. Dep endency [CL08].

Dep enden t [AKV16, KKK19, KSB12,

XZC07, ZLC

+

21, MZS

+

16, WD X

+

15].

Dep ends [LCH19]. Depression

[LKL

+

23, QR T

+

23]. Depth

[GA GM11, IMA13, KBBD

+

17]. Deriv ativ e

[KSP22, NVSH18, XSS17]. Deriv ativ e-F ree

[XSS17]. Deriv ativ es [NSMH19, KPB14].

Deriv ed [HYR

+

19, JS12, W QL

+

16].

Deriving [PLH22]. Descendan t [MTH22].

Descen t [NGY

+

16]. Describ e [R

GVP24].

Description [FS18, GA

GM11]. Descriptor

[ADPH11, YFYW23, YCZ

+

18].

Descriptors [ARP

+

16, HZTP12, KAS21,

WB11, YZG

+

19]. Design

[AKS13, BPM21, CZZ

+

23a, Che16, GJZH17,

mHB13, IL18, IY

A12, JSS

+

18, JZS

+

18,

LHDS18, MDD18, MM17, OMAdG

+

12,

QZA

+

23, SK08, SB12, SYKBG24, TRBK09,

VDS

+

20, WLC11, YCYC12, D

YD15,

HPH

+

15, KH14, MG14, MM14a]. Designer

[BPP

+

13]. Designing

[CIZ

+

22, GBSB21, GBB

+

11, Jam13,

MDM13, NTCO07, SB09, SBY12, THH

+

19].

Designs [GK08]. desired [HPH

+

15].

Detect [HK12, YLC20, YWW20, YBGB10,

ZSZ

+

22, ZYF

+

18, LLL16a, SSML15].

detected [AA G

+

18]. Detecting [ALQ17,

ABVD12, AALD17, FSP23, GZYL22,

HLHAJ20, HYL

+

19, JL

YZ16, KSM14,

LZ18b, NNW24, NVSH18, O

YDZ15, RH05,

SXW

+

24, SVE21, TW G

+

12, TBRS11, UJ09,

WZR

+

22, YSGZ20, ZXLZ18a, ZXLZ18b,

ZRK19, ZWL

+

14b, ZJW

+

22, SSS

+

15, ZZ15].

Detection [ARM

+

19, A

CP22, AHN23,

A CJP23, A

CJ24, A

GGM11, AA

T20, BBN18,

CW09a, CWL12, DSM23, D ADF

+

10,

FYZ

+

19, FMD18, GLL

+

18, GAH22,

GD WK

+

15, GZN21, GAX

+

23, GPC

+

20,

HLL

+

18a, HGC

+

20, HTLL12, IGM

+

07,

IC23, JGKP21, KHI

+

21, LGW20, L WW

+

21,

LZM22, LX C

+

24, LL19, LCGW19, L YY

+

19,

LZW23b, LGB15, LCB17, L

TX21,

MYCW12, MLZ

+

24, MMBC22, MB20,

MGP

+

23, MPQY19, NSC17, PCK19,

PF GDCRM22, QDZ

+

21, QZD

+

22, RHAK13,

RNAR

+

24, RHZ

+

24, RB14, Shi10, SIK20,

SCM19, SLCL22, TWW

+

20, TP18, WS12,

WWF

+

21, WHW21, WZS

+

22, W er06,

W O YL17, WKZ

+

24, X

GWW19, XDZ

+

23,

YYLL22, YXL

+

23, YC08, YXZD21,

YLBX21, YYX

+

21, ZANN20, ZL W

+

11,

ZmCXS17, ZLS

+

21, ZZLH23, ZGW

+

24,

ZHX

+

24, dNG17, CBN15, DGR

C15,

GBTL14, HWK14, L

WM14, MMFD14, PS15,

SB16, SXL

+

14, V og15]. Determination

[BRZ

+

17, BKR11, JS23b, WL07, DST

+

15b].

Determine [GCC

+

22]. Determining

[AAF

+

13, HHC

+

24, T ah14]. Dev eloping

[SWX

+

19, XYYZ20, XLX

+

21].

Dev elopmen t [AM22b, Che12, HSS18,

MMH15, TZH07, YJJW21]. Devices

[GTTR

+

17, ZSZ23, MKARB16]. DFseq

[YWW20]. DFT [NSMH19]. DFTNet

[CXY

+

23]. DGANDDI [YLS23]. diab etes

[GJK15]. DiaDeL [ALC22]. Diagnosing

[HC16, WW19, XTO

+

24]. Diagnosis

[BBN18, CZL

+

22, GT24, GYW

+

24,

GTL

+

24, HSZ

+

23, HWZ

+

23, JWW

+

24,

JHZL19, MT24, MM24, O

W20, PTH

+

18,

QR T

+

23, WSJ21, YGJZ23, YOKI09,

ZHSS07, ZLL21, GJY

+

14].

Diagnosis-Sp ecific [MM24]. Diagnostic

[W QLL23]. Diagnostics

[Ano12a, BDP11, YZL

+

22]. Diagonal

[YHCS19]. Diagrams [YNBM05].

Diameter [HZR

+

19, HSlSM11, GE15].

Diameters [GPE17, GE18, GET21].

Diazo xide [WLCX18]. dib enzop yrrole

[KPB14]. DICLENS [MA12]. Dictionary

[KBSCZ12, PYL

+

21, TDZZ24]. Difference

[CKL

+

23, JRSS18, ME19a, ME19c, WL19,

D WZ

+

15]. Differences [vBdRD

+

11].

Differen t

[DPS

+

13, HLL

+

22, R

TC23, ZWL14a].

Differen tial [CHW

+

18, CBK20, CZM

+

18,

HWY

+

23, LEAK11, LL11, L

W19a, L YY

+

19,

MSS19a, NI07, PZC

+

23, R CP

+

18, SdOD

+

12,

WW22, YWW20, ZZY

+

17, dJP08, ABS17,

BMM14, HL

W15, ZSY

+

14]. Differen tially

[AAP06, EAS12, GXL24, HHSC13, LLCC21,

LX G

+

16, L W G

+

18, PS19, SDTK19, WS12,

KSM14]. Differen tiating

[JLJC24, MTR

+

22, ZLXL19].

Differen tiation

[CBM

+

20, NGZ

+

22, ZRK19]. Difficult

[BBCP07]. Diffused [WW

C18]. Diffusion

[Alt23, FZWS17, SHJL10, SWSA21, YD24].

Digest [BBK

+

07, JR14]. Digestiv e

[YHW

+

21]. Digital [CCL

+

24, LGL24,

W QLL23, ZL

WF24, AIS

+

16]. Dilated

[GHZ

+

22, LXL

+

21]. Dimension

[ST05, ZHD

+

21, YTLL15].

Dimension-F usion [ZHD

+

21].

Dimensional [AAKB22, Che10, CHC

+

05,

DZA

+

06, GC22, GAX

+

23, HDS

+

18, HL21,

LHL

+

19a, L T aS13, LN13, NPBD16, PL17,

SWL19, VJRPNVJG24, WWLL16,

WRH

+

09, WWL

+

17, ZMT13, ZD17,

ZZZW19, ZWLZ21, ZZGL24, ZKL18, BF14,

Qiu14, YN14, ZMC

+

14]. Dimensionalit y

[LRM08, YLC20]. DinoKnot [NCJ24].

DipC [W CL Y20]. Diploid [KWL07].

Direct [SZL

+

20]. Directed

[ARS17, PPZ12, Zha18]. Direction

[HYL

+

19]. Directional [ZS19]. Directions

[SXW

+

24]. Directly [GJSB23]. Diric hlet

[CGZ15, PRZ

+

14, RdlCGW09].

Disagreemen t [MW20]. Disam biguation

[HVD18, HWK14]. Discloses [AAB22].

DiscMLA [ZZH18a]. Discordance [PT09].

Disco v er [MSZ19a]. Disco v ering

[A OSN

+

18, A

CP10, BHS

+

04, KN05,

LSTW

+

17, LLH

+

07, LNC

+

05, MPF12,

NTL

+

22, OHK

+

21, RB16, RM18, RA16,

SLCZ22, SC22a, VJRPNVJG24, WHWP12,

WSTL

+

15, XL16, YSBB22, YJ22, YNBM05].

Disco v ery [ANR11, ABS17, BMSZ22,

Bha23, Bi09, BD19, BVN

+

11, CZW

+

23a,

CLST

+

13, CHK17, GXSZ17, GCB

+

18,

Han10, HSZ

+

23, JL10, KL19, K

C11, KZ10,

LDS

+

07, LHL

+

19a, LMPT15, LCLL10,

LCW

+

18, L

T07, MYLS24, MLZ18, PWT10,

PZH20, RL

V04, RSV

+

22, SKD

A19, SS04,

SGP

+

20, SLCL22, TP18, UBP

+

19,

WLCP11, Y

AB13, YYG

+

21, YL Y

+

12,

YFY

+

22, YNN

+

18, ZDL12, ZZ18, ZZN

+

11b,

ZMC

+

14, ZAZ11, pD20, CWDS15, CA14,

FWY

+

15, JZCZ15, K GF

+

14, OF C

+

14].

Discrete [CWZ08, ED15, GPZ20, HGM18,

LCW

+

18, PTM

+

19, SH11a, WZ13b].

Discrete-State [SH11a]. Discriminan t

[FWY19, MM24, NO09, OG11, PYL

+

21,

WYHD17, YLXJ04]. Discriminate

[HXS

+

21, THH

+

19]. discriminating

[SQZA14]. Discrimination

[AKA

+

22, K CY

+

24, KBM21, DI15].

Discriminativ e

[CGL

+

23b, GZN21, K

C11, hLMBJ11,

LZS23, SC22a, YFYW23, ZZH18a]. Disease

[AHN23, AKH

+

23, BKK

G19, CLL

+

21,

CZW

+

23b, DHCW18, DMK22, FKZ

+

24,

GT24, GWW

+

22, GRK23, GSC17, GZYL22,

GCC

+

22, GTL

+

24, HZW

+

17, HD24,

JBgLS19, JY21, JYW

+

24, JZZQ19, JQGY21,

JHZL19, L WL

+

18, LRR08, L

TP22, L WW

+

21,

LZX

+

21, LXWL22, L

WXX22, LDZL23,

LXS

+

24, LZHZ17, L WT

+

18, L WZ

+

21c,

LJN

+

23, LLZ

+

22, L

W24, LDL

+

17, L TR W19,

MZLL22, MS17, MT24, MSB19, MLFM22,

MGP

+

22, MCM22, NL W

+

24, NWZ

+

20,

O W20, PSA21, PZC

+

23, PLD

+

23, PCD

+

23,

PBV

+

20, QLZ16, QDZ

+

21, QQD

+

21,

QBPEL12, RNAR

+

24, SSK

+

20, SZD

+

23,

SXW

+

24, VBG

+

18, WLCX18, WXY

+

23,

WLP23, W CW

+

24, WHL

+

24, W

CMB19,

WLA

+

13, W CX

+

22, XZG

+

23, XPH12,

XW16, XDZ

+

23, YD W

+

20, YD W

+

21,

YGJZ23, YG19, YYY

+

22, YWL

+

24,

ZLLZ17, ZLH

+

20, ZLF

+

21b, ZWS

+

18,

ZZCD19, ZZRPZ19, ZLG

+

21, ZCL22,

ZZY

+

22, ZLZZ23, ZYW

+

21, ZYN

+

19,

ZYZ

+

23, ZD X

+

24, JW G

+

22, LLC

+

24,

L WY

+

23, LKD23, YWN

+

19, YD24].

Disease-Asso ciated

[GWW

+

22, GZYL22, LDZL23, LDL

+

17].

Disease-Gene [ZCL22]. Disease-Related

[JZZQ19]. Diseased [DPS22]. Diseases

[AHC

+

21, BMR21, CC21, GZC

+

17, HC16,

L TLL23, TP18, YWN

+

19, D WZ

+

15,

LLRZ15, TYL

+

16]. Disequilibrium

[LLC

+

13]. Disjoin t [DNS19]. Disorder

[L TW

+

22]. Disordered [FHDU22].

Disorders [GSC17, SVdSS

+

18]. Disparate

[QK

¨

O18]. Displacemen t

[SJWW23, ZWZZ22]. Disrupt [GED

+

17].

Disruption [HK20]. Dissect [WLHY19].

Dissecting [KDS

+

20]. Dissimilarit y

[FB19]. Dissipativit y [YLZW21].

Dissipativit y-Based [YLZW21]. Distance

[AKNB07, ABO

+

23, AS05, ANR

+

23,

BFK17, BG12, BS10b, BHP19, BODD20,

BA O

+

23, BJ13, CZW

+

23a, CHNW20,

CWZL08, DS14, FM11, GRS

+

13, Lab06,

L TM

+

13, L TT

+

22, LJZ

+

24, L

W24, MTH22,

P ol12, RFB20, SGC07, SBDD21, SWH

+

12,

WM19b, WSB21, WZ13b, X

CR21, YPL

+

23,

ZOMC24, ZZY

+

17, ZWM

+

20, ZSC

+

10,

ZW13, dSMDB17, DNR15, TSM14].

Distance-based [DS14]. Distances

[BPV

+

11, GJSB23, JZSZ12, L TL TS23,

OP11, WL19, ZLZ

+

24]. Distan t

[JZF

+

21, VSKJ11]. Distan tly [DZW24].

Distillation [BYZ

+

23]. Distinguishing

[AD12]. Distorted [Mos07]. Distributed

[BHP19, GZR

+

18, LBL

+

10, PFJ

+

19,

PNA20, PSN

+

15, R TPM

+

19, SSD19,

WW C18, GF

G16]. Distribution

[ASI

+

11, BS09, D ADF

+

10, Gru11, LKK

+

23,

LLH

+

17, MT12a, WLL

+

20, YWW20,

ZLS

+

21, ZZP

+

21b, ZXJ

+

23, D WZ

+

15].

Distribution-F ree [YWW20].

Distributions [APPG18, L TM

+

13,

PPF G20, SZZ

+

19, SHUP19, WM19a].

Disturbance [LL11, LLL16b, YM20].

Disturbances [YLZW21]. Disulfide

[YLH

+

15]. Disunited [SSS20b]. Diurnal

[KM20, W

GP11]. Div ergence

[EW04, ZZS18]. Div erse [LSB

+

11, PKM22].

Div ersit y [A

TO22, DZMB22, FWY19,

MPKvH09, SNM08]. Divide

[KD15, LL22, OC13, SR10].

Divide-and-Conquer [LL22]. Dividing

[SWSA21]. Division [XSL

+

21]. Divisiv e

[MA12]. DL [R

TC23]. DL-m6A [R

TC23].

DLBCL [WW

C18]. DMBIH [YGF

C20].

DMFLD

A [ZLF

+

21b]. DMFMD A

[L WZ

+

21c]. DMV

O [CIZ

+

22]. DNA

[ASJ

+

07, AAB22, BMCY22, BA

O22,

BTYC13, CIZ

+

22, CF

OS06, CLST

+

13,

CW09a, CH11, CLZ

+

18, CWLS15, CLS19,

CL08, CGC24, CAN

+

08, DCHW17, DH23,

DSVMM18, DPW12, FLHG24, FPC20,

GZGX14, GKPS11, GZWD23, HEK18,

HHSC13, HG16, HLZ

+

17, HLH11, K CD

+

12,

K C11, KBSCZ12, LSTW

+

17, LPH18, LLH23,

LL W

+

11, LZL

+

20, LZL

+

22, cL W A07,

MGL

+

12, MRK18, MS21, MMSH14,

NNW24, NVSH18, NTL

+

22, PKRD12, PG12,

PGF18, RL

V04, R

G16, SSS20b, SLR

Q19,

SIK20, SJWW23, TD A

+

09, TSM14, UJ09,

WZZ

+

18, WP08, WSTL

+

15, WLPW16,

WW19, YW

CC22, YF23, YZH

+

23, ZZH19,

ZLL

+

20, ZZBH20, ZCL21, ZYH

+

21,

ZWHH21, ZSH21, ZZW

+

22, ZXW

+

23,

ZSZ23, ZLX

+

20, ZZD

Y13, ZWZZ22, ZL15].

DNA-Binding

[DH23, MGL

+

12, ZCL21, ZLX

+

20, ZZD

Y13].

DNA-Protein [ZYH

+

21, WP08, ZZH19].

DNA-Sequences [MS21].

DNA-V ersus-Protein [YF23]. DNAzyme

[EES14]. Dnm t3a [LGN

+

19]. DNN

[QZL

+

22]. DNNs [CZDZ22]. DNRLMF

[YWN

+

19]. Do [RR

TB12]. Do c k

[ADPH13, BCS11]. Do c king

[ADPH11, ADPH13, BCS11, GED

+

17,

LSL

+

22a, LSB

+

11, PSN

+

15, SZ11].

Do cumen t [ZZY

+

22]. Do cumen t-Lev el

[ZZY

+

22]. Do cumen ts

[A C12, DGJ

+

24, KAHK

+

10]. Do es

[BCVS19]. Domain

[CYJ

+

19, JGW

+

21, JGKP21, K

CP19, LB19,

LNW20, LLL

+

23, MB23, SDP

+

21, WZC

+

21,

WWT

+

20, XNYC21, YPL

+

23, ZJW

+

22].

Domain-Gene-Sp ecies [MB23].

Domain-Residue [YPL

+

23]. Domains

[HMK

+

07, LDS

+

07, MB23, QLZ16,

W CMZ15, ZHZ

+

20, DC15, PW C

+

15].

DomBpred [YPL

+

23]. Dominating

[ZWW17]. dono v ani [SSP

+

17]. DORMAN

[OSA

+

21]. Dose [SWX

+

19]. Double

[HLGS21, SZCX19, YCY

+

14, YLS23].

Double-Sparse [HLGS21]. Do wnhill

[SS04]. Do wnstream [SPW22]. DP1

[IDD13]. DPNuc [CGZ15]. Dra wing

[Hus09, SNM12]. Dra wings [V

ASG10].

drift [SPWF14]. Driv en

[AAKB22, CSW11, CCE19, FMA

+

20,

HL Y

+

16, HSZ

+

23, JQGY21, MRB

+

24,

PLC

+

20, R GB

+

21, RRD

+

23, Sef22,

YCCM12, ZHG20, ZM22, GBTL14, K

G15].

Driv er [LGW20, LD

YZ22, L WD

+

21,

SPW20, SPW22, YYG

+

21, ZZ18, ZW19,

LP15, L

WM14]. Driving [WHW21].

DRLM [FZNZ23]. Drone [JQGY21].

Dropfeature [CZDZ22].

Dropfeature-DNNs [CZDZ22].

Drosophila [GGH

+

13, LK11, LJK

+

12,

LL YS21, LLD

´

A21, MBJ19]. DrPOCS

[W CQ

+

19]. Drug

[Ale22, BD19, CCCY20, CNO

+

23, CL

YR23,

CZC

+

23, CYWW22, CCN22, CNH

+

23,

DLO

+

23, DT A

+

23, DCM20, EZW

+

17,

FZNZ23, HLN20, HXS

+

21, HJD24, JQH

+

20,

JZYL24, K

CP19, KHP12, KS18, LC19,

L WZ

+

21a, L WL

+

22, LXS

+

24, LZC

+

23,

L WL

+

19, L WY

+

21, MWZY17, MYLS24,

MCM22, NNNL22, NNL

T22, NVL22,

NQNT23, PRP21, PKM22, PSIM17,

PCCM22, PL

TG22, QZD

+

22, QZA

+

23,

R V13, SK21, SZ11, SYKS15, SSP

+

17,

SWX

+

19, SRXZ24, UK C

+

23, UBP

+

19,

UKV18, WLCX18, W CQ

+

19, WXWL20,

WDL

+

22, WL

WJ22, WLP23, WL W

+

23a,

W CY

+

24, WYS

+

24, XYZ19, XHW

+

22,

YDZ

+

22, YZC

+

23, YSBB22, YZL23, YJ22,

YLJY21, YLS23, ZSZ

+

22, ZD Y

+

23, ZYJ

+

23,

ZDZ

+

23, ZZW

+

24, ZPW

+

21, BHW

+

14,

FHR G14, KPB14, L YH

+

16, XLC

+

15,

LLZ

+

23, ZDN

+

23]. Drug-A

TC [ZDN

+

23].

Drug-Disease [MCM22]. Drug-Drug

[LZC

+

23, QZD

+

22, W CY

+

24, YDZ

+

22,

YLS23]. Drug-Gene-Disease [WLCX18].

Drug-Induced [SWX

+

19]. drug-path w a y

[L YH

+

16]. Drug-Rep ositioning [DLO

+

23].

Drug-Resp onse [CCCY20, UKV18].

Drug-Side [ZYJ

+

23]. Drug-T arget

[CZC

+

23, CYWW22, EZW

+

17, HXS

+

21,

L WL

+

22, NNL

T22, PL

TG22, WL

WJ22,

WL W

+

23a, WYS

+

24, YZL23, YLJY21,

ZD Y

+

23, ZDZ

+

23, ZZW

+

24, FHR

G14].

DrugBank [R

V13]. Drugs

[DT A

+

23, NVL22, PG12, YSW

+

17].

DSTPCA [HLGS21]. DTCT [KY22]. Dual

[CXY

+

23, CSW

+

23, CZW

+

23b, DGJ

+

24,

KY22, LLQ

+

16, LXWL22, LLZ

+

23,

RBB

+

19, WXWL20, ZYZ

+

23]. Dual-La y er

[WXWL20]. Dual-Net w ork [ZYZ

+

23].

Dual-P ath [CXY

+

23]. Dual-T ask

[CSW

+

23]. Duc henne [BCL

+

13a]. Ductal

[CSSS16, YLC

+

23]. Duo [MJZY22].

Duo-Preserv ations [MJZY22]. Duplex

[NCJ24]. Duplication

[BE08, BEW09, BS11, BG05, DOK

+

21,

GET21, GDRLH21, HZR

+

19, HCMB18,

HBM21, KB17, KB19, LCWZ13, LCC

+

11,

PG18, ZZS18, vIJJ

+

20, ZZ14].

Duplication-Loss [GET21].

Duplication-Loss-Coalescence [DOK

+

21].

Duplication-T ransfer-Loss

[GDRLH21, KB17, KB19]. Duplications

[BCF

+

07, CD

W12, SS06a, THL11]. During

[BCY

+

22, HK12, K CZ

+

15, TC13].

Dynamic [AM22a, BRB21, BBK

+

07,

[AZHR22, BKLS18, CAN

+

08, DM09,

MSJP19, NL W

+

24, OMAdG

+

12,

PF GDCRM22, SAS

+

23, YLCC13, YFY

+

22,

KPB14]. Ev aluations [KSL

W23]. Ev asiv e

[SCU

+

24]. Ev en t [BM20, CBM

+

20,

HLL

+

18a, JRN

+

18, LLQ

+

16, MRB

+

24,

PTM

+

19, SYM

+

10, YRL

+

20, MZSL19].

Ev en t-Driv en [MRB

+

24]. Ev en t-Lev el

[MZSL19]. Ev en ts [BB04, LLQ20, MG19,

NAHT

+

20, TBRS13, Zha11]. Evidence

[KK12, RLRH18, WZ14]. Ev olution

[A GMP09, BJ10, BPJ12, BGHM09, BM13,

BSST08, CM13, DST07, GBS11, HK12,

HB11, L

W19a, LB19, NI07, R

GVP24,

SRLR14, ZZY

+

17, ZD21, ZA

CS09, HL

W15,

TM11, ZSY

+

14]. Ev olutionary

[BPM21, BP22, CS15, GZFT15, GSC

+

18,

GK08, HC18, HHYH07, HTLL12, HL

W15,

HRdR09, K CD

+

12, KTLM15, LCWZ13,

LSY

+

20, L

T07, MG19, NLGG12, QZL

+

22,

SDS18, TW G

+

12, TBRS11, WDH08,

WLC11, XZG

+

18, YWK

+

07, YHZ

+

19,

ZZS18, DPL

+

14, Mat15]. Ev olv ed

[AD12, HF07, LSMF08]. Ev oMD [WLC11].

Exact [CW11, CHNW20, CMQ

+

16,

GRS

+

13, HBM19, KB19, MS11, NT24,

R W07, TED

+

12, W u10, ZS19, ZW13,

ABH

+

14, T an14, YHV

+

15]. Examination

[NTL

+

22]. Examining [GAJ

+

18].

Example [DSZ

+

06, OLZ11]. Examples

[CZW

+

18, KK08]. Exc hange [BPM21].

Excisions [SS06a]. Excitation [MBF

+

13].

Exclusiv e [SPW20]. Exemplar

[BVD

+

07, BJ13, QSJ

+

20, ZW13].

Exhaustiv e [WWM

+

24, Qiu14]. Existence

[Son06]. Existing [PF

GDCRM22].

Exo cytosis [SD A

+

06]. Exome

[TWW

+

20, TWW

+

20]. Exons

[SSS20b, WS12]. exp2GO [DLA

+

23].

Expanded [mHB13]. Expanding

[PBV

+

20]. Expansion

[NSC17, XLL19, ZZKW18]. Exp ectation

[MB16, WSL

+

24]. Exp ected [P ol11, Vis18].

Exp ectile [L

TLL23]. Exp eriences

[MCHT17]. Exp erimen tal

[AHT

+

18, GK08, MDD18, NSAH19,

VDS

+

20, YFY

+

22, D

YD15]. Exp erimen ts

[BDS12, BSST08, IV

A11, IY

A12, MGS17,

MDM13, NFM

+

12, OMAdG

+

12, SVZ09,

SC11, THH

+

19]. Exp ert

[A TO22, GRD

V14]. Exp erts [W

CMZ15].

Explainable [CNO

+

23, ZYJ

+

23].

Explained [AHT

+

18]. Explaining

[NQNT23, TGP

+

15]. Explicit [ZMT13].

Exploitation [WWM

+

24]. Exploiting

[ASP20, AL12, CHL

+

12, HXXJ18, KDS

+

20,

NSNN12]. Exploration

[L TwG

+

11, R TPM

+

19, WRH

+

09, ZLZ

+

24].

Explorations [mHB13]. Exploratory

[BLR08, Mah10, ZWHC19]. Explore

[BKK

G19, YDM

+

08]. Exploring

[BSST08, CLC

+

17, CGC24, CRK

+

19,

DHC12, GTTR

+

17, HJD24, JBP08,

KNS

+

05, KAS21, SLGK17, TYL

+

16,

USMS19, VRJ

+

10, YCL

+

24]. Exp onen tial

[WFY

+

19]. Exp onen tial-F amily

[WFY

+

19]. Expressed

[AAP06, EAS12, GXL24, LLCC21, LX G

+

16,

L W G

+

18, PS19, SDTK19, WS12].

Expression

[AM22a, A

CWW05, A

CWW07, BGS

+

12,

BDP11, BHMA06, BLP

+

12, BHS21, Bon07,

CCCY20, CHWY19, CMMZ20, CBK20,

CWZ08, CKL

+

23, CGC24, DZH16,

DCHW17, DLA

+

23, D

WSB11, GZG17,

GTX

+

23, GMSD11, GZR

+

18, GDM18,

GJZH17, GBJ08, HBH12, HRA GS

+

23,

HHYH07, HMW

+

12, HC16, HTLL12,

HWY

+

23, JCF13, JS23b, KBND19, K

G12,

K CCC15, K

CP18, KKK19, KK12, KKP

+

21,

KMG

+

05, LEAK11, L TM

+

12, L TM

+

13,

LBM

+

18, LRM08, LLH23, LJK

+

12, LLHF15,

LPH

+

21, L TT

+

22, L

W19b, L YY

+

19, LLL15,

LLA19, LGYW21, MTSCO10, MP22,

MSH

+

11, MSS19a, MB20, MWZ

+

20, MW21,

MWLS18, NPK

+

07,

¨

OBT21, PI09, PYL

+

21,

P AA G07, RdlCGW09, R WH

+

10, RMS15,

SBO A23, SMK22, SCSS05, SSP

+

05, SIM12,

SDCW11, SKD

+

07, SPW22, SGK12,

SPL

+

23, STHM

+

24, TZH07, TK05,

TWZW16, TO

YHZ19, UC10, UKV18,

WZA07, WLL

+

09, WW22, WRH

+

09, WP08,

XHQ

+

18, XLL

+

20, XA

W07, X O YHZ18,

YWW20, YLC

+

23, YLXJ04, YNBM05].

Expression [YL Y

+

12, YP13, YL W

+

24,

YCCM12, YOKI09, ZZKW18, ZMT13,

ZHSS07, ZWSX12, ZXLZ18a, ZXLZ18b,

ZXZ20, ZZLH23, ZWY

+

10, dCAR11,

vBdRD

+

11, BMM14, FN14, JR14, KSM14,

LXZ

+

15, PJN

+

14, RHK14, YCY

+

14].

Expressions [ARM

+

19, BRF17, BIBD21,

SSK

+

20, W

CX07, WLHY19]. Expressivit y

[FMRS18]. Extend [CLH

+

15]. Extended

[CPR

C24, KFHK14, dSR CT

+

11, WLL

+

09,

YXZD21]. Extended-Sequence

[dSR CT

+

11]. Extending

[A T A

+

17, ARS17, FM13]. Extensible

[A CP10]. Extension

[LLH

+

17, L TL

+

19, MQOH21, STB

+

19].

Extensions [GG11]. Extensiv e

[FFT16, NTL

+

22, MG14]. External

[KSP22]. Extra [W CX

+

22]. Extract

[FW20, JY21, DPL

+

14]. Extracted

[ASP20, AD12, MSJP19]. Extracting

[AMGC16, GBJ08, HC17, LLQ

+

16, LLQ20,

MTR

+

22, NZR11, NAHT

+

20, RSG18,

SYM

+

10, XYZ19]. Extraction

[BLR15, CBZ18, DL

T10, DDZ

+

21, DZW24,

DPS

+

13, DP A

+

17, GBTW16, GZWD23,

HL V

+

10, HVD18, LK11, MCC16, SYM

+

10,

XTL12c, YSC13, YRL

+

20, ZL Y

+

12,

ZZY

+

22, ZFZL22, ZYN

+

19, T AL

+

15].

Extreme

[D YZC22, LSY

+

20, MGSP22, ZHSS07].

Ey elid [JWW

+

24]. Ey es [WHW21].

F acilitate [GJZH17]. F actoid [BYZ

+

23].

F actor [CRP12, K CY

+

24, LPH18, MMS24,

PIPC18, WPL15, YLBX21, ZSH21,

ZXW

+

23, ZS18, LLRZ15]. F actor-Based

[YLBX21]. F actored [ASP20, P AL

+

12].

F actorisation [YSBB22]. F actorization

[DLO

+

23, EZW

+

17, GWW

+

22, JK

C23,

JHX17, JZZQ19, KKPP22, L

W17, LX21,

L W G

+

18, L WL

+

20, L WZ

+

21c, LJN

+

23,

MHHJ20, PCCM22, RM18, STHM

+

24,

WLG

+

16, WHF

+

20, WXY

+

23, XZG

+

23,

YHCS19, YWF

+

20, ZWXL20]. F actorizing

[HWM22]. F actors [BPP

+

13, LX21, ZJ23].

F AD [YZG

+

19]. F airness [SAS

+

23]. F alse

[ANR11, GCB

+

18, HZTP12, SS04, Y

AB13,

CWDS15]. F amilies

[DR16, Ros13, TRBK08, WWL19]. F amily

[CSS11, GzS11, HZL

+

20, P

A22, R

GI13,

WFY

+

19]. F amily-Based [R

GI13].

F amily-Wise [HZL

+

20]. F ast

[A TX21, ADPH11, BCS11, BM12, BBH12,

CBFB12, CW11, CA14, DBR07, DS21,

D WSB11, FVP

+

20, FSB

+

11, GZG17, GK19,

GD22, GA

GM11, LHL

+

19a, LLK

+

21, MW16,

OG11, OP11, PNA20, PVB

+

12, RMV12,

RSJK13, Shi10, SBY12, STHM

+

24, TGLP16,

WYY

+

13, WLCP11, WL19, WXS

+

19,

XW C15, YXYC13, ZCG

+

18, ZLG

+

21, ZS19,

ZL15, dAc17, GJY

+

14, ZLLS17].

F ast-Adaptiv e [ZCG

+

18]. F ast-Kno wn

[SBY12]. F aStaNMF [STHM

+

24]. F aster

[BAK06, CW07, CHNW20, HC16, SN12,

SB09, WS21]. F astEtc h [GK19]. F

ASTQ

[Ho w13, GDM12]. F astR [ZHEB05]. F atal

[CDBR21]. F atigue [WHW21]. F ault

[BBN18]. F aults [CCN22]. F

C [YWW

+

18].

FEAST [HB11]. F eature

[A WW18, AMHH16, AA

T20, BM17, BMSZ22,

BB24, BHP19, CXY

+

23, CZ20, CW

CJ21,

DPS

+

13, DM22, DP A

+

17, FLHG24, FDZ

+

24,

GZG17, GCB

+

18, GZWD23, HZZY16,

HLL

+

18a, HBC

+

11, HDS

+

18, HLGS21,

HLX

+

21, K CD

+

12, KWP

+

23, L TM

+

12,

LHL Y11, LSY

+

20, L YZ

+

24, LJL

+

15,

LLZ

+

20a, LZX

+

19, LZX20, LPH

+

13,

LHH19, L TW

+

22, LLZ

+

22, MP22, MLFM22,

MCHT17, NO09, PGHT12, PWY

+

21,

PLD

+

23, PBhL

+

11, QZLL24, RSK23,

SLX

+

18, SIM12, SDH20a, SGP

+

20, SZLL11,

TZ16, TRKR

C13, WZA07, WYHZ20,

W CL Y20, WZS

+

22, W

CDM23, WZJS23,

WXS

+

19, XZL

+

24, XZX

+

24, YSC13, YM11,

YZG

+

19, YXS16, YH13, YZS

+

24, ZHL

+

24,

ZWSX12, ZLPW16, ZwGC17, ZZZW19,

ZWM

+

20, ZYJ

+

23, ZLZZ23, ZWY

+

10,

ZCWW19, dSPFF21, BCLC15, GMCB14,

HRHP16, LZGZ14, WFD15].

F eature-based [ZWM

+

20].

F eature-In tegrated [LZX

+

19].

F eature-Sensitiv e [WZS

+

22]. F eatured

[CL W13]. F eatures

[AD12, AHK

+

21, BYZ

+

18, BOSF24, BS10a,

CZCL23, CZL

+

22, CHW

+

18, FL

W12, FW20,

HC17, HLZ

+

17, JY21, KTLM15, KKPP22,

KAHK

+

10, LLC

+

24, LLX

+

16, LHZ

+

19,

LZQ

+

20, NBGL19, QZL

+

22, QW C

+

16,

SKS22, SPL

+

23, TZWZ23, VF09, WB11,

ZZCY10, ZKW19, ZMKL22, ZZD

Y13,

dSPFF21, DPL

+

14, GJPSV14]. F ederated

[LX C

+

24, MYLS24, SAM

+

19, SAS

+

23].

F eedbac k [BSV10]. F eedbac ks [LCH19].

F eedforw ard [BHS21]. F ew

[CJH

+

21, GM22, LCTW24, TGP

+

15,

W CX07, WLL

+

24]. F ew-Shot

[CJH

+

21, LCTW24, WLL

+

24]. F

GFICA

[CZCL23]. FHAST [FVLN15]. fib ers

[SXL

+

14]. Fibrosis [HEE

+

18]. Field

[WWL

+

17]. Fields

[RXAH

+

23, ZHE19, DGR

C15, GGZZ14].

Fifth [MVVR20]. Filamen ts

[CMC

+

12, BLR15]. Files [GDM12]. Filling

[JZSZ12, LJZZ13, LHH19, L WS

+

20,

MJZY22, ST19]. Filter

[FLAM15, HKT

+

18, JSS

+

18, L TM

+

12,

LH10, LHQ

+

18, MNND13, HPH

+

15].

Filtering [GMAS22, JZL

+

24, KAP

+

12,

LX21, MJPP20, SP11, WLL

+

09, XSL

+

21,

YLZW21, ZLH

+

20, pD20, HPH

+

15, SB16].

Filters

[BHHMCL16, SBY12, WZJH12, XLZ

+

15].

Filtration

[GBSB21, KNR05, TC16, LMZ14]. Final

[Gus09a]. Find [ZSZ

+

22]. Finder [CXS15].

Finding

[AAP06, AKMT12, A

TX21, BvBF

+

11,

BLS12, CMR19, DT11, G

´

AVRRL15, HLH11,

HKM

+

18, IV

A11, KVX12, LLR

+

23,

hLMBJ11, LHL

+

19b, MIC

+

07, MDMR

+

22,

NYOL15, PG06, PR

U11, RHH16, RSJK13,

SPW22, VSKJ11, WL11, W an12, W

CMZ15,

X CR21, ZSC

+

10, SSKH15]. Findings

[WW C18]. Fine

[DSHM08, YWL

+

24, ZWcF17].

Fine-Grained [YWL

+

24, ZWcF17].

Fine-Scale [DSHM08]. Fingerprin t

[KKI20]. Fingerprin ting [LZ18a, dAc17].

Fingerprin ts [KAS21, ST23]. Finite

[FZWS17, JKNE21, EES14]. Finite-Set

[JKNE21]. Finite-Time [FZWS17].

Firew orks [ZZZC17, ZLJT17]. First

[Tho16]. Fish [L

YW20, WWF

+

21]. Fisher

[NT24]. Fitted [KSL

W23]. Fitting

[FKLS07, SHUP19, TSMMG

+

13, SXL

+

14].

Fiv e [Gus09a]. Fiv e-Y ear [Gus09a]. Fixed

[BS11, BS07, GB10, PK13, ABH

+

14, CV14].

Fixed-P arameter [BS07, GB10].

fixed-resolution [CV14]. flagellin

[MZS

+

16]. Flank ed [LJZ

+

24]. Flat

[ZBFK10, BLR15]. Fla vivirus [RAA20].

Flex [FMD18]. Flexible [ARP

+

16, BW

C17,

BA O

+

23, FSB

+

11, FMD18, JGBR15,

JZZQ19, LSL

+

22a, LSB

+

11, MTNH17,

OLS

+

13, PFJ

+

19, Shi10, YDM

+

08, HM15].

Flip [CEFBS06]. Flo w

[FJJ11, MT12b, MT12a, PN17, RZMT15,

SK19, WTM23, YXYC13, ZMT13, ZMST18,

ZWL

+

12, Qiu14, ZMT14]. Flo w er [AKS20].

Flo w er-Shap ed [AKS20]. FLR [MS21].

Fluctuations [JL

W17]. FluPMT

[CLXL24]. Flux

[MGS17, UAH16, YWK

+

07, DB14]. Fluxes

[vBdRD

+

11]. FlyIT [LL

YS21]. FM

[CMSE

+

15]. FM-Index [CMSE

+

15].

FMGNN [TZWZ23]. FMN [LN21].

fmpRPMF [LZ18a]. fMRI [RKZ16].

FNphasing [YXYC13]. F o cal [SSD

+

16].

F o cus [WH11]. F o cusALL [SSD

+

16].

F o cusing [BTYC13, SW17, JR14]. F og

[SRM

+

24]. F old [LCGW19, QZL

+

22,

QZLL24, Xu05, ZWHH21, DPL

+

14].

F olding [CHC

+

21, JBP08, LZZ

+

16,

TYDZ23, WLG

+

21, K

GK14, SHS15]. F o ot

[QQD

+

21]. F o ot-and-Mouth [QQD

+

21].

F oraging [NL W

+

18]. F orce [DZ11, LLA19].

F orecasting [BV

CD24]. F orest

[CSK

+

11, GC22, ISK18, MGXS15,

W GW

+

24, YYX

+

21, ZLZ

+

19, YLH

+

15].

F orests [Mos07, PGHT12]. F orm

[LHH19, MS10]. F ormal

[DKY21, TWZW16, K

G15]. F ormalism

[FM13, VBG

+

18]. F ormat

[BBH12, PR18, YWW

+

18]. formation

[BM15]. F ormator [JZF

+

21]. F orming

[AA G

+

18]. F orm ula [CP13]. F orm ulas

[ZGC

+

05]. F orm ulation [CLH13, MKS

+

17].

F orm ulations [MS11]. F orm ylation

[JZF

+

21]. F ossils [YF23]. F oulds

[CLR

V09a, CBFB12]. F our [TYDZ23].

F our-Russians [TYDZ23]. F ourier

[ZLLS17, BCS11, Mat09, MEOL14]. FPGA

[CWLZ14, FVLN15, GD WK

+

15, GMAS22,

HG16, MPP

+

20, PGF18]. FPGA-Based

[FVLN15, CWLZ14]. FPGAs [AKLJ17].

F ractal [BMH

+

16, HLDZ17, YTLL15].

F ractionation [ZZI

+

21]. F ragmen t

[MW20, ZGC

+

05]. F ragmen tation

[CLZ

+

18]. F ragmen ts [JL10]. F rame

[CLL

+

24, RLRH18]. F ramew ork

[ANR11, AKA

+

22, BHHMCL16, BSLR05,

CMS12, gCLL

+

10, CL

YR23, CBZ18,

CHC

+

05, DT A

+

23, DMK22, DHC12,

DLL

+

24, ED15, FSNF21, GLL

+

18,

GYW

+

24, GLG10, HXXJ18, HYZ16,

JWW

+

24, KP12, KDRP24, LRE

+

22,

LHL Y11, L

W17, LB19, LSZ

+

23, LLL

+

21b,

LCTW24, LCSW18, MSZ19a, MTNH17,

MMG

+

22, MYLS24, MB23, NL W

+

24,

¨

OBT21, PCY

+

19, PZS

+

20, QR T

+

23, QL09,

RFFB

+

20, R

CBB19, RNAR

+

24, SC11,

TMLI19, TB23, WHXS17, XL

W20, XTO

+

24,

XHW

+

22, YL Y

+

12, YCY

+

13, YRL

+

20,

ZLF

+

21b, ZLF

+

21a, ZD12, ZW19, ZSZ

+

21,

ZBY

+

21, ZK16, ZFZ

+

20, ZYJ

+

23, ZLJT17,

BDBH15, DC15, Gu16, KD16, LAI

+

14,

VPB15, WLC

+

15, YCY

+

15]. frDriv er

[L WD

+

21]. F r ´ ec het [WZ13b]. F ree

[A CP22, ALR

+

13, ANR

+

23, BKA

V23,

CLZ

+

18, HF12, MS21, NA11, QZZ21b,

XSS17, YWW20, YH13, CV14, R

TWR15].

F requencies [GKPS11, DI15]. F requency

[CZ20, FF24, JRSS18, LCGW19, CL14,

MEOL14]. F requen t [MB16, SKD

A19].

F requen ted [CRK

+

19]. FRESCO

[WL13a]. F riendly [JZL

+

24, SJNS19]. FRL

[WZJS23]. F rog [HDS

+

18]. F ron tier

[P AL

+

12]. F ron ts [RM13]. F uel [T AI

+

19].

F ull [DL

T10, HL V

+

10, IGA18, KAHK

+

10,

LS10, QZL

+

22, ZOZ10]. F ull-T ext

[DL T10, HL V

+

10, KAHK

+

10, LS10].

F ulltext [DDZ

+

21]. F ully

[GZS12, ZXW

+

23]. F unction [BS10a, CC11,

DKY21, FB19, FW

A10, mHB13, JLwC11,

JM12, KAL

+

17, K

G12, KDRP24, LRE

+

22,

LBM

+

18, LLZ

+

13, LHDS18, RFFB

+

20,

RFBTD22, R

TD23, SZCX19, TDZ

+

24,

VTMG22, V al11, WYHD17, WLG

+

21,

WWL

+

23b, XW Q

+

24, YRD

+

13, YFWZ16,

YWF

+

20, ZD12, ZW G

+

21, TY

A15, WHZ14,

X G14, YRD

+

14a, YRD

+

14b, YRD

+

15].

F unctional

[BCY

+

22, CNM11, CHL

+

12, CM16, DSZ

+

06,

GT24, GL

W12, GPC

+

20, JL

YZ16, JZW

+

22,

Kar12a, KNS

+

05, KL11a, K CY

+

24, KKPP22,

KK12, LFK16, LLH

+

07, LHHL19, LKL

+

23,

L WD

+

21, MS17, MFS

+

15, MFF

+

18,

MBB

+

17, SKD

A19, SNK

+

22, T ah18,

TFTY23, WMK16, WLCP11, WWL19,

WLHY19, WWBZ19, YNN

+

18, ZD12,

ZZN15, ZZGL24, ZS19, DC15, JC15, LLL16a].

functionalit y [WL14]. F unctionally

[MP13, PB19, Y an22, SFH

+

14]. F unctions

[AM12, DT A

+

23, DLA

+

23, DM09, LSZ

+

23,

MSK C19, MPM11, PLCW17, RMV12,

T ah18, WP08, YSGZ20, ZZF

+

19, AM15].

F urious [LLK

+

21]. F usarium [KZW

+

18].

F used [A

CP22, DLL

+

24]. F using

[DPS22, NLGG12]. F usion [BB24,

CMMZ20, CLL

+

21, CGL

+

23b, CZCL23,

GTL

+

24, HLX

+

21, HTZ

+

23, JXN

+

16, KZ10,

LLC

+

24, LLZ

+

20a, LZW

+

23a, NNL

T22,

PL TG22, QW C

+

16, WZZ

+

22, W

CDM23,

WYS

+

24, W GW

+

24, WWT

+

20, XZL

+

24,

YM11, YZP

+

21, YYY

+

22, ZHL

+

24, ZHJ17,

ZZW

+

22, ZXJ

+

23, ZHD

+

21, ZYZ

+

23].

F uture [QZA

+

23, SXW

+

24]. F uzzy

[A GAS18, AF AA W

+

11, BMZM15, EBP24,

JXN

+

16, JGW

+

21, LHKL17, MP13,

NPD

+

17, NNM

+

12a, PKM06, SY09,

SKD

+

07, SBM15, TNQ08, YCCY20,

YCY

+

13, ZZP

+

21b, GRD

V14, HC14a,

YCY

+

15]. F uzzy-Adaptiv e-Subspace-

Iteration-Based [SY09]. FVS [GAH22].

FVS-Based [GAH22].

G [BA

O22, JCG

+

22, LBQ

+

13, MZLL22,

W CL Y20, WLG

+

21]. G-DipC [W CL Y20].

G-Quadruplexes [BA

O22]. G4detector

[BA O22]. GA [MWSM12]. Gab or

[MCCZC08]. Gab or-W a v elet [MCCZC08].

Gain [A

C12]. Gait [WFY21]. Galled

[CLR

V11, Son06]. Galled-T ree [Son06].

Game [LQV

+

13, MEOL14]. Game-Theory

[LQV

+

13]. GaMRed [MJPP20].

GaMRed-Adaptiv e [MJPP20]. GAN

[BB24, YCX

+

21]. Gap [LNR

+

09, L WS

+

20].

Gapp ed [CW

C04, CZ20, WS08].

GapReduce [L WS

+

20]. Gaps

[CO W20, GGP08, ST19]. Gastric

[HSZ

+

23, MBP

+

19]. Gate [Kar12b, LJ20].

Gated [SDH20b, ZJ23]. Gating

[JL W17, Qiu14]. Gaussian [BEQD19,

KDS

+

20, LLD

´

A21, NFM

+

12, RXAH

+

23,

YBGB10, ZFH

+

21, ZZLH23, ZC11]. GBM

[PL17]. GBM-Related [PL17]. GC

[RKDR10, TSM14, WLL

+

20]. GC-con ten t

[TSM14]. GC-con ten ts [WLL

+

20]. GCNA

[YLC

+

23]. GCNA-Cluster [YLC

+

23].

GCNPCA [LKD23]. GCNs [LL W

+

22].

GECC [RHK14]. GEF

A [NNL

T22]. gEFM

[UAH16]. Gelsius [AAF

+

13]. GenCo der

[SN24]. Gender [YCZ

+

18]. Gene

[AAKB22, AJD

+

12, ASP20, AMGC16,

AKNB07, ARK20, AM22a, A OSN

+

18,

ADR18, A

WW18, AKV16, AMHH16,

ABS17, A

CWW05, A

CWW07, APPG18,

BGHC20, BM17, BE08, BEW09, BS11,

BVS

+

22, BGS

+

12, BDP11, BHMA06,

BCL

+

13a, BA18, BHS21, Bon07, BLR08,

BIBD21, CCCY20, CDB

+

16, CD

W12,

CHWY19, CMMZ20, Che10, CM16, CPM18,

CWZ08, CKL

+

23, CGC24, CHZ

+

21, DL

T10,

DGH

+

06, DRS12, DZH16, DCHW17,

DLA

+

23, D

YZC22, DKDD10, DHC12,

DBK18, DSCM20, DPS22, EAS13, EBP24,

ED15, FWXZ19, FKB19, FLAM15, GZG17,

GTX

+

23, GMSD11, GDM18, GE15, GE18,

GSC17, GHL05, HL16, HYW

+

17, HBH12,

HXXJ18, HRA GS

+

23, HHYH07, HMW

+

12,

HWK14, HL Y

+

16, HC16, HC07, HF12,

HTLL12, HWY

+

23, INT11, IGM

+

07,

IQA18, IBN19, IL18, JCF13, JZS

+

18, JS23b,

KBNHD18, KBND19, KSN

+

12, KN05,

KP12, KSP22, K

G12, K

CCC15, K

CP18].

Gene [KKK19, KB17, KB19, KK12,

KKP

+

21, LCEMO18, LEAK11, L TM

+

12,

L TM

+

13, LSM

+

21, LBM

+

18, LRM08,

LLH23, LH10, LJK

+

12, LLHF15, LCZN16,

L W17, LDM18, LB19, LPH

+

21, L

WXX22,

LDZL23, LZH18, LJL

+

14, LX21, LNC

+

05,

LHDS18, L

W19b, L YY

+

19, LLK

+

21,

LD YZ22, LZS23, LLL15, LLA19, LGYW21,

LL T

+

19, LHY

+

11, LCC

+

11, L TR W19,

MNR09, MLZ

+

24, MTSCO10, MSS19a,

MSJP19, MB20, MPP

+

20, MT11, MWZ

+

20,

MNLF

+

22, MZL15, MPM11, MDD18, MB23,

MW21, MBF

+

11, MSG18, MG19, NR

V09,

NPK

+

07, NGZ

+

22, NI07, NSNN12,

OHK

+

21,

¨

OBT21, PGHT12, PLH22, PI09,

P A22, PYL

+

21, PCD

+

23, PBV

+

20,

PCDP18, PG06, P AA G07, PKM06, PKA20,

QD12, RM13, R

C11, RdlCGW09,

RXAH

+

23, RMV12, RR

TB12, R WH

+

10,

RMS15, SBO

A23, SSS

+

11, SSK

+

20, SMK22,

SCSS05, SMRP15, SSP

+

05, STO06, SIM12,

SDCW11, SV16, STB

+

19, SP

A17, SKD

+

07,

SPW22, SZGZ21, SW09, SGK12, SPL

+

23].

Gene [STHM

+

24, TIA

+

11, T

AAP11,

TZH07, TGGF10, TFTY23, THL11, TK05,

TWZW16, TO

YHZ19, UC10, UKV18, V al11,

VRK12, VRJ

+

10, VF09, WZA07, WLL

+

09,

WL11, WKLL12, WLG

+

16, WLCX18,

WWL19, WLHY19, WW22, WDL

+

22,

WRH

+

09, WP08, WW

C18, XHQ

+

18,

XW Q

+

24, XA

W07, X O YHZ18, XLP

+

21,

XYLL23, YLC20, YWW20, YLC

+

23,

YLXJ04, YNBM05, YHB12, YL Y

+

12,

YWF

+

20, YL W

+

24, YCCM12, YGY

+

19,

YNN

+

18, YOKI09, ZZKW18, ZLZ06,

ZHSS07, Zha11, ZWSX12, ZZN15, ZLH

+

17,

ZXLZ18a, ZXLZ18b, ZZS18, ZWHC19,

ZXZ20, ZSZ

+

21, ZCL22, ZYX

+

23, ZZLH23,

ZLD

+

24, ZGW

+

24, ZA

CS09, ZWY

+

10,

ZD X

+

24, ZKLZ24, dCAR11, vBdRD

+

11,

BM14, CZWT15, CM15, D

YD15, DR14,

FN14, HZZT14, JR14, JC15, LXZ

+

15,

LLH

+

14, MM14a, MM14b, PJN

+

14, RHK14,

RHH16, WL

Y14, WD X

+

15, XLC

+

15,

YCY

+

14, ZZ14]. Gene-Duplication

[BE08, BEW09, BS11]. gene-en vironmen t

[LLH

+

14]. Gene-Expression

[CCCY20, UKV18]. Gene-Gene [ASP20].

Gene-Mediated [L

WXX22].

Gene-Mo dule [MB20]. Gene-Sp ecies

[MSG18]. Gene-Sp ecific [SZGZ21].

Gene-T eam [WKLL12]. Gene-to-Class

[HYW

+

17]. Gene-to-Gene

[GHL05, LNC

+

05]. Gene/Protein [ED15].

Genecast [GTTR

+

17]. GeneChip

[MSH

+

11]. GeneChips [LUdSCH10].

GeneNetFinder2 [HL16]. GeneOnEarth

[TSMMG

+

13]. General [AHK

+

21,

BCY

+

22, SC11, WKLL12, W an12, YP13].

Generalizable [YZL

+

22, T AL

+

15].

Generalizations [CLR

V09a]. Generalized

[AA T20, BBN19, BSLR05, HHSC13, JMA17,

ZA CS09, ZAZ11, FN14]. Generalizing

[MB23]. Generate [YLCC13]. Generated

[ZZS18]. Generating [GL

YZ21, PCGS05].

Generation

[BBN18, FS13b, K CD

+

12, KMS

+

21, AKD17,

LHL Y11, LL22, PNP

+

18, PSC20, WPL15,

YSC13, YWW

+

18, CWLZ14, KD16].

Generativ e [MYLS24, XWP

+

24, YLS23,

ZDL12, ZZD

W13]. Generator [HLG10].

Generators [ZWZS16]. Generic [BVN

+

11].

Genes [AAF

+

13, AAP06, BGHC20, BRF17,

BSS

+

22, CZF

+

05, CHN

+

18, DZH16, DG19,

EAS12, EFLA08, FFT16, GRK23, GXL24,

HAH13, JZZQ19, K

CP18, KM20, LFK16,

L TM

+

13, LLX

+

11, LGW20, LDZL23,

LLCC21, LZX

+

19, LX G

+

16, L W G

+

18, MP13,

MS17, MMH15, MB23, MTR

+

22, PS19,

PWT10, PL17, PZH20, R YK

+

19, SSS

+

11,

SBW15, SRM18, SBDD21, SPW20, SDTK19,

TFTY23, TZY11, WS12, W

CX07, W

GP11,

WZC

+

21, XPH12, XZS

+

21, YFY

+

22,

YL W

+

24, ZLLZ17, ZLH

+

20, ZOZ10,

dSPFF21, CBN15, DI15, KSM14, KK C

+

14,

L WM14, MFS

+

15, SKK14, T ah14, WFD15].

GENESHIFT [L TM

+

13]. Genetic

[A GAS18, BMK11, BvdGK

+

11, CSW11,

CL15, CAN

+

08, DSHM08, DM22, FZWS17,

FF24, GPZ20, GZFT15, Gos11, GJZH17,

GTL

+

24, HYR

+

19, HCLS11, JSA08,

JSS

+

18, JZS

+

18, KSMT19, KB20, KN05,

LL11, LLZC12, L

TLL23, L

WZ12, LGYW21,

MTNH17, MLFM22, MIC

+

07, MDH11,

MWSM12, MVW

+

13, NJMF19,

OMAdG

+

12, PB12a, PI09, PWY

+

21,

RKDR11, Sen19, SWSA21, SVE21, Tho16,

TSMMG

+

13, TED

+

12, TBRS13, VMZM17,

VKS17, VBG

+

18, WFY

+

19, W A G19,

W CL11, XWF07, YCYC12, YLCC13,

Y AB13, YLZW21, ZLH12, ZWZ16, ZZGL24,

ZSD08, dJP08, ADT A Q16, CL14, HRHP16,

PV16, RHH16, TYL

+

16, WL

Y15, ZW

C15].

Genetics

[DL Y

+

21, SLH06b, YZS

+

24, ZFH

+

21].

Genome

[AKH

+

23, AP07, AJM18, ANT19, BGS

+

12,

BMM06, Bha23, BA O

+

23, CZF

+

05,

CHN

+

18, CCF

+

24, DGV

+

17, D

WSB11,

FL W12, FM13, FMA

+

20, FS13b, GZFT15,

GSK13, GJZH17, GZC

+

17, GCY

+

21,

HKS11, HWS

+

18, HBM19, KMSY20, Kim18,

KSL W23, LN17, L

W19a, LZW20, MSS

+

13a,

MP A15, NPK

+

07, NTL

+

22, PIPC18, PS11,

RZMC17, SKS

+

19, STHA15, SBDD21,

SSS13b, TGLP16, TIA

+

11, TGP

+

15, V al11,

VTGC16, WYY

+

13, W GL

+

21, WHZ14,

XLX

+

21, XHY

+

18, YFY

+

22, ZZCY10,

ZZS18, ZCL21, ZLZ20, ZAZ11, ESW14,

LHS16, SVM14, TYL

+

16, WLC

+

15].

Genome-Based [KSL

W23].

Genome-Guided [FS13b, TGP

+

15].

Genome-Scale

[CCF

+

24, D

WSB11, GJZH17, MP

A15].

Genome-Wide [BGS

+

12, DGV

+

17,

FL W12, GZC

+

17, KMSY20, L

W19a, LZW20,

NPK

+

07, NTL

+

22, PIPC18, SKS

+

19,

TIA

+

11, V al11, VTGC16, WYY

+

13,

ZZCY10, ZAZ11, WHZ14, TYL

+

16].

Genomes [BCF

+

07, DS21, GK19, HCMB18,

LHL

+

19b, LSL22b, MS10, NLHL17,

QLLX10, QTZ15, XZG15, YBGB10,

ZOMC24, ZHEB05, BS15, CA14, RB14].

GenomeT o ols [GSK13]. Genomic

[BBH

+

18, BKP

+

19, BOSF24, BKLS18,

CKM

+

17, CHL

+

12, CZCL23, CHW

+

18,

CBZ18, CRK

+

19, DHCW18, DMJ

+

18,

DBTB09, FM12, FLM

+

16, GRS

+

13, GC22,

HYL

+

20, HYC12, HCQ14, HL21, KPK

+

17,

L TX21, LL Y

+

23, MWL

+

12, MCC16,

OLS

+

13, PHX

+

08, PG18, PWT10, R CP

+

18,

R TPM

+

19, RH05, SN24, SHUP19,

WMW A12, ZZZW19, dSMDB17, GMCB14,

SSKH15, XL

WL15, ZMP

+

14].

genomic-range [SSKH15]. Genomics

[AN21, DN22, KNS

+

05, PR18, R CM

+

19,

SNK

+

22, SPD24, WHF

+

20, WKSP21,

YNN

+

18, CW22]. GenoPri’16 [AJM18].

GenoPri’17 [ANT19]. Genot yp e

[CCE19, DLM12, GMP08, MM24, MRB

+

24,

PVB

+

12, YLCC13, ZPW

+

19].

Genot yp e-Phenot yp e [ZPW

+

19].

Genot yp es [HYL

+

20]. Genot ypic

[HXXJ18]. Genot yping

[Che16, QBPEL12, YCYC12]. GenSeq

[W GL

+

21]. GENSIPS [HCQ14]. Gen us

[AM22b]. Geo desic [BPV

+

11, OP11].

geo desics [Ny e14]. Geographical

[DZMB22]. Geometric

[DM09, FSDR16, BCLC15]. Geometrically

[KL19]. Geometry [LLES18]. Germ

[AAB22]. GeRNAMo [MIC

+

07]. GER WR

[ZJZ

+

24]. GEVD [TDD14]. Gibbs [AM19].

Gibbs/MCMC [AM19]. GIFDTI

[ZDZ

+

23]. Gillespie [BU17]. Giv e

[BCVS19]. Giv en [WMS09]. GIW

[ESW14, Kim18, STHA15, ZLZ20].

GIW/InCoB [Kim18]. GIW/ISCB

[STHA15]. GIW/ISCB-Asia [STHA15].

GLAlign [MGC19]. GLassonet [LZS23].

GLBIO [MJ18]. Gleason [XPH20].

Glioblastoma [CHW

+

18, ZLPW16].

Glioma [TB23]. Global

[ARP

+

16, DBN18, ECK16, FZM15,

GPMH16, HSS18, HOS

+

12a, HOS

+

12b,

HGM18, LLC

+

24, LLL

+

21a, MQOH21,

ST23, Tsa12, W

QY18, WL

WJ22, ZKW19,

ZDZ

+

23, ZYF

+

18, XXM

+

16]. Global-Lo cal

[ST23]. Globally [ZWZ16]. Glob e

[TSMMG

+

13]. GLProbs [YlCW

+

15].

Glucose [R T A

+

16]. Glucose-Binding

[R T A

+

16]. Glucuronidase [HRA GS

+

23].

Glutamate [KAL

+

17]. Glutarylation

[NZM22]. Glycan

[BKR11, SLL

+

19, DST

+

15b]. Glycans

[KSS15]. Glycogenolysis [PPM

+

13].

Glycolysis [PPM

+

13]. Glycolytic

[BSR

+

21]. GMM [ZYW17]. GO

[CXS15, LBM

+

18, LSZ

+

23, MMBC22,

SSP

+

05, SLS

+

14, YKWK18, YFWZ18,

ZXZ20, ZWL

+

23]. GO-Similarit y

[MMBC22]. GOGCN [TFTY23]. GP

[VBG

+

18]. GPCR [WWL

+

17]. GPCRs

[CSS11]. GPD [SHJL10]. GPU

[BBH12, CCL

+

24, CO

W20, CMSE

+

15,

CZX19, CCN22, GD WK

+

15, JZL

+

24,

LFF18, LHG

+

16, NSZK15, SYL19, WW

C18,

[R CP

+

18]. i6mA [FLHG24]. IAS

[YKWK18]. ICD [HXXJ18, LFZ

+

19].

ICD-9 [LFZ

+

19]. ICGA [SSS

+

11].

ICGA-PSO-ELM [SSS

+

11]. ICIC

[HBG16, HBG20, HBG21, HHA22, HBG17,

HBG18, HBG19]. ID [Jam15].

Iden tifiabilit y [AR09, APRS11, Wig15].

Iden tifiable [PW21]. Iden tification

[ALQ17, A

GGM11, AN21, BBN19, BGHC20,

BVS

+

22, Bha23, CWZW15, CF

OS06,

CYJ

+

19, CD

W12, CMQ

+

16, DMD13,

D ABV17, EAS12, FLHG24, FJJ11, GGJ

+

06,

GRK23, HYY11, HC18, HC19, HZL

+

20,

HHYH07, HC13, JXN

+

16, JRN

+

18,

K CCC15, KKPP22, KSK

+

18, LLNW17,

LZ18a, LHHL19, LMZ

+

20, LPH

+

21,

L WL

+

21, LLX

+

23, LZZ24a, LL

T10,

LMZL17, LSL22b, LLX

+

24, L WD

+

21,

MRB12, MMC

+

23, MTSCO10, MP22, MS17,

MSB19, MCCZC08, MM24, NR

V22, NZM22,

NWW19, Ozy12, PB19, PS19, PM20,

PWZW15, RBB

+

19, R T A

+

16, R

TC23,

R YK

+

19, SSS20b, SSP

+

17, SFH

+

14, SBY12,

SLL

+

19, SRXZ24, TGK13, THL11, W

GP11,

WL WP12, WZJS23, WL

W23b, W

CMB19,

WDS

+

12, XL

WL15, XZL

+

24, XZX

+

24,

YMW

+

12, YFYW23, YZG

+

24, YF

CM17,

YCZ

+

18, ZLC

+

21, ZYX

+

23, ZOZ10,

ZZD Y13, ZD X

+

24, GM14, WLG

+

14].

Iden tifies [LLCC21]. Iden tify

[AHK

+

21, HHSC13, KM20, L

YW20,

LX G

+

16, LHC18, MMH15, NHH

+

17,

TWZW16, W CY

+

24, XL

W20, Y an22,

YL W

+

24, ZZP

+

21a, KK C

+

14, SQZA14].

Iden tifying

[BRS18, BCC

+

23, CCCY20, CSK

+

11,

CGZ15, CWP

+

23, CZQD24, CZW

+

18,

DCHW17, DG19, DKS

+

15, FSNF21,

FWW

+

22, GGZZ14, GXL24, HYR

+

19,

HXXJ18, HSZ

+

23, IMA13, JWZ

+

20,

JZW

+

22, KSN

+

12, L

W18, LZL

+

20, LZX

+

19,

LL TC19, LQW

+

23, LP15, L W G

+

18, LLK

+

21,

LZS23, MSQ18, MM14b, NLGG12, PRP21,

PCL

+

22, PL17, PN17, QLZ16, RKZ16,

SAE

+

20, SDN

+

11, SDP

+

21, SBW15, SPW20,

SPW22, UWLH15, WDL

+

22, XLL

+

20,

X O YHZ18, Y

AB13, YLC

+

23, YNW

C07,

ZLF

+

21a, ZW19, ZCL21, ZJ23, ZJZ

+

24,

ZMKL22, ZSZ23, ZZD

W13, ZD

YH17,

ZLZW22, BMM14, LL W

+

15, PW C

+

15].

Iden tit y [NGY

+

16]. Idf [RFBTD22]. IEEE

[HCQ14, Ano12b, Ano13e, Gus04b, Tit16].

IEEE/A

CM [Ano12b, Gus04b, Tit16]. IEF

[KBBD

+

17]. IEF-LC [KBBD

+

17].

IEF-LC/MS [KBBD

+

17]. IFN [ZZ13].

IGPRED [GA23]. IGPRED-MultiT ask

[GA23]. I I [CLR

V09b, EMDH11, FL W

+

14,

KJ05, LJC

+

22, Zha11]. I I.5

[Ano09c, gCLL

+

10, CLM10, LS10, LMK

+

10,

RSK

+

10]. I IoT [SRM

+

24]. IL- [LCH19].

ILDMSF [CLL

+

21]. Illicit [ZSZ

+

22]. ILP

[BCVS19, HWS

+

18, KH14, WHBM15].

ILP-Based [BCVS19]. ILP/SMT [KH14].

ILP/SMT-based [KH14]. Image

[CXY

+

23, CSW

+

23, DCW

+

24, DZD

+

23,

DQZ

+

23, JGW

+

21, JS23b, KHI

+

21, L

YK07,

LLK

+

22, LL

YS21, LCTW24, MCD

+

11,

MCR C17, NU06, RRD

+

23, R GZ

+

23,

W CDM23, WYF

+

23, W

QLL23, WLL

+

24,

XZG15, XLZW22, XWP

+

24, YCZ

+

18,

ZLB24]. Image-Based [MCD

+

11].

Image-to-Image [WYF

+

23]. Images

[A CJ24, ALR

+

13, BRZ

+

17, BB24,

BdOS

+

18, CSQ

+

22, CYL

+

21, CZL

+

22,

DDS

+

17, FZM20, GKS

+

22, JWW

+

24,

L WW

+

21, LSW

+

23, LLMZ23, LX C

+

24,

LL Y

+

23, QZZ

+

21a, RHZ

+

24, R

V06, SKS22,

SYZ

+

13, SLX

+

18, SSD

+

16, SLCL22, SSF18,

TDZZ24, UBP

+

19, WKZ

+

24, XPH20,

ZHL

+

24, ZZH

+

24, ZHX

+

24, BLR15].

Imaging [BMT17, BWRF12, DHCW18,

DL Y

+

21, GTL

+

24, HTZ

+

23, IGA18,

LZW21, WHF

+

20, WWL

+

23a, YZS

+

24,

ZFH

+

21, ZHG20, TWZ

+

14]. Im balance

[SYKM17, WMW

+

21]. Im balanced

[BDD18, JLJC24, L

YK07, NZM22, OLZ11,

SAK

+

21, WSJ21, XXW

+

23, YN14].

Im b edded [ZC11]. IMCHGAN [L WL

+

22].

IMM [LHQ

+

18]. Imm une

[SJS19, SCU

+

24, YZL

+

22].

Imm une-Related [YZL

+

22]. Imm uno

[AM22b]. Imm uno-Informatics [AM22b].

Imm unoassa y [ZWL

+

12]. Imm unological

[IGA18]. Impact [KAL

+

17, LNR

+

09,

SWH

+

12, WLMW

+

11, MFS

+

15].

Impairmen t [YL

WS21, ZWS

+

18].

Implemen t [Gon13]. Implemen tation

[BKLS18, HG16, LZ18a, WHW21, CFIS

+

15,

ZLS

+

15]. Implications [QV17].

Imp ortance [FW

A10, MMS10]. Impro v e

[BIDS23, Bon07, MFF

+

18, PSN

+

15,

XZL

+

24, XLL

+

18, ZLPW16, ZWLZ21].

Impro v ed

[BN06, CW

C04, CW09b, Che16, CHH

+

22,

CW22, DLO

+

23, EBP24, GH08a, GSC

+

18,

GZXH21, HL16, HPL

+

13, HDS

+

18, HLH11,

ISK18, L WL

+

18, LZ18b, LJZZ13, LHKL17,

MGSP22, P ol13, RAA10, SFMS18, SLL

+

19,

T an14, TD Y

+

18, WL11, W CL Y20, WSJ21,

WZJS23, WLG

+

14, X

CR21, YLCC13, YF23,

ZCR

+

17, SB16, YN14, ZW

C15].

Impro v emen t [TW10]. Impro v emen ts

[GG11]. Impro v es [HRdR09, KL11a, DI15].

Impro ving [A

V17, AL W G18, BYW

+

23,

CWDS15, CWL12, DLA

+

23, D YL

+

23,

HYC12, Jam15, JBP08, JXN

+

16, LRE

+

22,

LLL

+

20, L WT

+

18, L

WM14, LHY

+

11, MG14,

RD24, Tsa12, VKS17, WSX11, XHW

+

22,

YMW

+

12, YF

CM17, ZWDR20, TY

A15].

Imputation [CCE19, DLG

+

24, MRB

+

24,

PVB

+

12, W CA

+

19, YPS11]. Imputed

[LX21]. Imputing [ZZ20]. In-Batc h

[ZBL

+

23]. In-F rame [RLRH18]. In-silico

[SYKS15]. In-Situ [GMAS22]. In-Vitro

[ZZW

+

22, ZSH21]. Inappro ximabilit y

[BJ13]. Inception [FSX19, LZY

+

22].

Inception-ResNet [LZY

+

22]. Include

[FM13]. Including [WHS04]. InCoB

[Kim18]. Incompatible [TM11, Wil09].

Incomplete [ED15, KBND19, MR10,

PVB

+

12, SM08, ZAZ11, YRD

+

14b, ZZ14].

Inconsisten t [JSA08]. Incorp orate

[MZLL22]. Incorp orating

[BRZ

+

17, HL Y

+

16, HHL

+

20, KB20, WP08,

YPS11, ZD12, WLG

+

14]. Incorp oration

[ED14, GSC

+

18]. Increase [TC13].

Increased [MJZY22]. Incremen t [FWY19].

Incremen tal [ZYW

+

21]. Indel

[ABO

+

23, WSB21, dSMDB17, LKW

+

19].

indels [BS15]. Indep endence

[GZG17, ZYX

+

23]. Indep enden t

[BCD

+

21, CKRS21, CZCL23, DSHM08,

FLAM15, L WZ

+

21b, QDZ

+

21, SREK19,

SDCW11, SVE21, PSK

+

15]. Index

[Ano04a, Ano05a, Ano06b, Ano08a, Ano09b,

Ano10b, BG13, CZX19, EMK18, LKK

+

23,

Tit13, Tit16, XTL12a, FN14, CMSE

+

15].

Index-Based [EMK18]. Indexed [dAc17].

Indexing [PFJ

+

19, SVM14]. Indicator

[CPM18]. Indices [WLA

+

13]. Indirect

[ASJ

+

07]. Indisp ensable [Zha18].

Individual [GGP08, HYL

+

20, MZ17, VF09,

XW C15, ZHZ

+

20, BLR15]. Individuals

[BZ08, MYCW12]. Induced

[SSDN12, SWX

+

19, TP18, W

QY18,

ZZY

+

22, GCC

+

14, SSML15, WL

Y15].

inducing [MMSH14]. Inductiv e

[BKK

G19, L WL

+

22, ZXJ

+

23]. Inequalities

[Mat09]. inequalit y [ZW

C15]. Infected

[PSA21]. Infection [YL W

+

24, ZJZ

+

24].

Infer [AM22a, CLH

+

15, QTZ15, SV16,

VBB18, ZS18]. Inference

[ARK20, ADR18, ABS17, BDS12, BGHM09,

BH06, CMMZ20, CAN

+

08, DMJ

+

18,

DZMB22, EAS13, EBP24, FHH

+

11, FF24,

GZFT15, GTX

+

23, GGM21, GZC

+

17,

GHL05, HL16, HYL

+

20, HL Y

+

16, ICL11,

LCWZ13, LHHL19, L

WZ12, MVW

+

13,

NM22, PSS09, PCDP18, PBJ12, QV17,

R C11, RXAH

+

23, Rho20, SN12, SLB

+

08,

TGM

+

21, TMLI19, TBGL10, WKE11,

WPL15, W u11, XWF07, YHY13, YF

CM17,

YGY

+

19, ZZKW18, Zha11, ZPW

+

19,

ZZCD19, ZLG

+

21, ZCT22, ZCL22, ZWDR20,

ZWD

+

17, vIJJ

+

20, DNR15, PRZ

+

14, ZZ14].

Inferen tial [SVZ09]. Inferring [CLL

+

21,

FWXZ19, FSD

+

11, ICZ

+

24, K CZ

+

15,

LBM

+

18, L

TP22, L

WXX22, LZHZ17,

LLL15, MSG18, NI07, NSNN12, PKRD12,

PNP

+

18, P AA G07, R

GVP24, SSS13b,

T ah18, TDZ

+

19, TO

YHZ19, WLCX18,

W GK16, XW16, XYLL23, ZHZ

+

20, ZSD08,

ZAZ

+

22, CZWT15, LAI

+

14]. Infinite

[BCVS19, W u10, ZMT13].

Infinite-Dimensional [ZMT13].

Inflammasome [LCH19]. Inflammatory

[W CMB19, ZZP

+

21a]. Influence

[FMRS18, RSCX18, STS21, T

AAP11].

Influen tial [A T A

+

17, BTYC13]. Influenza

[BPJ12, CLXL24, ZYF

+

18]. Informatics

[AM22b, HRA GS

+

23, Kim18, LZW21,

MZ17, STHA15, ZLZ20, ESW14, SPK19].

Information

[ABO

+

23, A

C12, AL12, BLR08, CL

YR23,

CKWY12, CAN

+

08, DDZ

+

21, DGH

+

06,

DMJ

+

18, DBK18, DSCM20, FPC20, GT24,

GKPS11, GBS11, HYW

+

17, HXXJ18, HC13,

HHL

+

20, HLG10, LLH

+

17, LDM18, LSY

+

20,

LZZ24a, LX G

+

16, LL W

+

22, MGL

+

12,

MP A15, NLGG12, NGZ

+

22, PVB

+

12,

PL TG22, RSG18, SMRP15, STY

+

23,

SWH

+

12, TZ16, TSIA24, VTMG22, VRK12,

WL07, WDL

+

17, XTL12c, XLL

+

18, XLL19,

XDZ

+

23, XYLL23, YCX

+

21, YHYY12,

YCCY20, YHZ

+

19, YLJY21, ZLF

+

21a,

ZL24, ZM12, ZXLZ18a, ZXLZ18b, ZXZ20,

ZSZ

+

21, ZXZ

+

21, ZXW

+

23, ZLD

+

24,

ZSD08, ZYJ

+

23, ZYZ

+

23, ZGB

+

12,

BDBH15, CA14, GZGX14, HRHP16,

MM14a, SLS

+

14, T AL

+

15, YLH

+

15].

Information-Theoretic

[GBS11, ZL24, ZSD08]. Informativ e

[LLC

+

13, LLZC12, LLRZ15, LLC

+

15].

Informed [MLFM22]. infrastructures

[MKARB16]. Inheritance [HWPE17].

Inhibition [SYKS15]. Inhibitor [JKNE21].

Inhibitors [AF AA W

+

11, KAS21, RAA20,

SDP

+

21, SB12, KPB14]. Initializing

[Mai09]. Initiation [MVW

+

13]. Initio

[HZZY16, MSS13b, WLG

+

21, SEC15,

FXZS22]. iNJclust [LAI

+

14]. Injection

[HC07, STY

+

23]. Inner [L TM

+

13].

inorganic [DKS

+

15]. Insert

[LLH

+

17, ZLS

+

21]. Insertion

[YXZD21, DI15]. Insertions

[QLLX10, HZZT14]. Insigh ts

[BOSF24, BIBD21]. Insp ection [MBP

+

19].

Inspired [BB11, GLL

+

18, LZW20, LLD

´

A21,

SSS20a, SMK

+

12, TNQ08, TS17, WWM

+

24,

ZD17, PV16]. Instabilit y [W

QY18].

Instance [EMDH11, HL Y

+

22, LJK

+

12,

RLR20, WZS

+

22, WHZ14]. Instances

[Lab06]. Instan taneous [ZYW17].

Instruction [XLZ

+

15]. In teger

[AFMS19, BH06, CLH13, CSSS16, ICZ

+

24,

SLB

+

08, W

CL11, YYG

+

21, YYLL22,

ZFZL22, ZAZ

+

22]. In tegral

[KSP22, ZW

C15]. In tegrated

[BMSZ22, CZW

+

23a, DS19, HXXJ18, Jam13,

LB19, LDZL23, LX C

+

24, LZX

+

19, LBL

+

10,

MZ17, PB19, R GB

+

21, SDCW11, TV11,

Tsa12, VF09, YDZ

+

22, ZW19, BHW

+

14,

DC15, MZL15, OF C

+

14, PSK

+

15].

In tegrating

[DHCW18, HZW

+

17, HLL

+

18a, HLG10,

L TM

+

13, LLQ

+

16, LJ20, LHL

+

19b, LQY

+

20,

L TR W19, LL Y

+

23, MHHJ20, MB20, NVL22,

PL17, RM18, R WH

+

10, SWL19, X O YHZ18,

YZP

+

21, YZG

+

24, YHZ

+

19, YLJY21,

ZLF

+

21a, ZZCD19, ZXZ20, ZY20, ZYYX23].

In tegration [CKWY12, GJZH17, Kar12b,

LBM

+

18, MSJP19, MCC16, STB

+

20,

TWZ

+

14, WHF

+

20, W O YL17, YFWZ16,

YGY

+

19, ZZN15, ZWD

+

17, Jam15].

In tegrativ e [BMSZ22, GXSZ17, KPK

+

17,

LLR

+

23, LLCZ15, MSZ19a, POJ

+

22,

UKV18, XDZ

+

23, ZL24, GMCB14, L YH

+

16,

TYL

+

16, PKM22]. In tegrit y [NFM

+

12].

In tel [MP

A15]. In telligence [A

CJ24,

Ano05b, CCL

+

24, GRD

+

21, GCJ

+

21, KP12,

LSL

+

22a, MMC

+

23, RRD

+

23, RZF07].

In telligence-Driv en [RRD

+

23].

In telligen t

[HHYH07, HBG16, HBG17, HBG18, HBG19,

HBG20, HBG21, HHA22, YXL

+

23,

YWW

+

24, YMT

+

14, ZLL21, SHK14].

In tensities [MSH

+

11]. In tensit y

[ALR

+

13, YHYY12]. In tensit y-Based

[ALR

+

13]. In ten tion [HXX21].

In ten tion-Beha vior [HXX21]. In ten tions

[W A G19]. In ter [CWLS15, GJSB23,

NAHT

+

20, YPL

+

23, ZLZ

+

24, ZXW

+

24].

In ter- [GJSB23]. In ter-Residue

[YPL

+

23, ZLZ

+

24]. In ter-Sen tence

[NAHT

+

20]. In ter-Sequence [CWLS15].

In teracting [L YL

+

17, LL

W10, YZG

+

19].

In teraction [AM19, Alt23, A

C12, BM17,

BRB21, BVN

+

11, BNV

+

13, CLM10,

CL W13, CZC

+

23, CYWW22, DS19,

DSCM20, ECK16, EMK18, EZW

+

17,

FSDR16, FJJ11, GLF

+

23, HYL

+

19,

HSF

+

23, JL

YZ16, JCG

+

22, JZW

+

22,

KAHK

+

10, KY19, LS10, LNC

+

19, LMZ

+

20,

L WL

+

21, LQJ

+

23, LQW

+

23, LD

YZ22,

LZC

+

23, MSZ19a, MHTJ22, MLZ

+

24,

MGSP22, MSJP19, MGP

+

23, MMB

+

13,

Mne09, MDM13, NCJ24, NWW19, O

YDZ15,

PR12, QL16, QK

¨

O18, QZD

+

22, SHG

+

23,

SBM15, SPL

+

23, TZWZ23, THH

+

19, Tsa12,

WLCP11, WFY

+

19, WMW

+

21, WZC

+

21,

WL W

+

23a, X

GWW19, YCL

+

24, YZL23,

YKWK18, YLJY21, YLS23, ZL Y

+

12, ZDL12,

ZL Y

+

13, ZLH

+

17, ZZZC17, Zha18, ZWXL20,

ZD21, ZZZ

+

23, ZGW

+

24, ZG19, ZYYX23,

ZDZ

+

23, ZWW17, ZZZ

+

24, ZTY22,

ZZD W13, ZGDH16, ZD

YH17, FHR

G14,

HL W15, LLH

+

14, PJN

+

14, PW C

+

15, X

G14].

In teraction-Related [A

C12]. In teractions

[ASJ

+

07, ABVD12, BSV10, BNV

+

13,

CSK

+

11, CZW

+

18, DM22, GED

+

17,

GZYL22, GBB

+

11, HL V

+

10, HC17,

HHCY20, HXS

+

21, HMK

+

07, JJH12, JS23a,

KLCH22, L

W19a, LSY

+

20, L WL

+

22,

LLZ

+

13, MB20, Mam05, P

A22, QLZZ22,

RSG18, SYM

+

10, STD20, STY

+

23, SZGZ21,

VBG

+

18, WYHZ20, WZZ

+

22, WL

WJ22,

WZR

+

22, W CY

+

24, WYS

+

24, XYZ19,

YDZ

+

22, YLC20, YSGZ20, YHZ

+

19, ZZQ22,

ZWL

+

23, ZDZ

+

23, ZZD

W13, ZD

YH17,

BDBH15, CXS15, HM15, JHXP15, MZS

+

16].

In teractiv e

[ALQ17, L TL

+

07, MBB

+

17, TDZ

+

24].

In teractome [ZWW17, ZWD

+

17, WZ14].

In teractor [DL

T10]. In terc hange

[LJZ

+

24]. In terc hanges [HZL19].

In terdep enden t [W A G19]. In terface

[CWL12, Jam17, SKD

A19, VSR

+

06, ZG19].

In terfaces [GCJ

+

21, LZX20, LHWL15].

In terfacing [LQWP21, XJZS21].

In tergenic [ABO

+

23, BA O

+

23, OJF

+

21].

In terleukin [AHT

+

18]. In terleukin-8

[AHT

+

18]. In termediate [CMC

+

12,

LDS

+

07, LZW

+

23a, MRB12, ZOMC24].

In termolecular [ZDZ

+

23]. In ternal

[FSB

+

11]. In ternational [AJM18, ANT19,

BLP18, HCQ14, HBG16, HBG17, HBG18,

HBG19, HBG20, HBG21, HHA22, Kim18,

SPK19, STHA15, ZLZ20, ESW14]. In ternet

[DBSL24, ZYF

+

18]. In terp olation

[HLDZ17]. In terpretabilit y [KZ10].

In terpretable [CWP

+

23, IC23, LJC

+

22,

dHMPFdM23, WMK16, Y an22, YJS

+

24].

In terpretation [AZHR22].

In terrelationships

[HSlSM11, T ah18, ZD12]. In tersp ecies

[MPM11]. In tersp ersed [TD A

+

09].

In terv al [HYW08, ZW

C15]. In terv als

[BMM06, DST07, W an12]. In terv en tion

[CSW11, NNM

+

12a, QD12]. In terv en tions

[HI24]. In tra

[CWLS15, OZW

A21, ZXW

+

24]. In tra-In ter

[ZXW

+

24]. In tra-Sequence [CWLS15].

In tra-T umor [OZW

A21]. In tracellular

[D ADF

+

10]. In tractable [TGM

+

21].

In trastructure [AL12]. In trinsic

[AHT

+

18, BHS21, FSDR16]. In trinsically

[FHDU22, CBN15]. In tro ducing

[CBZ18, Sag09b]. In tro duction

[Ano04b, BLP18, BPW17, BPRZ11, CLS22,

CNS22a, CLSW23, CZ24, Cas06, Cas07,

Cat17, CZ12, FS12, FS13a, GH08b, Gus04b,

Gus04a, Gus06a, HMZ17, LCTS08, LNY05b,

LNY05a, MPZ07, MPZ08, MPSZ09, MWZ13,

MSZ19b, MNPZ10, MKARB16, RZF07,

Wil04a, AS15, CEG14, XHS15]. In tron

[SSS20b]. In tronless [CHN

+

18]. In v arian t

[LSY

+

20]. In v arian ts [JS12]. In v asion

[JLK

+

21]. In v asiv e [MGP

+

22, W

CMB19].

In v erse [HBM21, IBN19]. In v ersion

[WSB21]. In v ersion-Indel [WSB21].

In v ersions [dDD18]. In v ertibilit y

[ZZM17]. In v estigating

[BLP

+

12, BJ10, CCC

+

22, IQA18, LRM08].

In v estigations [LS10]. In v olving

[vIJJ

+

20, DB14]. Ion

[JL W17, KL11c, WM19a]. Ionizing

[ZLL

+

20]. Ionotropic [KAL

+

17]. Ions

[ZGC

+

05]. IoT [BV

CD24]. IPED2

[HWPE17]. iPFPi [TY

A15]. iPhosH

[AHK

+

21]. iPhosH-PseAA

C [AHK

+

21].

IR [gCLL

+

10, NSC17]. IR-Aided

[gCLL

+

10]. IR-Based [NSC17].

IsAProteinDB [dAc17]. ISB [ZC15].

ISB/TBC [ZC15]. ISBRA [BPW17].

ISCB-Asia [STHA15]. Isc hemic [MFF

+

18].

ISEA [LLH

+

17]. Island [XYYZ20]. Islands

[SHI06, SKD

+

07, vIKKS08]. ISLMI

[STY

+

23]. Isoform [WZZ

+

22, YYY

+

22].

Isoform-Disease [YYY

+

22].

Isoform-Isoform [WZZ

+

22]. Isoforms

[RLRH18]. isolated [SXL

+

14]. Isolating

[BTYC13, RKDR11]. Isolation

[RKDR10, YYX

+

21]. isomerization

[AJYT

+

15, YMT

+

14]. Isomorphism

[BG17]. Isotop e [MGS17, ZGC

+

05].

IsoT ree [ZFZ

+

20]. ISP [LQJ

+

23]. Issue

[Ano05b, Ano09c, Ano12a, Ano13b, Ano13c,

Cas06, GZB23, LNY05b, LNY05a, Ano13d].

itemsets [ZMC

+

14]. Iteration

[SY09, FWY

+

15]. iterations [TY

A15].

Iterativ e [KBSCZ12, LLH

+

17, PGHT12,

STB

+

19, LAI

+

14]. IV

OCT [HLX

+

21].

JigCell [VSR

+

06]. jobs [VPB15]. Join

[BFM13]. joining [HS15, LAI

+

14]. Join t

[BWS05, CYL

+

21, CSW

+

23, DH23, HLN20,

JHX17, L YY

+

19, MHHJ20, SMRP15,

SMPS20, WHXS17, WHF

+

20, ZWL

+

12,

ZZP

+

21b, Kim18]. Join tly

[BHMA06, HWM22, LQY

+

20, QZZ

+

21a].

Journal [Gus06b, Gus07c]. Jump [ZM22].

Jumping [L WY

+

23]. Junction [SN12].

junctions [LKLB14]. Just [PTH

+

18].

Just-in-Time [PTH

+

18].

K* [STT

+

14]. K2Mem [SC22a]. Kalman

[MNND13, WLL

+

09]. KAMI [HLLO19].

KA TZ [ZZF

+

19]. KA

TZLGO [ZZF

+

19].

Kemen y [SPMB13]. KeMRF [CZQD24].

KenDTI [YLJY21]. Kernel

[ASK

+

23, D

YZC22, GL

W12, HRdR09,

IGM

+

07, JXN

+

16, LLMZ23, LXS

+

24, OG11,

QL09, SLR

Q19, SHJL10, SCPS12, WS21,

WYS

+

24, WB11, XZC07, ZL Y

+

12, ZLPW16,

ZXJ

+

23, ZC11, LLC

+

15].

Kernel-Im b edded [ZC11]. Kernel-T arget

[IGM

+

07]. Kernels [BMHS13, IGM

+

07,

Kuk13, WYH17, YRD

+

15]. Key

[BSS

+

22, CHZ

+

21, DG19, KSK

+

18,

YF CM17, ZJZ

+

24]. K

G [JJZ

+

22].

K G-Enhanced [JJZ

+

22]. Kidney

[CSQ

+

22, DCHW17, O

W20]. Kim ura

[HS08]. Kinase [KAS21]. Kinetic

[BMZM15, BCD

+

21, WBP

+

12]. Kinship

[DMJ

+

18]. Kit [OLS

+

13]. Kmerind

[PFJ

+

19]. KNN [HLSR18]. Kno w

[RR TB12]. Kno wledge [AAKB22, ASP20,

BYZ

+

23, BMR21, CSW11, CHL21, DZ11,

ED15, HL Y

+

16, JZCZ15, JZZ

+

21, KDS

+

20,

KB20, L WY

+

23, Mam05, MCC16, NP13,

QZZ

+

21a, SLCZ22, T

AAP11, WBE13,

XNYC21, XHW

+

22, YCL

+

24, YSBB22,

ZXJ

+

23, ZLZZ23, ZYN

+

19, ED14, MZL15].

Kno wledge-Based

[AAKB22, DZ11, HL Y

+

16, NP13].

Kno wledge-Driv en [CSW11].

Kno wledge-Enhanced [WBE13].

Kno wledge-P o w ered [CHL21].

kno wledgebase [GJK15]. Kno wn

[MYCW12, SBY12]. Kriging [WWLL16].

Kriging-Based [WWLL16]. Kronec k er

[CP13]. KungF

Q [GDM12].

L1000 [MWZ

+

20]. Lab el

[BP22, CD

AL22, CWP

+

23, DH23, DLL

+

24,

JM12, JZW

+

22, LJK

+

12, SLX

+

18, WMK17,

WL13b, WYHD17, ZHE19, CGL

+

23a,

R TWR15, WHZ14, YRD

+

13, W GX

+

17].

lab el-free [R

TWR15]. Lab eled

[F GKH11, YL

WS21, KSM14]. Lab eling

[BMT17, CW22, MGS17, PH10a, WHL

+

24].

Lab elled [GXL24, L

V14]. Lab els [MRK18].

Lab or [XSL

+

21]. Lab oratory [LPH

+

13].

lagged [GM14]. Lagrangian

[AKR12, ZWHC19]. Lak es [MJ18].

Lamarc kian [OR

CJ13]. Landmark

[FW20, MCR

C17]. Landscap e

[RJNN18, ZKLZ24]. Landscap es [SDS18].

Langevin [SCCDK09]. Language

[FSP23, LJ20, W

CMZ15, YJS

+

24, ZDL

+

19].

Laplace [WDS

+

12]. Laplacian

[BM12, JHX17, LJL

+

14, MHHJ20, NO09,

WLZ

+

19, WZ13a, ZYW17, ZWHC19].

Lapse [DST15a, SLCL22]. Large

[BBH

+

18, D ADF

+

10, FWXZ19, GKPS11,

GD22, GSX

+

18, GF G

+

21, GLG10, GHL05,

HAK

+

12, JGBR15, JL

YZ16, KBSCZ12,

LFK16, LSM

+

21, MKKS20, MPQY19,

OHK

+

21, OMWX09, OC13, P AS

+

11,

PZS

+

20, PG06, PR12, QBPEL12,

RNAR

+

24, SSS20a, TZP17, TBRS13,

UWZ

+

24, WDL

+

17, YB08, ZSW23, ZL Y

+

13,

ZZF

+

19, ZZH18b, IM14, Mat15, SHK14,

YHV

+

15, WW

C18]. Large-Scale

[BBH

+

18, FWXZ19, GHL05, HAK

+

12,

JL YZ16, LSM

+

21, MKKS20, OC13, PZS

+

20,

TBRS13, UWZ

+

24, ZSW23, ZZF

+

19, IM14,

SHK14]. Larv ae [MBJ19]. Lasso

[GHL05, JY21, KSL

W23, LDM18, SMPS20,

FYSM12, SZGZ21]. LASSO-Regularized

[SZGZ21]. LateBiclustering [GM14].

Laten t [FF24, GMCB14, JZL13, JGW

+

21,

L WXX22, LLA19, Mam05, R

GCB05,

ZFH

+

21, ZZW

+

24]. Lateral [CD

W12,

MGP

+

22, MVW

+

13, THL11, ZWL

+

12].

Lattice [DCV

C11, GZS12, JMA17, T AI

+

19].

Lattices [D

ABV17]. LA

UPs [XYYZ20].

la w [L

WM14]. La ws [HLM

+

13]. La y er

[AAB22, DSM23, HWM22, QDZ

+

21,

WXWL20, W CX

+

22, XW16]. La y er-Based

[DSM23]. La y ered [WLCX18, KK C

+

14].

La y out [GH08a]. LC

[BTTR11, IC23, R

TWR15, TTWR13].

LC-MS [BTTR11, IC23, TTWR13].

LC/MS [KBBD

+

17]. LDCMF

C [XZG

+

23].

Leads [Bha23]. Leaf [wTCAK

+

20].

Leak age [A

GAS18]. Leaping [HDS

+

18].

Learn [KMG

+

05, Sef22, WB17]. Learned

[MRK18, NBGL19, SPWF14]. Learning

[ALC22, AHN23, A

CJP23, AM22a, AKH

+

23,

AAAM

+

24, A

V12, A

TO22, AKA

+

22, AM12,

BMK11, BOSF24, BKA

V23, BLR08, BYS

+

22,

CLXL24, gCLL

+

10, CCL

+

24, CHZ

+

16,

CHW21, CYL

+

21, CGL

+

23a, CZC

+

23,

CSW

+

23, CWP

+

23, Che10, CGW

+

16, Che16,

CZW

+

18, CZW

+

23b, CCC

+

22, DZW24,

DSM23, DK17, DGY05, DN22, D

YZC22,

DQZ

+

23, DZ11, DMK22, DH23, DSCM20,

FLHG24, FYZ

+

19, FMA

+

20, FPC20,

FZNZ23, FDZ

+

24, FSMJ05, GTL

+

21,

GZB23, GAR

+

09, GA23, GZXH21, GZWD23,

GYW

+

24, GM22, GZ22, HYR

+

19, HHSC13,

HEE

+

18, HLN20, HLSR18, HHCY20, HJD24,

HYZ16, HF12, HTLL12, IBN19, IC23,

IY A12, JW G

+

22, JYW

+

24, JM12, JLK

+

21,

JCG

+

22, JWW

+

24, JQGY21, JZYL24,

JHZL19, KWP

+

23, Kar12a, K

QD21,

K CY

+

24, KK08, KAS21, KSS15, KY19,

LvH24, LJK

+

12, LCZN16, L YL

+

17, LFZ

+

19,

LSY

+

20, L WZ

+

21a, L WL

+

21, LXL

+

21,

LZW

+

22, L TT

+

22, LSZ

+

23, LLMZ23,

L WY

+

23, LX C

+

24, LXS

+

24, LZZ24a,

LZH18, LNY05b, LNY05a, LHL

+

19b].

Learning [LZW21, LLX

+

24, L TL

+

07,

LLZ

+

22, LCTW24, LDL

+

17, L WY

+

21,

LQWP21, LGL24, MHTJ22, Mam05,

MLFM22, MGP

+

22, MWZ

+

20, MSK

C19,

MM24, MFF

+

18, MW21, NNW24, NL W

+

24,

NLXS19, NTL

+

22, NHTD17, NFM

+

12,

OLZ11, PKM22, PTH

+

18, PYL

+

21, PH10b,

P AA G07, PL

TG22, QDZ

+

21, RLR20,

RNAR

+

24, R

TC23, R GZ

+

23, SBO

A23,

SFMS18, SDN

+

11, SKS

+

19, SSV

+

19,

SFK

+

24, SZHH22, SZD

+

23, SXW

+

24,

SSZ

+

23, SAK

+

21, SGP

+

20, SLCL22, ST23,

TNQ08, T

AAP11, TDZ

+

24, TBRS13,

TDZZ24, UK C

+

23, UBP

+

19, VKS17,

VMC22, WMK17, WL13b, WHXS17,

W CC

+

18, WLHY19, W CA

+

19, WYHZ20,

W QLL23, WZJS23, WWL

+

23a, W CW

+

24,

WLL

+

24, WWBZ19, W

CXL18, WZHM23,

XJZS21, XZS

+

21, XPXY11, XLL

+

18,

XLL19, XXW

+

23, YJJW21, YCX

+

21,

YDZ

+

22, YGJZ23, YW

CC22, YXL

+

23,

YFYW23, YXS16, YHZ

+

19, YZH

+

23,

ZLF

+

21b, ZLF

+

21a, ZL24, ZHSS07,

ZLPW16, ZZH18a, ZCG

+

18, ZLXL19,

ZSZ

+

21, ZWHH21, ZZZ

+

23, ZXJ

+

23,

ZLZ

+

24, ZG19, ZYC

+

22, ZZY

+

22, ZMKL22,

ZD Y

+

23, ZYJ

+

23, ZDZ

+

23]. Learning

[ZDN

+

23, ZXW

+

24, ZYW

+

21, ZLX

+

20,

ZPW

+

21, ZL

WF24, ZL19, wTCAK

+

20,

AJYT

+

15, AM15, BCLC15, CR14,

GJPSV14, G

´

AVRRL15, LLCZ15, SL

W15,

SEC15, SFH

+

14, WHZ14, YN14].

Learning-Assisted [SFK

+

24].

Learning-Based [ALC22, JYW

+

24,

L WL

+

21, SLCL22, W

QLL23, XXW

+

23,

YXL

+

23, ZDN

+

23, ZYW

+

21].

Learning-Emp o w ered [LGL24, ZL

WF24].

learning-to-rank [SFH

+

14]. Least

[D YZC22, FYSM12, LN13, WW

C18, MBS15].

Least-Squares [LN13]. Leishmania

[SSP

+

17]. Length

[HYW08, LPH18, RFFB

+

20, R

W07, SSS13a,

YZH

+

23, dDD18, MM14b, SSKH15].

Length-W eigh ted [dDD18]. Lengths

[KMSY20, FWY

+

15]. Lesion

[LZZ

+

24b, ZHD

+

21]. Less [ZSC

+

10].

Lethalit y [L WL

+

20, LCL

+

23]. Leuk emia

[BMSZ22, DSM23]. Leuk emogenesis

[SZGZ21]. Lev el [AS05, A

V12, BU17,

CSW

+

23, HvIKS11, JZF

+

21, K

CP19,

LLHW22, LB19, LLBL20, MZSL19, NR

V22,

PSC20, SPD24, TDZ

+

24, W

GK16, ZZY

+

22,

vIKK

+

09, LHWL15, UKV18, WL

W23b].

Lev el- [PSC20]. Lev el-1

[HvIKS11, LLHW22]. Lev el-2 [vIKK

+

09].

Lev eraging

[AKLJ17, LL W

+

22, QZZ

+

21a, XZL

+

24].

LGCD

A [LLC

+

24]. LGE [WYF

+

23].

LGE-CMR [WYF

+

23]. LGH [XW

C15].

LGT [PSC20]. Liabilit y [QBPEL12].

Libraries [V

GBK19, HPH

+

15]. Library

[GSK13, PFJ

+

19, UJ09, ZLC

+

21]. Life

[HGC

+

20, SNK

+

22, IM14]. Ligand

[AM12, CHZ

+

16, FVP

+

20, GL

W12, HF07,

LSL

+

22a, STT

+

14, WLL13, ZCG

+

18, AM15].

Ligand-Binding [CHZ

+

16]. Ligand-K*

[STT

+

14]. Ligand-Sp ecific [ZCG

+

18].

Ligh t [KDRP24, GCC

+

14, VPB15].

ligh t-induced [GCC

+

14]. Ligh t-W eigh t

[KDRP24, VPB15]. Lik e

[DR16, FM11, GAR

+

09, GCY

+

21, HEF17,

K G12, NSNA19, Ros13, W GW

+

24].

Lik eliho o d [A

CPR10, LCWZ13, MRS09,

Ro c06, W u10, TDD14]. Lim b [BMT17].

Limits [SLGK17]. LincRNAs [BKK

G19].

Line [ZWL11]. Lineage

[LP21, MR10, XYYZ20, ZZ14].

Lineage-Asso ciated [XYYZ20]. Linear

[BEW09, BFK17, CSSS16, CW G

+

18, FM13,

HSS18, ICZ

+

24, JNST09, L TT

+

22, LCC

+

11,

MTSCO10, NR

V22, NO09, OC13, PR

U11,

RBdJ11, SHUP19, SLB

+

08, UC10,

W GX

+

17, WYHD17, Wig15, W

CL11,

YYG

+

21, YYLL22, ZLG

+

21, ZYX

+

23,

ZFZL22, ZWZZ22, dJP08, BS15, K

GK14].

Linear-Time [JNST09, LCC

+

11, NR

V22].

Linearization [CC09]. Lines

[L WZ

+

21a, NVL22, MFS

+

15]. Link

[GT24, JZW

+

22, ZLG

+

21]. Link age

[BKP

+

19, LLC

+

13, XW

C15, Jam15].

Link ed

[GGM21, LL W

+

22, SLL

+

19, WRH

+

09].

Links [DKY21, NZM22]. Lipid [HBR

U13].

[BVN

+

11]. Metaheuristics [SGH12].

Metal [PLF12]. Metal-Binding [PLF12].

Metasample [ZZN

+

11a].

Metasample-Based [ZZN

+

11a].

Metastases [CJH

+

21]. Metastasis

[ALC22, AZHR22, L TT

+

22, LLK

+

21].

MeTDiff [CZM

+

18]. Metho d

[AA G

+

18, ANR

+

23, BG05, BMSZ22,

BZWD22, BRZ

+

17, BLR08, BZ08,

CZW

+

23a, CCBR

+

21, CCYW12, CZQD24,

DZA

+

06, DBZ12, DCW

+

24, D

YZC22,

DLG

+

24, D

WSB11, DHC12, FWY19,

FWW

+

22, FVP

+

20, FZNZ23, GWW

+

22,

GTX

+

23, GCB

+

18, GL

YZ21, GCL

+

18,

GPC

+

20, HYW

+

17, HZZY16, HLL

+

18a,

HYL

+

19, HLGS21, HC07, HGM18, HLL

+

22,

ICZ

+

24, JW G

+

22, JYW

+

24, JLH16,

KMSY20, KTLM15, L

YW20, LZL

+

19,

L WZ

+

21a, L WL

+

21, LLX

+

23, LXS

+

24,

LLZC12, LZX

+

19, LHG

+

16, L

WZ12,

LX G

+

16, LZZ

+

16, LHKL17, LLH18,

L TW

+

22, LZW23b, LGX10, MWZY17,

MK16, MNLF

+

22, MBJ19, MKKS20, MW21,

NGY

+

16, NZM22, PM20, PL17, PTH

+

18,

QZLL24, R

GI13, RL

V04, SH11a, SZ11,

SLCZ22, SNC

+

16, SIK20, SPW20, SSFW12,

SPL

+

23, TW G

+

12, TZWZ23, TBRS13,

TK05, USMS19, VTGC16, WBP

+

12,

WZJH12, WHWP12, W CA

+

19, WLZ

+

19,

W CL Y20, WWF

+

21, WL

W23b, WL W

+

23a,

WWY

+

24, W CY

+

24, W

GK16, WW19,

W CX

+

22, XL

W20, XXW

+

23, YCX

+

21,

YWW20, Y an22, YZG

+

24, YCCY20].

Metho d [YM20, YH13, YZH

+

23, YZS

+

24,

ZWSX12, ZCR

+

17, ZLS

+

21, ZLG

+

21,

ZZZ

+

23, ZJ22, ZY20, ZYF

+

18, ZTY22,

ZYZ

+

23, ZAZ

+

22, dSPFF21, DNR15,

DPL

+

14, GCC

+

14, GH15, IM14, KK C

+

14,

KH14, LL W

+

15, LLL16a, LLC

+

15, PS15,

SYV14, YTLL15, YN14, ZSY

+

14, ZZ15].

metho dological [BF14]. Metho dology

[JCF13, MS21, K

G15]. Metho ds

[ARK20, A

V17, ADR18, BLP18, CSK

+

11,

CYL

+

21, CCE19, DLR

W18, DPS

+

13,

DP A

+

17, FS12, FS13a, FYSM12, HTZ

+

23,

JDCC12, JDHL20, KSN

+

12, LN13, LJL

+

15,

LPH

+

13, LL19, LZW21, LQWP21, MBF

+

11,

NLXS19, PF

GDCRM22, QZD

+

22, QZA

+

23,

R G16, Rho20, SHG

+

23, SXW

+

24, SMK

+

12,

TV11, T AI

+

19, VRHB23, WNT

+

17,

WWBZ19, W CZ

+

23, Wil09, W u11, XJZS21,

XLL

+

18, ZZRPZ19, ZZ20, ZCT22, DS14,

SQZA14, SFH

+

14, WFD15].

Meth yladenine [FLHG24].

Meth yladenosine

[FSP23, XZL

+

24, R

TC23]. Meth ylated

[HHSC13]. Meth ylation

[CGC24, CZM

+

18, DCHW17, FPC20,

LLH23, LZL

+

20, LZL

+

22, MSZ19a, MB20,

ML18, PZC

+

23, SKD

+

07, WXS

+

19].

Meth ylcytosine [NTL

+

22].

Meth ylguanosine [MZLL22]. Metric

[Alt23, BS09, CLR

V09a, CLR

V09c, CAN

+

08,

HEF17, HYZ16, L TT

+

22, LLMZ23, LRM12,

L WY

+

21, Nak10]. Metrics

[CLR

V09a, CLR

V09b, HSlSM11, Mos07].

Metrizations [Rho20]. Metrop olized

[MMS10]. MF [L WL

+

20]. MGA TRx

[YJ22]. MGFmiRNAlo c [L YZ

+

24].

MGRFE [PWY

+

21]. MGT [LZL

+

19].

MHC [EMDH11, FL W

+

14]. MHC-I I

[EMDH11]. MIC [PCY

+

19]. Microalgae

[BdOS

+

18]. Microarra y [ABVD12, BDP11,

BZ10, BLP

+

12, BHHMCL16, BLR08,

CL VT

+

20, Che10, EAS12, EAS13, EFLA08,

FJJ11, GK08, HYW

+

17, HC16, IV

A11,

JCF13, JS23b, KZ10, L TM

+

12, L TM

+

13,

LH10, LPH

+

13, L TL

+

07, MP13, MC07,

NU06, PSS09, R

GCB05, R

V06, SBO

A23,

SVZ09, SBW15, SC11, SY09, SYZ

+

13,

SIM12, ST05, TZH07, TZ16, TGGF10,

TZY11, TC13, TBKH05, W

GP11, W CA

+

19,

WLPW16, WDS

+

12, WW

C18, WW19,

XZC07, YM11, YC08, YNW

C07, YPS11,

YHB12, ZLZ06, ZHSS07, ZWHC19, ZC11,

BMM14, CZWT15, MM14b].

Microarra y-Based [CL VT

+

20].

Microarra ys [BHP19, CD08, PBhL

+

11].

Microb e [CZW

+

23b, L WZ

+

21c, PLD

+

23,

WLP23, YD W

+

20, YD W

+

21].

Microb e-Disease [CZW

+

23b, L WZ

+

21c,

PLD

+

23, WLP23, YD W

+

20, YD W

+

21].

Microb e-Drug-Disease [WLP23].

Microbial

[HHC

+

24, KKPP22, MB23, NS19, SNK

+

22,

T AI

+

19, W

CMB19, GM22, JHXP15].

Microbiome [JHX17, KKP22, MHHJ20,

ZHJ17, ZWDR20]. Microbiota

[AA T20, BSR

+

21]. microfluidic [AIS

+

16].

Microglia [DP A

+

17]. microhomology

[SSML15]. microhomology-mediated

[SSML15]. Micron [RA16]. MicroRNA

[BHS21, GZR

+

18, L WL

+

18, L

WXX22,

LZHZ17, WL

W23b, ZLG

+

21, LLL16a,

MK G20, RPBP18, SPMB13, WZ13a,

YWN

+

19]. microRNA-Binding [WZ13a].

MicroRNA-Disease

[L WL

+

18, LZHZ17, YWN

+

19].

MicroRNAs

[PB19, WLG

+

14, W QL

+

16, YWN

+

19].

Microsatellites [LP21]. Microscopic

[SSD

+

16]. Microscop y

[BB24, CYL

+

21, GKS

+

22, KHI

+

21, SKS22,

SLCL22, XLZW22, BLR15]. Micro v ascular

[FLJS20]. Middle [XHY

+

18]. Migration

[MLZ17, NGY

+

16]. Mild

[BYS

+

22, YL

WS21]. Military [WNT

+

17].

MIMOSA [NS19]. Min [LLC

+

13, LCZN16].

Min-Redundancy [LLC

+

13]. MinePhos

[XTL12c]. MiniDBG [YZZ

+

24]. Minimal

[ANR

+

23, BNV

+

13, SMSZ17, YZZ

+

24].

Minimization

[BvdGK

+

11, GMP08, JQH

+

20].

Minimizing [LLHW22, Zha11]. Minim um

[BGHC20, BGHM09, BM13, BCL13b,

CEFBS06, CC09, CD08, HEF17, MW20,

MMS10, SK19, TLSA18, vIKKS08].

Minim um-Flip [CEFBS06]. Mining

[BNV

+

13, CL

W13, CLC

+

17, CZCL23,

DBSL24, HPL

+

13, HW07, JR14, JLH16,

LL W

+

11, LHL

Y11, LNC

+

05, L W G

+

14,

LC10, MMB

+

13, MC07, MSS

+

19b, NNW24,

PZW C20, PR12, RMS15, SKD

A19, STO06,

SSZ

+

23, TK05, W

CMZ15, WL

WN17,

XTL12c, ZWZS16, ZGZ

+

20, Zha16, KD15,

T AL

+

15, WSTL

+

15]. Minorit y

[JZF

+

21, ZLZ

+

19]. MINT [HRHP16].

Min utes [LBL12a]. MiRNA

[CL W13, DMK22, JW G

+

22, L WY

+

23,

QZJ

+

23, SHG

+

23, YWL

+

24, ZYZ

+

23,

CGW

+

16, FKZ

+

24, HHCY20, JYW

+

24,

L YZ

+

24, LKD23, LLZ

+

22, LHC18, PM20,

PCD

+

23, SFMS18, SXW

+

24, STY

+

23,

SYKM17, XYZ19, YD24, ZYW

+

21].

MiRNA-Disease [JW G

+

22, L WY

+

23,

DMK22, YWL

+

24, LKD23, YD24, JYW

+

24,

PCD

+

23, SXW

+

24, ZYW

+

21].

miRNA-Gene-Disease [PCD

+

23].

miRNAs [BSS

+

22, GWW

+

22, KTLM15,

LDL

+

17, PRP21, QLZ16, ZZRPZ19].

MiR TDL [CGW

+

16]. Misassem bly

[WLL

+

20]. Mismatc h

[A TX21, Che16, YCYC12]. Missense

[MBP

+

19]. MISSIM [ZYW

+

21]. Missing

[LP21, W CA

+

19, YPS11, ZZD

W13, KS14].

Mitigate [CMSE

+

15]. Mitigation [FKB19].

Mitosis [SLCL22]. Mitotic [KHI

+

21].

Mixed [HKM

+

18, JGKP21, PKRD12,

SdOD

+

12, SLB

+

08, SDTK19, WLZ

+

19,

YGJZ23, ZWZ16, ZFH

+

21, ZFZL22].

Mixed-Mo del [SDTK19]. Mixed-Norm

[WLZ

+

19]. Mixes [MMS10]. Mixing

[PPZ12]. Mixture [BTTR11, BEQD19,

CGZ15, HYY11, KDS

+

20, LMZL17,

WFY

+

19, ZZLH23, PRZ

+

14].

Mixture-Mo del [KDS

+

20]. Mixtures

[APRS11, GM09, RdlCGW09]. ML [BU17].

ML-Space [BU17]. MLP [LZZ

+

24b].

MLSMOTE [DT A

+

23]. MMBIRFinder

[SSML15]. MMSE [SSK

+

20]. mo

[MZLL22]. Mobile [GTTR

+

17, ZSZ23].

Mo dal [APPG18, DL Y

+

21, GZB23,

KDRP24, W

QLL23]. Mo dalit y

[JS23a, WYF

+

23, ZXJ

+

23]. Mo de

[MSS19a, SP

A17]. Mo del

[A VD

+

12, ALC22, Ale22, A

GGM11,

A GMP09, BBK

+

12, BOSF24, BLP

+

12,

BA18, BEQD19, BCF

CC13, CP13, CSZT19,

CMS22, CW09a, CW11, CGZ15, CA W

+

19,

CWP

+

23, CGLF12, CKWY12, CHC

+

21,

DSM23, DOK

+

21, D YL

+

23, DGJ

+

24, DPS22,

FF24, FPC20, GXSZ17, GBS11, GLF

+

23,

GCGCP

+

23, GA23, Gou06, GDRLH21,

GJZH17, GZWD23, GBB

+

11, HZR

+

19,

HYY11, HS08, HCLS11, HL21, IL18, JJH12,

JKNE21, JGBR15, JZL13, JL

YZ16, JL

W17,

JHW

+

19, JGW

+

21, K CZ

+

15, KDS

+

20,

Kar12b, KHP12, LR20, LLX

+

11, LJ20,

LLMZ23, LLZ

+

20a, LHZ

+

19, LHQ

+

18,

L YY

+

19, LJC

+

22, LCH19, LZZ

+

24b,

LL Y

+

23, MQOH21, MT12b, MT12a,

MBF

+

11, NA11, NQNT23, NWW19, NT24,

O W20, PSR

+

24, PSA21, PCD

+

23, PNP

+

18,

PL TG22, QQD

+

21, RAA10, R

C11, RST10,

RZMT15, RdMCBC13, RBdJ11, SSD19,

SZHH22, SNC

+

16, SCCDK09, SMSZ17,

SWX

+

19, SDTK19, TRBK09, Tho16, TZY11,

VTMG22, VSR

+

06, W

CMZ15, W

QY18].

Mo del

[WFY21, WL

WJ22, W

CDM23, W GW

+

24,

WKE11, Wig15, W u10, WDS

+

12, WWT

+

20,

XNYC21, YCX

+

21, YXYC13, YZG

+

24,

YSBB22, YJS

+

24, YOGY11, YLJY21,

ZMT13, ZMST18, ZDL12, ZZS18, ZHZ

+

20,

ZZP

+

21a, ZZI

+

21, ZFH

+

21, ZZLH23, ZJ23,

ZXB11, ZDN

+

23, ZYW

+

21, ZWY

+

10,

ZZD W13, DKS

+

15, HL

W15, JHXP15, KY22,

L WM14, PRZ

+

14, R

TWR15, WFD15,

XZY

+

14, ZMT14, ZWL

+

14b].

Mo del-Based

[IL18, PSR

+

24, TZY11, ZWY

+

10].

Mo deling

[CLST

+

13, CHL

+

12, DBTB09, D

ABV17,

FSB

+

11, GGH

+

13, GD22, Gos11, GBB

+

11,

HI24, HD24, HW07, JFN11, KAL

+

17, K

G12,

LLES18, LL

W10, LCB17, MPS18, ML18,

MVS

+

13, MNW

+

04, NLXS19, PLMV12,

PZH20, PPF

G20, R GB

+

21, R

CBB19,

RdlCGW09, RMS15, SdOD

+

12, SJZ19,

SZGZ21, SGR

+

17, TV11, TMLI19, WLL

+

09,

W GP11, WMW

A12, WBP

+

12, WXWL20,

WLPW16, WWL

+

17, W

CXL18, ZZ13,

ZM22, BF14, DI15, KPB14, KD16,

MCH

+

15, ARZ

+

14, PJN

+

14, YMT

+

14].

mo delled [YLH

+

15, ZSY

+

14]. Mo delling

[AKV16, AFMS19, BMZM15, FKB19,

GPF

+

20, LGN

+

19, T AI

+

19, ZK16]. Mo dels

[AZHR22, AM22a, A T A

+

17, AR09, APRS11,

AL W G18, AAE11, BTTR11, BHMA06,

BU17, CSQ

+

22, CNM11, CGPW06, CCF

+

24,

Dal16, EW04, FL18, FW

A10, FKLS07,

GzS11, GZS12, HS09b, HLL

+

22, K

C11,

KL11c, LL11, cL W A07, L

W13a, LLA19,

LLD

´

A21, MMC

+

23, MBP

+

18, MGP

+

22,

MLZ18, MKKS20, NSNN12, PB12a, PG18,

PW21, P au18, SFB

+

08, SBO

A23, SZZ

+

19,

SAS

+

23, Smi09, SYL19, TIA

+

11, THH

+

19,

TRBK08, TBKH05, VdTVV19, VSR

+

06,

VF09, VBG

+

18, WFY

+

19, XSS17, XWF07,

ZWL

+

12, ZZ18, ZCT22, ZYC

+

22, dJP08,

HM15, KFHK14, SPWF14, ZSY

+

14].

Mo des [UAH16, DB14]. Mo dification

[BYZ

+

18, CMMZ20, HWY

+

23].

Mo difications [CWP

+

23, TLSA18].

Mo dified [BA18, EAS12, MCCZC08,

SSD

+

16, SKD

+

07, XLL

+

18, ZLLS17].

Mo dular [RM18]. Mo dularit y

[HK12, WZ14]. Mo dulated [CHW

+

18].

Mo dulator [CRP12]. Mo dule

[AAB22, LPH

+

21, LZM22, L YZ

+

24, MB20,

NWZ

+

20, ZZN15]. Mo dules

[JL YZ16, JZW

+

22, KZW

+

18, KKPP22,

KMG

+

05, LLH

+

07, LGW20, LHC18,

MSQ18, MSZ19a, MTSCO10, PM20, SPW22,

WLCP11, XLL

+

20, GGZZ14, LLL16a].

Mo dulyzer [MBB

+

17]. Molecular

[AF AA W

+

11, ADPH11, BZ07, BS10a,

CGL

+

23a, CGLF12, CKWY12, CBES11,

DM09, FSMJ05, Han10, JGKP21, KPB14,

KAS21, L YZ

+

24, LCW

+

18, LZS23, NVL22,

PZS

+

20, RPB

+

13, R T A

+

16, R

CBB19,

SSV

+

19, SMPS20, SV G

+

24, TMLI19,

WKSP21, WLC11, WB11, ZGC

+

05, ZXB11,

ZDZ

+

23, ZZN

+

11b]. Molecules

[ARP

+

16, MYLS24]. Momen t

[BBW18, MLZ17]. Momen t-Based

[BBW18]. Momen ts [AHK

+

21].

MongoDB [LQY

+

20]. Monitoring

[A CJ24, BV

CD24, PTH

+

18]. Mon te

[GJY

+

14, ADT A Q16, AKV16, BPM21, Bi09,

GCC

+

22]. Mo oSeek er [CZZ

+

23a].

MOPSO [CZJ17]. Morbid [BMR21].

Morpho [GRD

+

21]. Morpho-Rheological

[GRD

+

21]. Morphogenesis

[CHC

+

05, JGBR15]. Morphology

[ZCWW19]. Morphometric [wTCAK

+

20].

Morphometry [JFR

+

19]. Most

[GDRLH21, IMA13, JZF

+

21]. Motif

[BNV

+

13, CW11, CL08, DBR07, HLH11,

JL10, Kar12a, KL11a, K

C11, LFS06,

LMPT15, LCLL10, hLMBJ11, LHL

+

19b,

L T07, MIC

+

07, MM17, RL

V04, RSJK13,

SYKBG24, WLPW16, YZH

+

23, FWY

+

15,

MMFD14, T an14, YHV

+

15, Bi09, BRB21,

CHK17, MMFD14, ZZH18a]. Motif-Based

[MM17]. Motifs [AFMS19, A

CP10, AAB22,

BvBF

+

11, BVN

+

11, CF

OS06, CSS11, DS19,

DKY21, KL19, LZL

+

20, PCGS05, RA16,

SKD A19, SREK19, SIK20, SSFW12,

WHWP12, W er06, X

CR21, ZWHH21,

ZZH18b, FWY

+

15, L W G

+

14].

Motifs-Based [SSFW12]. Motilit y

[KBM21]. Motion [BM20]. Motions

[CBES11]. Mouse

[JZL13, NPK

+

07, RLRH18]. Mouth

[QQD

+

21]. Mo v es

[BGHM09, GZS12, HKT

+

18]. Mo vie

[CLL

+

24]. MPGM [K

G20]. MPI

[ZWLZ21]. MPIGeneNet [GDM18].

MPRA [LZL

+

24]. MR

[BMT17, QZZ

+

21a, WWL

+

23a]. MrBa y es

[LHG

+

16]. MRFy [DGR

C15]. MRI

[GH15, HYR

+

19, JLK

+

21, K CY

+

24, TB23,

W QLL23]. MRI-Deriv ed [HYR

+

19].

MRIs [RNAR

+

24]. mRNA [LLX

+

24,

LHC18, PM20, WMW

A12, XLL

+

20, ZK16].

MRSA [SFK

+

24]. MS

[BTTR11, IC23, KBBD

+

17, R

TWR15,

SLL

+

19, TDZ

+

19, TTWR13, ZWD

+

17].

MS/MS [SLL

+

19]. MSCET [NCL

+

23].

mTOR [KAS21]. MuCoMiD [DMK22].

Multi [ASP20, A

TO22, APPG18, BP22,

BMT17, BA18, BU17, CLXL24, CZZ

+

23a,

CLL

+

21, CD

AL22, CGL

+

23a, CWP

+

23,

CZL

+

22, CYWW22, CCC

+

22, DZD

+

23,

DL Y

+

21, DH23, DPS22, GSC

+

18, GZB23,

GBSB21, GZC

+

17, GCL

+

18, HZW

+

17,

HLX

+

21, HXX21, HWM22, JFR

+

19, JS23a,

JM12, JJZ

+

22, KPK

+

17, KDRP24,

LHL

+

19a, LJK

+

12, LC19, LLQ20, LZL

+

20,

LXL

+

21, LXS

+

24, LLZ

+

20a, LDGY21,

LNW20, LJZY24, MMBC22, MM24, NR

V22,

NL W

+

24, NCL

+

23, NHTD17, NT24, PL17,

PZH20, PLD

+

23, PCD

+

23, QDZ

+

21,

R TD23, SLX

+

18, SDH20b, SND22, SSZ

+

23,

SWX

+

19, SWL19, SSF18, TDZ

+

24,

TGP

+

15, TDZZ24, VMC22, WMK16,

WMK17, WYHD17, WLCX18, WZS

+

22,

W CDM23, W

QLL23, WWL

+

23a, WSL

+

24,

W CX

+

22, WZHM23, XW16, XZG

+

18,

XSL

+

21, YZP

+

21, YXL

+

23, YZL23, YJ22,

YRD

+

13, YSW

+

17, YLJY21, YWL

+

24,

YZS

+

24, YGY

+

19, ZL24, ZwGC17, ZHJ17,

ZWHC19, ZGZ

+

20, ZYH

+

21, ZWHH21,

ZXJ

+

23, ZY20, ZHE19, CR14, GMCB14,

Gu16, HWK14, KK C

+

14, LLCZ15, RHH16].

m ulti [WHZ14, W GX

+

17]. Multi-Allelic

[NT24]. Multi-Asp ect [R

TD23].

Multi-Assem bly [TGP

+

15].

Multi-A tten tion

[DZD

+

23, KDRP24, R

TD23].

Multi-Bernoulli [XSL

+

21]. Multi-Blo c k

[KPK

+

17]. Multi-Channel [BMT17].

Multi-Classification [NL W

+

24].

Multi-Coil [WWL

+

23a]. Multi-Core

[LHL

+

19a]. Multi-Dictionary [TDZZ24].

Multi-Dimensional [PL17, SWL19].

Multi-Domain [LNW20]. Multi-Dose

[SWX

+

19]. Multi-Epitop e [GBSB21].

Multi-F actored [ASP20]. Multi-F eature

[LLZ

+

20a]. Multi-F old [ZWHH21].

Multi-F unctional [WMK16].

Multi-Graph [JJZ

+

22]. Multi-Head

[CYWW22, WSL

+

24]. Multi-Instance

[LJK

+

12, WZS

+

22, WHZ14]. Multi-Kernel

[LXS

+

24, ZXJ

+

23]. Multi-Lab el [BP22,

CD AL22, CWP

+

23, DH23, JM12, LJK

+

12,

SLX

+

18, WMK17, WYHD17, ZHE19,

CGL

+

23a, YRD

+

13, WHZ14, W GX

+

17].

Multi-Laplacian [ZWHC19]. Multi-La y er

[HWM22, QDZ

+

21, W CX

+

22, XW16].

Multi-La y ered [WLCX18, KK C

+

14].

Multi-Lev el [BU17, NR

V22, TDZ

+

24].

Multi-Lo cus [GZC

+

17]. Multi-Mers

[ZGZ

+

20]. Multi-Mo dal

[APPG18, DL Y

+

21, GZB23, W

QLL23].

Multi-Mo dalit y [JS23a, ZXJ

+

23].

Multi-Ob ject [YXL

+

23]. Multi-Ob jectiv e

[BA18, CZZ

+

23a, GSC

+

18, GCL

+

18,

XZG

+

18, ZwGC17, RHH16]. Multi-Omic

[CCC

+

22, SND22, YZP

+

21]. Multi-Omics

[DPS22, MMBC22, VMC22, YGY

+

19, ZL24,

ZY20, PZH20]. m ulti-platform

[GMCB14, LLCZ15]. Multi-P o oling

[LLQ20]. Multi-Rank [WLCX18].

Multi-Relational [PCD

+

23, YWL

+

24].

Multi-Resolution [W

CDM23].

Multi-Scale [HZW

+

17, HLX

+

21, HXX21,

LDGY21, LJZY24, ZYH

+

21].

Multi-Scenario [NCL

+

23]. m ulti-scop e

[HWK14]. Multi-Similarit y [CLL

+

21].

Multi-Site [JFR

+

19]. Multi-Source

[YSW

+

17, YLJY21]. m ulti-state [Gu16].

Multi-Subspace [YZL23]. Multi-Sw arm

[NHTD17]. Multi-T ask [A

TO22, CLXL24,

DL Y

+

21, MM24, SSZ

+

23, YZS

+

24, CR14].

Multi-Thread [LZL

+

20]. Multi-View

[CZL

+

22, LC19, LXL

+

21, PLD

+

23, SND22,

SSF18, TDZ

+

24, WZHM23, YJ22, ZL24,

ZHJ17]. Multi-Zo om [TDZZ24].

Multicategory [ZHSS07]. Multiclass

[RM13, SSS

+

11, XA

W07, YOKI09, ZC11].

Multicore [GDM18, MTM

+

15].

Multicriterion [YM11].

Multidimensional [DCW

+

24, HCA

+

10].

Multidomain [JJH12, WKE11].

Multidrug [NTCO07]. Multiexpressions

[Zou13]. Multifaceted [AL12].

Multifactor [YLC20]. Multiforme

[CHW

+

18, ZLPW16]. Multifractal

[DSVMM18]. Multigenomic [GXSZ17].

Multilab el [WL13b, XXW

+

23, YRD

+

14a].

Multilab eled [GJS11, HSlSM11].

Multila y er [LPH

+

21, PWY

+

21, RSV

+

22].

Multilev el [PLMV12]. Multilo cations

[WL13b]. Multilo cus [LLC

+

13, MWSM12].

MultiMA

GNA [VM18]. Multimeme

[NTCO07]. Multimo dal [CGL

+

23b,

DZD

+

23, GCZ18, GLX

+

22, HS09a, HS09b,

HHCY20, LZW

+

23a, LGB15, NL W

+

24,

SWL19, XHW

+

22, YL

WS21, LLCZ15].

Multimo dal-Bo ost [DZD

+

23].

Multimo dalit y [JSM

+

22].

Multimo dalit y-Con tribution-Aw are

[JSM

+

22]. MultiMotifMak er [LZL

+

20].

Multinomial [FF24, L

W13a].

Multiob jectiv e [HKK07, LZW20, LZW23b,

MPF12, MMB

+

13, TGK13, TGD

+

16,

G

´

AVRRL15, MM14b, SB12]. Multiomics

[POJ

+

22]. Multiparameter [SSDN12].

Multipartite [VKM07]. Multiple

[AM19, AAH

+

18, AL W G18, ABS15, BAK06,

BRZ

+

17, BLS12, BHHMCL16, Bro05,

CPL

+

23, CW12, CHL21, CWLS15, CCN22,

CGPW06, DBZ12, DK17, DG19, DBN18,

DOK

+

21, EMDH11, GTL

+

21, GZC

+

17,

HL16, HKT

+

18, HV

G04, HS15, HPL

+

13,

HLZ

+

17, HB11, JL

YZ16, JXN

+

16, K

G20,

KK C16, LH10, LZHZ17, L WT

+

18, LCL

+

23,

LCC

+

11, L

W13b, MSQ18, MMH15, MR10,

NP13, NVL22, NTR16, OHK

+

21, PS11,

PZW C20, PT09, PS15, QZZ21b, QL09,

QW C

+

16, RLR20, RM18, SHUP19, SIK20,

SK12, SSFW12, SPWF14, TD Y

+

18,

TD A

+

09, VM18, WS08, WLMW

+

11, WB17,

W GX

+

17, WZR

+

22, WYS

+

24, WHKK07,

WPL15, WLA

+

13, YHCS19, YLL

+

06,

YFWZ16, ZSW23, ZLF

+

21a, ZLPW16,

ZZCD19, ZZF

+

19, ZLZ

+

24, ZLLS17, DNR15,

MW16, PJN

+

14, YlCW

+

15, YRD

+

15].

Multiple-Filter-Multiple-W rapp er

[LH10]. Multiple-Filters [BHHMCL16].

Multiple-Grain [JL

YZ16].

Multiple-Sequence [NP13].

Multiple-Structure [WS08].

Multiple-Sw arm [AL W G18].

Multiple-V alued [L

W13b]. Multiplex

[LXWL22]. Multiplexing [L

WXX22].

m ultiplier [CL14]. Multipliers [HYL

+

19].

Multip ositional [GL

W12]. Multiprotein

[HK12]. Multiresolution

[CSZT19, HYC12, RNAR

+

24, ZKL18].

Multisample [PR18, SSS13b, ZYW

+

13].

Multiscale [GGH

+

13, GCZ18, HMW

+

12,

NNM

+

12b, SZL

+

20, SCCDK09, ZL W

+

11].

Multiseed [KNR05]. Multistage [DL

T10].

Multistate [GG11]. Multitask

[DMK22, FB19, LZH18, XPXY11, GA23].

MultiT rans [ZFZL22]. Multit yp e

[WL W

+

23a]. Multiv ariate

[KPW13, Kuk13, PPF

G20, ZAZ11, CBN15].

Multiview [ZJ22]. Muscle

[BMT17, SXL

+

14]. Muscular [BCL

+

13a].

Mutagenesis [V

GBK19]. Mutagenic

[Che16, YCYC12]. Mutan t [HLG10].

Mutan ts [DSZ

+

06, GCC

+

14]. Mutated

[LGW20, QZA

+

23, SAE

+

20, ZZ18, ZW19].

Mutation [DSZ

+

06, KKI20, LHDS18,

MYCW12, NT24, R YK

+

19, SPW22, Tho16,

TO YHZ19, W

GK16, ZLD

+

24]. Mutational

[ALC22]. Mutations [AAAM

+

24, DFM

+

11,

GGM21, HCMB18, K CZ

+

15, KK

C16,

L TX21, MBP

+

19, OZW

A21, PBJ12]. Muti

[GZXH21]. Muti-T ask [GZXH21]. Mutli

[BYZ

+

18]. Mutli-F eatures [BYZ

+

18].

Mutual

[Ale22, DGH

+

06, LDM18, MP

A15, SMRP15,

SPW20, TZ16, XYLL23, ZGB

+

12, HRHP16].

MVDINET [TDZ

+

24]. My [MZSL19].

My eloid [BMSZ22]. m y on uclear [SXL

+

14].

My osin [ZLS

+

19].

N [FLHG24]. N4 [LLX

+

24].

N4-Acet ylcytidine [LLX

+

24]. N6

[FSP23, R

TC23, XZL

+

24].

N6-Meth yladenosine

[R TC23, FSP23, XZL

+

24]. N7 [MZLL22].

N7-Meth ylguanosine [MZLL22]. NAHAL

[FMD18]. NAHAL-Flex [FMD18]. Naiv e

[WDS

+

12, YZG

+

24, L

W13a, SSP

+

17].

Nakhleh [CLR

V09c]. Name

[YSC13, HWK14]. Named

[A V17, DLL

+

24, LJ20, LXZ

+

23, HK15].

named-en tit y [HK15]. Naming [STB

+

20].

nanotub es [MZS

+

16]. Nascen t [AALD17].

National [FJJ18, GJH19]. Natural

[ZDL

+

19]. Nature

[BS08, LZW20, WWM

+

24].

Nature-Inspired [LZW20, WWM

+

24].

Naturelik e [BPP

+

13]. nCoV [XLX

+

21].

NcRNA [SBY12, HJD24, L T aS13].

ncRNA-Drug [HJD24]. Near

[BMH

+

16, BEW09, SDB

+

07, MW16].

Near-Linear [BEW09]. Near-P erfect

[SDB

+

07]. Nearest

[A C12, A

WW18, WXY

+

23, ZSC

+

10].

Necessarily [PK13]. Necessary [Son06].

Need [MGP

+

22]. Negativ e [DZW24,

DLO

+

23, GWW

+

22, JZZQ19, JGW

+

21,

L W G

+

18, LCH19, PNP

+

18, PCCM22,

RM18, STHM

+

24, TWZW16, WLG

+

16,

XL16, YHCS19, ZBL

+

23, WLG

+

14].

Negativ e-T ransfer-Resistan t [JGW

+

21].

Neigh b or [DLG

+

24, LLZ

+

22, WXY

+

23,

HS15, LAI

+

14]. Neigh b or-Based

[DLG

+

24]. neigh b or-joining [LAI

+

14].

Neigh b orho o d [BS10a, GRH08, LX21,

LGN

+

19, WL

WJ22, ZLG

+

21, MZL15].

Neigh b orho o d-Based [WL

WJ22].

Neigh b orho o d-Regularized [LX21].

Neigh b orho o ds [CCLS13, HW13, LBL12b].

Neigh b ors [A

C12, A

WW18, LL W

+

22,

MQOH21, ZSC

+

10, LMZ14]. Nested

[W an12]. Nestedness [GF10]. Net

[BRS18, CNM11, ZLH

+

17, CSQ

+

22,

GJSB23, GKS

+

22, LSW

+

23, LLL

+

21a,

LZY

+

22, XWP

+

24, YWW

+

24].

Netpro2v ec [MMG

+

22]. Nets

[RPBP18, WMK16, ZHX

+

24]. Net w ork

[AAKB22, AM22a, AKMT12, Alt23, AKV16,

ABS17, BDS12, BP22, BMK11, BA

O22,

BSS

+

22, BCC

+

23, BA18, BRB21, BSLR05,

BNV

+

13, CXY

+

23, CDBR21, CXW

+

13,

CMMZ20, CBM

+

20, CL

YR23, CGL

+

23b,

CMQ

+

16, CYWW22, CZW

+

23b, CLL

+

24,

CSE

+

21, DZMB22, DZD

+

23, DFTC12,

DS19, DQZ

+

23, DKY21, EMK18, FHR

G14,

GT24, GLL

+

18, GHZ

+

22, GLX

+

22,

GTX

+

23, GXJ

+

24, GRK23, GPMH16,

GSC17, GAX

+

23, GKS

+

22, GHL05, GZ22,

HAK

+

12, HS09b, HD24, HW07, HXS

+

21,

HGM18, HLX

+

21, HSZ

+

23, JDCC12, JY21,

JMCY23, JJZ

+

22, K

CP19, K

G20, KSP22,

KZW

+

18, KHI

+

21, KKPP22, KAHK

+

10,

L TL TS23, LLH23, LvH24, LCWZ13,

LCZN16, LNC

+

19, LMZ

+

20, LXWL22,

L WXX22, LZZ24a, LLES18, LDGY21,

LKL

+

23, LLZ

+

13, LZHZ17, LLK

+

21,

L WZ

+

21b, LJC

+

22, LD

YZ22, LLZ

+

23,

LJZY24, LLL15, L

W24, L WL

+

19, MSZ19a,

MZLL22, MLZ

+

24, MGSP22, MT24,

MMB

+

13, MGC19, MLZ18, MKKS20,

MGK G17, MM17, MWLS18, MVW

+

13].

Net w ork [NM22, NNSZ07, NGZ

+

22, PSS09,

PL17, PZH20, PCD

+

23, PCDP18, POJ

+

22,

QDZ

+

21, QZL

+

22, R

C11, R

TD23, RB16,

R V13, SN24, SQZA14, SLCZ22, SVdSS

+

18,

SMPS20, SDH20a, SZHH22, STY

+

23,

SMSZ17, SLCL22, SWL19, SRXZ24,

TIA

+

11, TLSA18, TSIA24, TDZ

+

19,

TFTY23, TMLI19, TDK13b, TP18, TC13,

TO YHZ19, VTMG22, VSR

+

06, VM18,

WHWP12, WWL19, WFY

+

19, WYHZ20,

WWF

+

21, WZC

+

21, WZS

+

22, WL

WJ22,

WLP23, W CW

+

24, WHL

+

24, WSL

+

24,

W CY

+

24, WYS

+

24, W er06, W

GK16,

WW19, WWL

+

23b, XLZW22, XW Q

+

24,

XWF07, XW16, X O YHZ18, XDZ

+

23,

XWP

+

24, YD24, YXYC13, YYLL22,

YLC

+

23, YWW

+

24, YF

CM17, YG19,

YWL

+

24, YCCM12, YGY

+

19, ZZKW18,

ZHL

+

24, ZDL12, ZZN15, ZWL15, ZHJ17,

Zha18, ZXLZ18a, ZXLZ18b, ZPW

+

19,

ZZH19, ZXZ20, ZZBH20, ZSZ

+

21, ZCL21,

ZLG

+

21, ZYH

+

21, ZCL22, ZZLH23,

ZXW

+

23, ZGW

+

24, ZK16, ZYYX23,

ZYJ

+

23, ZZZ

+

24, ZS18, ZHD

+

21, ZPW

+

21,

ZYZ

+

23, ZLB24, ZZD

W13, ZD X

+

24,

ZKLZ24, ZWZZ22, ADT A Q16]. net w ork

[BDBH15, FZM15, HL

W15, LP15, MMFD14,

MG14, SEC15, TWZ

+

14, WZC

+

15,

XLC

+

15, XXM

+

16]. Net w ork-Based

[BSS

+

22, CDBR21, GTX

+

23, GSC17,

KKPP22, PSS09, POJ

+

22, R

V13, SMPS20,

W GK16, ZSZ

+

21, FHR

G14, SQZA14].

Net w ork-Lasso-Constrained [GHL05].

Net w ork-Regularized [MLZ18].

Net w orking [DG19]. Net w orks

[

˚

ASWH22, A VD

+

12, AHN23, ARK20,

A GAS18, AAH

+

18, AFJ12, AHC

+

21,

ARS17, AA

T20, ABS15, APPG18, AKS20,

BBW18, BMCY22, BGHC20, BGS

+

12,

BZ07, BCL

+

13a, BvBF

+

11, BD19, BSV10,

BJ10, BPJ12, BVN

+

11, BCD

+

21, CZ20,

CPL

+

23, CR

V09, CLR

V09a, CLR

V09b,

CLR V09c, CPR

C24, CKRS21, CDB

+

16,

CC07, CW12, CXW

+

13, CHW

+

18, CCN22,

CW22, CW G

+

18, DZH16, DS19, DBN18,

DT11, EAS13, ECK16, EMK18, EBP24,

FMRS18, FZWS17, FWXZ19, FSDR16,

FSX19, FXZS22, FPPR11, FKB19, FSD

+

11,

GH08a, GPZ20, GTL

+

21, GD22, GAH22,

GDM18, Gos11, GBB

+

11, HK20, HLM

+

13,

HB05, HC19, HS09a, HF07, HM13, HAH13,

HMW

+

12, HI24, HL Y

+

16, HC13, HYL

+

19,

HHCY20, HWM22, HWY

+

23, HvIKS11,

HDKS04, Hus09, INT11, IBN19, IL18, JvI18,

JBgLS19, JL

YZ16, JZW

+

22, JSS

+

18,

JZS

+

18, JNST09, JFN11, JHZL19, KLCH22,

KBNHD18, KN05, KP12]. Net w orks

[K CCC15, KLC24, KBM21, KSB12, KK

C16,

LFS06, LCTS08, LSMF08, LLHW22,

LLR

+

23, L

TP22, LLH

+

07, LL11, LCZN16,

L T17, LLNW17, LZL

+

19, LHCL20, LLQ20,

LPH

+

21, LZL

+

22, LZM22, L WL

+

22,

L WY

+

23, L

TLL23, LLL16b, LZQ

+

20,

P acific [HC15, L

YC24, WLC18, YSC19,

ZPC

+

21, ZC14]. P ac k age [CS24]. P ac k ed

[LLQW21]. P ageRank

[MLZ

+

24, PWZW15, QZLL24]. P air

[BNV

+

13, CLM10, KKI20, Tsa12, WZ13b,

ZG19, ZGDH16, OF C

+

14]. P air-Wise

[ZGDH16]. P aired [LLH

+

17, LMW

+

24,

MP22, WLL

+

20, SKK14]. P aired-End

[LLH

+

17, WLL

+

20]. P airing

[BWS05, JBP08]. P airProSVM [MGK08].

P airs [BHS

+

04, PLH22, ZZS18]. P airwise

[ALQ17, AH11, BAK06, DK13, MGK08,

VF09, ZL Y

+

12]. palindromes [RB14].

P alyto xin [BCF

CC13]. P an

[CRK

+

19, CCC

+

22]. P an-Cancer

[CCC

+

22]. P an-Genomic [CRK

+

19].

P ancreas [PLC

+

20]. P ancreatic

[BMH

+

16, VDS

+

20, YLC

+

23, MFS

+

15].

P andemic [BPJ12, HC24, LKK

+

23].

P anmictic [W u10]. P ap ers

[Ano05b, Ano09c, Ano12a, Ano13d, Ano13b,

Ano13c, Cat17, Kim18, LC10, Ma22,

YGF C20, YTC21, YQW

C22, YQBC22,

YPGC24, AS15]. P araCells [SYL19].

P aradigm [SSD19, X

G14]. P arallel

[BPM21, BBK

+

12, BBH12, Dem12, DBSL24,

GLS

+

16, GDM18, GMAS22, GCY

+

21,

KK19, LLQ20, LHS16, MBGP12, MP

A15,

OMWX09, PFJ

+

19, PTM

+

19, PCY

+

19,

PZS

+

20, TIA

+

11, TYDZ23, VJRPNVJG24,

WSL

+

24, ZWLZ21, ZLS

+

15, CFIS

+

15,

GPScF15, GJY

+

14]. P arallelism [KK19].

P arallelizable [A

TX21, CMS22].

P arallelization [AAB22, ZWcF17].

P arallelized [HTLL12]. P arallelizing

[GD WK

+

15]. P aralogous [ZZS18].

P aramecium [iA

OSS16]. P arameter

[BBW18, BS11, BBK

+

12, BS07, CA W

+

19,

DK17, FKLS07, GB10, HF12, MNND13,

PK13, STS21, SGH12, WWLL16, ZWL

+

12,

Gu16, HL

W15, ZSY

+

14].

P arameter-Advising [DK17].

P arameter-F ree [HF12]. P arameterized

[BN06, BvBF

+

11, SLH

+

06a, SCC

+

15].

P arameterless [TK05]. P arameters

[JSS

+

18, NSAH19, QZL

+

22, SNC

+

16,

SMSZ17, TBRS13, XSS17, Zou13].

P arametric

[MSJP19, Y

AB13, FN14, K

GK14]. P arasite

[GAR

+

09]. P arasites [FWW

+

22].

P aratop e [LL W

+

22]. P AR CEL

[WWL

+

23a]. P areto

[A CC

+

13, DK13, RM13, V

GBK19].

P areto-F ron ts [RM13]. parit y [EES14].

P arkinson [ZWS

+

18]. P arsimonious

[CLH13, USMS19, MW16]. P arsimon y

[A CPR10, BFK17, BVD

+

10, BH06, DST07,

GRH08, GE18, GM09, HZR

+

19, ICL11,

JNST09, LL T

+

19, NNSZ07, SHI06, SLB

+

08,

TBGL10, WMS09, vIKKS08, K

O15].

P arsing [RAA10]. P art [Cas06, Cas07,

KJ04, LNY05b, LNY05a, KJ05]. P artial

[BBK

+

07, HYY11, HDKS04, KK08, LLH23,

MMS10, QZZ

+

21a, ST19, STB

+

19, Smi09,

TGGF10, WW

C18, ZOZ10, MBS15].

P artially [SP

A17, L

V14]. P article

[BU17, CYTY13, GSX

+

18, HKT

+

18,

HGM18, LZW23b, NPD

+

17, NHTD17,

SIK20, WZZ

+

18, XWF07, XA

W07, ZwGC17,

ZCR

+

17, GBLZ14, SPWF14]. P artition

[Mai09, TC16]. P artition-Optimization

[Mai09]. P artitioned [L WS

+

20].

P artitioning [A

CSR21, HKLN14, BM15].

P ASA [JWZ

+

20]. P assing [CGL

+

23b].

P atc h [XLZW22]. P ath

[BCL13b, CXY

+

23, DNS19, HWPE17, HS08,

L TL

+

19, ME19a, ME19c, SK19, TSIA24,

V al11, WL19, XYLL23, ZD17, ZZRPZ19,

ZFZL22, ZYJ

+

23, BM14, ARZ

+

14, SVM14].

P ath-Difference [ME19a, ME19c, WL19].

P athogen [BRB21, STD20, YBGB10].

P athogenic [KZW

+

18, WZC

+

21].

P athogenicit y [ZJZ

+

24].

P athogenicit y-Asso ciated [ZJZ

+

24].

P athological [LLK

+

22]. P aths

[MMS10, TGP

+

15]. P ath w a y

[AJD

+

12, BEQD19, CZZ

+

23a, CNM11,

CGL

+

23a, HHYH07, JKNE21, KDS

+

20,

LLK

+

22, LLH18, LJZY24, PPM

+

13, PIPC18,

RAM17, STD20, TP18, W

GK16, YM20,

YG19, ZW19, ZKW19, ED14, L YH

+

16].

P ath w a y-Based [BEQD19, YG19].

P ath w a y-Induced [TP18]. P ath w a ys

[A T A

+

17, AAH

+

18, AFMS19, CCN22,

DMD13, ED15, FKLS07, GLS

+

16, HD24,

K CP19, KSN

+

12, SBRK11, UWLH15,

YYG

+

21, ZZ13, ZZ18, GJPSV14]. P atien t

[LLH23, PLH22, SPW22]. P atien t-Sp ecific

[LLH23, PLH22]. P atien ts

[FLJS20, GLX

+

22, HEE

+

18, MFF

+

18,

PvR V

+

20, PSA21, YLC

+

23]. P attern

[BHS

+

04, CLST

+

13, CLZ

+

18, DBSL24,

GGJ

+

06, Han10, HPL

+

13, LSTW

+

17,

LJK

+

12, LCW

+

18, MB16, NNW24, RB16,

RSV

+

22, STO06, SHJL10, WMW

A12,

ZYW17, ZZN

+

11b, ZAZ11, ABH

+

14, KD15,

MNA14]. P attern-Based [MB16].

P atterns [BLR08, BIBD21, CL

W13,

CLC

+

17, Gra04, HLL

+

22, MGP

+

22,

MMH15, ML18, MB16, MCHT17, PG06,

PCGS05, SB09, VJRPNVJG24, XL16,

YL W

+

24, ZGC

+

05, CA14, G

´

AVRRL15,

K GK14, TYL

+

16, WL14]. PBN [MPSY18].

PC [LHL

+

19a, TSMMG

+

13]. PCID

[HZW

+

17]. PCR [Che16, YCYC12].

PCR-RFLP [Che16, YCYC12]. PCs

[LHL

+

19a]. PDL1 [GCGCP

+

23]. PDZ

[HZTP12]. P eak [PH10a, YLXS17,

YHYY12, YLL

+

06, ZL W

+

11].

P eak-Lab eling [PH10a]. P eakbin

[ASI

+

11]. p ediatric [ZMP

+

14]. P edigree

[HWPE17, MYCW12, PVB

+

12]. P edigrees

[HWPE17, PG06, PBJ12]. P elvis

[QZZ

+

21a]. P enalized

[L W19b, PSIM17, ST05, ZZN

+

11b, L YH

+

16].

P enalt y

[LNR

+

09, LL

T10, WWY

+

24, YZG

+

17].

P enetrating [AKA

+

22, W CL Y20]. P epsin

[AHT

+

18]. P eptide [AKR12, BBN19,

FDZ

+

24, IDD13, JXN

+

16, KMS

+

21,

KNTB18, LZ18a, LMZL17, LJC

+

22,

SYKBG24, WM19a, WWT

+

20, YKW17,

YMW

+

12, YHYY12, ZLC

+

21, dAc17].

P eptide-HLA [LJC

+

22]. P eptides

[AM22b, AKA

+

22, FWY19, GXJ

+

24, GM22,

JKN

+

12, VKS17, W CL Y20, ZZP

+

21a,

ZMKL22, ZLZW22, SV G

+

24]. P erception

[R GZ

+

23, WL W

+

23a]. P erceptual

[MWH

+

23]. P ercolation [BMH

+

16].

P ercolator [YMW

+

12]. P erfect

[BBSP08, BBCP07, GG11, HKM

+

18, KS14,

SM08, SDB

+

07, vIKKS08]. P erform

[A T A

+

17]. P erformance

[iA OSS16, BOSF24, BGS

+

12, BWRF12,

CNM11, Dal16, HBH12, Jam18, LHG

+

16,

Maz12, W GL

+

21, ZWLZ21, pD20].

P erforming [AKD17]. P erio dic [AKMT12].

p erio dicities [MEOL14]. P erio dicit y

[KM20]. P ermeation [KL11c].

P erm utation [Gru11, MTNH17, TW10].

P erm utation-Based [TW10].

P erm utations

[GBD17, HZL19, HBM21, OJF

+

21, XYYZ20].

P erP AS [LLH18]. P ersonal

[GSX

+

18, W A G19].

P ersonal-Best-P osition [GSX

+

18].

P ersonalization [LHH19]. P ersonalized

[Ano12a, CC21, CCL

+

24, L WZ

+

21c,

MLZ

+

24]. P ersp ectiv e [BKA

V23, CYL

+

21,

CM13, YHY13, SRLR14]. P ersp ectiv es

[HD24]. P erturbation [BDS12, FKB19,

HAH13, RM18, SMK22, WWLL16].

P erturbations [KSP22]. P erturb ed

[ZZKW18]. P ertussis [GBSB21]. P etri

[BRS18, CNM11, RPBP18].

Pharmacologic [SSK

+

20].

Pharmacophore [TZWZ23]. Phase

[BCL

+

13a, R CM

+

19, SLCL22, ZCR

+

17].

Phase-Con trast [SLCL22]. Phasing

[BZ08, GMP08, LL22, MW20, Maz22,

PVB

+

12, YXYC13]. Phenomena

[MNND13, NNM

+

12a]. Phenot yp e

[ABVD12, CSW11, DMJ

+

18, ED15, L

TX21,

MM24, RLR20, WD X

+

15, YZC

+

23,

ZPW

+

19]. Phenot yp e-dep enden t

[WD X

+

15]. Phenot yp e-Related [L

TX21].

Phenot yp e-Sp ecific [ABVD12].

Phenot yp es

[BKK

G19, HYL

+

20, WLHY19, TWZ

+

14].

Phenot ypic

[PN17, YZC

+

23, YXL

+

23, YWW

+

24].

Phenot ypically [QD12]. Phenot yping

[CWT

+

19, ZDL

+

19]. Phi [MP

A15].

Phoshphorylation [XTL12c].

Phosphohistidine [AHK

+

21].

Phosphorylation

[CRP12, XW16, L W G

+

14, T AL

+

15]. Ph ylo

[RLRP23]. Ph ylo- [RLRP23].

Ph ylogenetic [BZ07, BG12, BS07,

BGHM09, CR

V09, CLR

V09a, CLR

V09b,

CLR V09c, CW12, GH08a, GFS13, GJS11,

HvIKS11, HDKS04, Hus09, Jam17, Jam18,

JS12, JvI18, JNST09, KL11a, LFK16,

L TL TS23, LRM12, LHG

+

16, LCSW18,

LP21, Mat09, MPKvH09, MNW

+

04, Mos07,

Nak10, P AS

+

11, PB12b, RdMCBC13,

Ro c06, SNM08, SDB

+

07, SWH

+

12, SSS13b,

TGM

+

21, WLMW

+

11, WBE13, Wil12,

WMS09, YBMH24, ZM12, vIKK

+

09,

vIJJ

+

20, DNR15, DS14, MW16, Ny e14].

Ph ylogenetics [AR09, Gus09b, HMS09,

LvH24, MBKK18, PBFB22, TM11].

Ph ylogenies [BCVS19]. Ph ylogenomic

[KMSY20]. Ph ylogenomics

[PR18, SZZ

+

19]. Ph ylogen y

[ANR

+

23, BBSP08, BFM13, BM13, GG11,

HKM

+

18, MR10, MS10, SM08, SLB

+

08,

WYL07, vIKKS08, KS14]. Ph ysarum

[GLL

+

18, LGZ

+

17]. Ph ysarum-Based

[LGZ

+

17]. Ph ysarum-Inspired [GLL

+

18].

Ph ysical

[BCL13b, GLS

+

16, WRH

+

09, KSA16].

Ph ysically [LLD

´

A21].

Ph ysically-Inspired [LLD

´

A21].

Ph ysico c hemical [ADPH13, TZWZ23].

Ph ysics [WWL

+

23a]. Ph ysics-Based

[WWL

+

23a]. Ph ysiologically [VdTVV19].

PI [SJWW23]. Piecewise

[RBdJ11, ZHZ

+

20, dJP08].

Piecewise-Linear [RBdJ11, dJP08].

Pigeon [ZD17]. Pigeon-Inspired [ZD17].

Pip eline [GAJ

+

18, R GB

+

21, RAA20,

ZKLZ24, LHN

+

14, ZMP

+

14]. Pip elines

[AL12, Jam13]. PIT [ZGDH16]. Plagiarism

[NSC17]. plaid [HM15]. Planar

[GGH

+

13, SNM12]. Planning [ZD17].

Plan t [BB24, CWT

+

19, GPF

+

20, YGJZ23,

YXL

+

23, YFYW23, wTCAK

+

20, KK C

+

14,

MZL15]. Plan ted [CW11, DBR07, T an14].

Plan ts [DST15a, GF10]. Plasmid [WL22].

Platform [HG16, PGF18, SNK

+

22,

YHW

+

21, GMCB14, LLCZ15, PSR

+

24].

Platforms [GLS

+

16, ZSZ

+

22]. Plausible

[FHH

+

11, KP12]. Pla y ers [YF

CM17].

Plexus [WKE11]. Plots [TSMMG

+

13].

PLS [PNP

+

18, TGGF10]. Pluribus

[SLGK17]. PMD A GS [YD24]. Pneumatic

[SNC

+

16]. Pneumonia [LLMZ23].

Pneumothorax [WSJ21]. P o c k ets

[R T A

+

16]. P oin t

[BCF

+

07, CW09a, CBM

+

20, F

GKH11,

HC07, KKI20, LFF18, RKZ16]. P oin ts

[IGA18, PS15, SKK14]. P oisson [WZA07].

P oisson-Based [WZA07]. P olarit y

[GGH

+

13]. POLB [AAAM

+

24]. P olicies

[QD12]. P olyCluster [MW20]. P olymer

[GZS12]. P olymers [ICZ

+

24].

p olymorphisms [GBLZ14]. P olynomial

[Gra04, LLHW22, P ol11, vIJJ

+

20].

P olynomial-Time

[Gra04, LLHW22, vIJJ

+

20]. P olyploid

[MW20]. p olytom y [DS14]. P o oled [FF24].

P o oling [Kur13, LLQ20, MDM13, WSL

+

24].

P o ols [GKPS11]. P opulation

[AN21, CLS19, GBSB21, LLX

+

11, LHQ

+

18,

L T07, NJMF19, PR18, SLH06b, TBRS11,

VdTVV19, ZRK19, ZXZ

+

21, LAI

+

14].

P opulation-Based [ZXZ

+

21].

P opulation-Differen tiation [ZRK19].

P opulation-Structured [NJMF19].

P opulations [LMW

+

24, NGY

+

16, PPF

G20,

PN17, SHUP19, W u10, W u11]. P osition

[AH11, AHK

+

21, GSX

+

18, JLwC11, PR

U11,

R W07]. P osition-Sp ecific [AH11, JLwC11].

p ositional [KD16]. P ositioning [CHN

+

18].

P ositions [CGZ15, GZGX14]. P ositiv e

[CZW

+

18, LCH19, UJ09]. P ositiv es

[HZTP12]. P ossibilistic

[SKD

+

07, YCCY20]. P ossible

[CHZ

+

21, SLH06b]. P ost

[BYW

+

23, LLD

´

A21, PvR V

+

20, R CM

+

19,

SAS

+

23, TSM14]. P ost-Pro cessing

[SAS

+

23, TSM14]. P ost-Sequence

[R CM

+

19]. P ost-Structuring [PvR V

+

20].

P ost-T ranscriptional [LLD

´

A21].

P ost-Whitening [BYW

+

23].

P ostcry opreserv ation [NFM

+

12].

p osteriori [CZWT15]. P ostfix [HEK18].

P otency [NGZ

+

22]. P oten t

[SDP

+

21, SYKS15]. P oten tial

[AF AA W

+

11, CDBR21, FKZ

+

24, HKS11,

LH20, LZX

+

21, SB12, SV G

+

24, SMSZ17,

WZC

+

21, WLG

+

21, KPB14, LL W

+

15].

p oten tial-based [LL W

+

15]. P oten tials

[DZ11]. P o w er

[ANR11, AL W G18, PBhL

+

11, L

WM14].

p o w er-la w [L

WM14]. P o w ered [CHL21].

P o w erful

[AAP06, GDM12, VTGC16, IM14]. PPI

[GTL

+

21, HC19, HC13, LCWZ13, LL W

+

15,

LLNW17, L TR W19, MQOH21, OC13,

TDZ

+

19, VBG

+

18]. PPIs [LZ18b, ZLZ

+

19].

pplacer [LFK16]. PPR

TGI [MLZ

+

24].

Practical [DBR07, HL Y

+

16, HvIKS11,

ME19a, PVB

+

12]. Practice

[PBFB22, SDB

+

07, BF14]. PRBP

[MGXS15]. Pre [JZL

+

24, YJS

+

24, ZLL21,

SYKM17, TSM14, KTLM15]. Pre-Align

[JZL

+

24]. Pre-Diagnosis [ZLL21].

pre-miRNA [SYKM17]. Pre-miRNAs

[KTLM15]. pre-pro cessing [TSM14].

Pre-T rained [YJS

+

24]. Precise

[Bha23, PKM22, ZANN20, ZLS

+

21].

Precision [PSR

+

24, SJZ19]. Preclustering

[HF07]. Precursor [YHYY12]. Pred

[KNTB18]. Predator [ZD17].

Predator-Prey [ZD17]. Predict

[BA O22, BZWD22, DT A

+

23, GA23, KAS21,

LSY

+

20, L WZ

+

21a, LZZ

+

16, TZWZ23,

W CL Y20, WL

WJ22, WWT

+

20, ZLG

+

21,

ZHG20, ZYZ

+

23, TW10]. Predictable

[UWLH15]. Predicted

[CPM18, RSG18, Xu05]. PredictFP2

[WWT

+

20]. Predicting [ALC22, A T A

+

17,

CZC

+

23, CZW

+

23b, DZH16, DKDD10,

EMDH11, FYSM12, FWY19, FPC20,

GWW

+

22, GLX

+

22, GJPSV14, GLF

+

23,

GL W12, GED

+

17, HZW

+

17, HC17, HLZ

+

17,

HHL

+

20, HMK

+

07, HXX21, JJH12, JS23a,

JZF

+

21, Jia10, JM12, JHXP15, KLCH22,

KKI20, KTLM15, L WL

+

18, LLC

+

24,

LNC

+

19, L TT

+

22, LSZ

+

23, LDZL23,

L WY

+

23, LZL

+

24, L YZ

+

24, hLMBJ11,

L WL

+

20, LJN

+

23, LLZ

+

23, LLZ

+

22,

LCL

+

23, MHTJ22, MGP

+

22, PLF12,

PLCW17, PLD

+

23, PCD

+

23, PCCM22,

QLZZ22, QQD

+

21, QW C

+

16, RMV12,

SDH20a, STY

+

23, SBM15, TWZP14, TR07,

WFD15, WMK16, W CC

+

18, WYHZ20,

WXWL20, WZZ

+

22, WXY

+

23, WHL

+

24,

W GW

+

24, WWBZ19, WLL13, W CX

+

22,

XZG

+

23, YWN

+

19, YD W

+

21, YDZ

+

22,

YD24, YZG

+

19, YKWK18, YHZ

+

19,

YRD

+

15, YFWZ16, YFWZ18, YLJY21,

YYY

+

22, YZH

+

23, ZLF

+

21b, ZGC

+

05,

ZLZ

+

19, ZZH19, ZWXL20, ZXZ20, ZZBH20,

ZYH

+

21, ZWHH21, ZSH21, ZZQ22,

ZZW

+

22, ZWL

+

23, ZYC

+

22, ZYJ

+

23,

ZTY22, ZZD

W13, vBdRD

+

11, BDBH15,

GZGX14, X

G14, YD W

+

20]. Prediction

[AZHR22, Ale22, AHC

+

21, AF AA W

+

11,

AL12, AM12, AAE11, BM17, BP22, BYZ

+

18,

BMR21, BSR

+

21, BS10a, BM20, CLXL24,

CSW11, CC07, CWL12, CHZ

+

16, CZDZ22,

CGL

+

23a, CL

YR23, CGW

+

16, CYWW22,

CM16, CGPW06, CNH

+

23, CYTY13,

CBF

+

18, DNS19, DPS

+

13, DCM20, DM22,

DFM

+

11, DLA

+

23, DMK22, DCV

C11,

DH23, EZW

+

17, FSDR16, FSX19, FXZS22,

FKZ

+

24, FB19, FW

A10, GSC

+

18, GXJ

+

24,

GZR

+

18, GZWD23, GM22, HZZY16,

HEE

+

18, HZTP12, HYC12, HCLS11,

HHCY20, HSF

+

23, HWY

+

23, HRdR09,

IDD13, JBP08, JLwC11, JW G

+

22, JYW

+

24,

JMCY23, JQH

+

20, JLK

+

21, JCG

+

22,

JKN

+

12, K CD

+

12, Kar12a, KS18, KNTB18,

KZW

+

18, KBM21, KAP

+

12, KDRP24,

KY19, LSMF08, LQV

+

13, LRE

+

22, LN21,

LPH18, LH20, LLRZ15, LLX

+

16, L YL

+

17,

LC19, LZX

+

21, LZL

+

22, LZW

+

22, L WL

+

22,

LQJ

+

23, LXS

+

24, LX21, LZ18b, LHL

+

19b,

LZQ

+

20, L WZ

+

21c, LJC

+

22, LD

YZ22,

LZC

+

23, LKD23, LJZY24, LBQ

+

13,

LL W

+

22, L

W24, LDL

+

17]. Prediction

[L TR W19, MGL

+

12, MGXS15, MZLL22,

MGSP22, MK

G20, MP19, MK16, MMS24,

MLZ18, MPM11, MSS13b, MCM22,

MFF

+

18, MW21, NZR11, NNNL22,

NNL T22, NVL22, NQNT23, OM07, PKM22,

PI09, PS19, PL

TG22, QL16, QZJ

+

23, QL09,

QBPEL12, QZA

+

23, RLR20, RFFB

+

20,

RFBTD22, R

TD23, RSK23, RP13, SFMS18,

SMRP15, STD20, SSS13a, SV G

+

24, SDH20b,

SZHH22, SZD

+

23, SHG

+

23, SLR

Q19,

SYKM17, SWX

+

19, SWL19, TSIA24, TW10,

TDZZ24, UK C

+

23, VTMG22, V al11,

VRHB23, WMK17, WL13b, WMW

+

21,

WLP23, WL

W23b, WL W

+

23a, WSL

+

24,

WYS

+

24, WXS

+

19, WDH08, WHS04,

WZ13a, WWL

+

17, WWL

+

23b, XLX

+

21,

XHY

+

18, XZS

+

21, XPXY11, YZP

+

21,

YZC

+

23, YZL23, YXS16, YJS

+

24, YL12,

YRD

+

13, YSW

+

17, YWF

+

20, YLS23,

YPL

+

23, YWL

+

24, ZLLZ17, ZLH

+

20, ZD12,

ZL Y

+

13, ZLPW16, ZLH

+

17, ZCG

+

18,

ZZF

+

19, ZWM

+

20, ZXZ

+

21, ZZZ

+

23,

ZLZ

+

24, ZWL11, ZG19, ZW G

+

21, ZD Y

+

23,

ZYYX23, ZDZ

+

23, ZLZZ23, ZDN

+

23,

ZZW

+

24, ZXW

+

24, ZYW

+

21]. Prediction

[ZZZ

+

24, ZLX

+

20, ZHE19, ZL15, dSPFF21,

AJYT

+

15, AM15, BHW

+

14, CM15,

FHR G14, HRHP16, SEC15, TY

A15, WHZ14,

YMT

+

14, YRD

+

14a, YRD

+

14b, YLH

+

15,

ZHL

+

14, LZW

+

23a]. Prediction-Based

[BM20]. Predictions

[BRZ

+

17, DPW12, KL11a, NSAH19].

Predictiv e

[AL W G18, HW07, JKNE21, LLX

+

11,

VBG

+

18, ZZP

+

21a, AM15, CBN15].

Predictor [FSP23, FHDU22, FDZ

+

24,

MGXS15, TDZ

+

24, ZCL21, ZLZW22].

Predominan t [CLXL24]. Preference

[SZHH22]. Preferences [SDH20a]. Prefix

[KK19]. Pregel [GCY

+

21]. Pregel-Lik e

[GCY

+

21]. Pregnancy [BIBD21].

premature [WD X

+

15]. PREMER

[VBB18]. Prepro cessing [ICL11, ZANN20].

PreProP ath [UWLH15]. Prescrib ed

[ZAZ

+

22]. Presence [MSG18, D

YD15].

Preserv ation [SCU

+

24]. Preserv ations

[MJZY22]. Preserv e [BMM06]. Preserv es

[RBdJ11]. Preserving [ANR11, BKP

+

19,

BMM08, ELH24, FZM20, HBM19,

R TPM

+

19, SJNS19, XWP

+

24, ZD

YH17].

Pressures [CS15]. Preterm [FMA

+

20].

Pretrained [ZLZW22]. PreVFs [ZJ23].

PreVFs-R

G [ZJ23]. Prey [ZD17]. PRF old

[QZLL24]. PRF old-TNN [QZLL24].

Primary [YHZ

+

19]. Primer

[Che16, YCYC12]. primers [CFIS

+

15].

Principal [BKLS18, GPC

+

20, Han10,

HLGS21, L WW

+

21, MZLL22, dCAR11,

LLH

+

14, Ny e14]. Principle

[BGHM09, CCYW12, ZWL11]. Principles

[PR18, Tho16]. Prior [KB20, QZZ

+

21a,

T AAP11, XHW

+

22, ZWHC19].

Prioritization

[CM16, CPM18, GSC17, PBV

+

20, WZC

+

21].

Prioritizing [XPH12, ZZRPZ19]. Priors

[BEQD19, ED14]. Priv acy

[AJM18, ANT19, BBH

+

18, BMCY22,

BKP

+

19, ELH24, MZSL19, R CP

+

18,

R TPM

+

19, SJNS19, W A G19].

Priv acy-Preserving

[BKP

+

19, ELH24, R TPM

+

19, SJNS19].

Priv ate [BKLS18, GF

G16, MZSL19].

Priv aT ree [ELH24]. Privileged [GT24].

pro [WFD15, dSPFF21]. Pro- [dSPFF21].

Pro-/ [dSPFF21]. pro-longevit y [WFD15].

Probabilistic

[BTTR11, BCF

CC13, CHL

+

12, CMQ

+

16,

DHC12, ED15, FFT16, HZZT14, JMA17,

JZL13, JFN11, K

C11, LEAK11, MHKR12,

MPS18, MPSY18, MSS13b, NGY

+

16,

SREK19, SSP

+

17, TMLI19, TZY11,

TDK13a, TDK13b, WPL15, ZK16, FHR

G14,

GTDK15, PJN

+

14]. Probabilit y

[INT11, LLZ

+

22, CZWT15]. Prob e

[CZ20, KKP

+

21, LEAK11, MSH

+

11].

Prob es [HKS11]. Probing [ZD21].

Problem [AP07, AKR12, BE08, BEW09,

BS11, BMM08, BBK

+

07, BS08, BODD20,

CLH13, CCA12, CC09, CHC

+

21, CBF

+

18,

DPS

+

13, GGP08, GRH08, GB10, GG11,

HYW08, IMA13, LL T

+

19, MKS

+

17,

NNSZ07, PHX

+

08, P ol12, QSJ

+

20, SZ11,

SM08, SK19, SSS20a, WKLL12, W an16,

YHY13, ZSW23, ZW13, dDD18, dNG17,

KD15, ARZ

+

14, T an14, YHV

+

15, HBC

+

11].

Problems

[BBSP08, BN06, CW11, FM11, LGZ

+

17,

LCC

+

11, MMBC22, RZMC17, UKV18,

WBE13, ZTY22, vIKKS08, vIJJ

+

20, KS14].

Pro cedure

[ICL11, NSNA19, Sef22, MBS15].

Pro cedures [LGX10]. Pro cess [CGZ15,

GLS

+

16, LLD

´

A21, NT24, RdlCGW09,

R GCB05, TC13, YBGB10, PRZ

+

14].

Pro cesses [AAF

+

13, ABVD12, GGM21,

NFM

+

12, RKZ16, ZC11, HM15, MCH

+

15].

Pro cessing

[Dem12, GSK13, HCQ14, NCL

+

23, OLS

+

13,

SSD19, SAS

+

23, WYWX16, WMW

+

21,

ZDL

+

19, CFIS

+

15, MM14a, TSM14].

Pro cessivit y [ZLS

+

19]. Pro cessor

[RA16, XLZ

+

15]. Pro cessors [MTM

+

15].

Pro drug [MWD11]. Pro duce [DRS12].

pro ducing [DR14]. Pro duct

[CP13, L TM

+

13, PKM06, SHS15].

Pro duction [LCH19]. Profile

[BPM21, HV

G04, MGK08, PW21, TTWR13,

ZZY

+

17, ZXZ20]. Profile-Based

[TTWR13]. Profile-Guided [ZZY

+

17].

profiler [CA14]. Profiles

[BP22, BGS

+

12, CMMZ20, CGPW06,

HHYH07, IV

A11, JQH

+

20, K

CCC15, LN21,

L TT

+

22, MP22, MSS19a, PKRD12,

POS

+

18, QV17, SPD24, SPW22, SSS13b,

SB09, WPL15, YL Y

+

12, YOKI09, YCY

+

14].

Profiling

[CZCL23, FSMJ05, HCA

+

10, KKK19, NS19].

Profitable [UWLH15]. Prognosis [DPS22,

HL21, MCHT17, SZLL11, SWL19, ZLPW16].

Prognostic [LLR

+

23, MGP

+

22, PLH22].

Programming [BRB21, BBK

+

07, BCD

+

21,

BH06, CLH13, CSSS16, CLR10, HT09,

ICZ

+

24, MIC

+

07, OC13, PI09, SLB

+

08,

VKS17, VBG

+

18, WYL07, W

CL11,

YYG

+

21, YYLL22, ZFZL22, ZAZ

+

22, L

V14].

Programs [DKY21]. Progression

[CSSS16, MGP

+

22, PSS09, RB16, RM18,

SSK

+

20, W

GK16, ZLH

+

17, ZW19].

Progressiv e [GRH08, GZYL22, HV

G04,

SLCL22, ZHL

+

24]. Pro ject [HLLO19].

Pro jection [PYL

+

21, RL

V04, W CQ

+

19].

Pro jectiv e [SJWW23]. prok ary otes

[MBS15]. proline [AJYT

+

15, YMT

+

14].

Promising [MKKS20, YJJW21, WLG

+

14].

Promoter [CF

OS06, FL

W12, NNW24,

WL W23b, ZZCY10, HPH

+

15].

promoter-RBS [HPH

+

15]. Promoters

[LL TC19, LHL

+

19b, NTL

+

22].

promSEMBLE [NNW24]. Pro of

[HS08, Ro c06]. propagating [PRZ

+

14].

Propagation [HM13, JZW

+

22, NM22,

WWL

+

23b, GBLZ14]. Prop erties

[A GGM11, DT A

+

23, DGY05, DR16, DBK18,

KS18, NR

V09, RBdJ11, TZWZ23, TR13,

WLL13]. prop ert y [K

G15].

prop ert y-driv en [K

G15]. Prop ortional

[HL21, KSP22].

Prop ortional-In tegral-Deriv ativ e

[KSP22]. Prop osal [Pre04]. Prosp ects

[QZA

+

23]. Prostate

[FYZ

+

19, K

CP18, XPH20, ZLXL19].

Prostatic [ZLXL19]. Prosthetics

[XLZ

+

15]. Prot2GO [ZWL

+

23]. ProtDet

[LL19]. ProtDet-CCH [LL19]. Protease

[AF AA W

+

11, HHL

+

20, W GW

+

24].

Protecting [R CP

+

18]. Protection

[MZSL19, YCX

+

21]. Protein

[A CP22, ASJ

+

07, Alt23, A

C12, A

CSR21,

AM12, ADPH13, AAE11, BCS11, BM17,

BPM21, BP22, BW

C17, BYZ

+

18, BIDS23,

BSV10, BTYC13, BM12, BVN

+

11, BNV

+

13,

Bro05, CCBR

+

21, CCA12, CLST

+

13, CC07,

CWL12, CHZ

+

16, CZW

+

18, CHC

+

21,

CHH

+

22, CDKT09, CGPW06, CBF

+

18,

CHK17, DL

T10, DK

CM12, DZA

+

06, DNS19,

DPS

+

13, DM22, DDS

+

17, DS19, DCV

C11,

DSCM20, ECK16, EMK18, ED15, FSDR16,

FSX19, FJJ11, FXZS22, FMD18, FB19,

FW A10, GSC

+

18, GBS11, GLF

+

23,

GJSB23, GED

+

17, GA23, HBR

U13, HK20,

HL V

+

10, HCN

+

19, HZZY16, HYY11, HC18,

HC19, HZL

+

20, HCLS11, HC13, HC17,

HLDZ17, HLZ

+

17, HYL

+

19, HSF

+

23,

HMK

+

07, mHB13, HRdR09, IQA18, IDD13,

JJH12, JLwC11, JS23a, JL

YZ16, JMCY23,

JM12, JCG

+

22, JZW

+

22, JDHL20, JGKP21,

K CP19, KL19, KKI20, KAHK

+

10, KAP

+

12,

KSK

+

18, KDRP24, LS10, LDS

+

07, LRE

+

22,

LRM08, LSTW

+

17]. Protein

[LH20, LFF18, LLH

+

07, LBL12a, LZ18a,

LNC

+

19, L

W19a, LMZ

+

20, LSY

+

20,

LQJ

+

23, LSZ

+

23, LZZ24a, hLMBJ11,

LZX20, LQW

+

23, LL

W10, LLZ

+

13, LL19,

LCGW19, LZQ

+

20, LD

YZ22, LCH19,

LGB15, LCB17, L WD

+

21, MSZ19a,

MHTJ22, MGSP22, MGK08, MSJP19,

MB20, Mam05, MGP

+

23, MK16, MMB

+

13,

MPS18, MCCZC08, MKH11, MCDD12,

MSK C19, MPM11, MSS13b, MDM13,

NZR11, NHH

+

17, NLXS19, NWW19,

OR CJ13, OM07, O

YDZ15, PCL

+

22, PLF12,

P A22, PLCW17, PR12, P ol11, P ol12, P ol13,

PSN

+

15, QLZZ22, QLZ16, QZL

+

22,

QZLL24, RFFB

+

20, RFBTD22, R

TD23,

RSK23, Ro c11, dSR CT

+

11, RSG18, RSP08,

R GN

+

09, SZ11, SYM

+

10, SDS18, SN12,

SDH20a, SZHH22, SH11b, Shi10, STB

+

20,

SLR Q19, SBM15, Str11, SSFW12, SPL

+

23,

SSF18, TZWZ23, TRBK08, TRBK09, Tsa12,

VMD

+

08, VBG

+

18, WMK17, WL YZ

+

09,

WLCP11, WSX11, WLMW

+

11, WL13b,

WYHD17, WMW

+

21, WZC

+

21, WP08,

WXS

+

19, WHKK07]. Protein

[W AK13, WLL13, WLPW16, W O YL17,

WLG

+

21, WWL

+

23b, WZ13b, XHY

+

18,

XPXY11, XTL12c, X

GWW19, YHYY12,

YHY13, YCL

+

24, YDM

+

08, YSGZ20, YF23,

YKWK18, YJS

+

24, YHZ

+

19, YRD

+

13,

YRD

+

14a, YRD

+

14b, YFWZ16, YPL

+

23,

ZD12, ZL Y

+

12, ZDL12, ZL Y

+

13, ZWcF17,

ZZY

+

17, Zha18, ZZH19, ZWXL20,

ZWM

+

20, ZZBH20, ZXZ

+

21, ZZQ22,

ZZW

+

22, ZZZ

+

23, ZWL

+

23, ZLZ

+

24, ZG19,

ZW G

+

21, ZYC

+

22, ZYYX23, ZXW

+

24,

ZWD

+

17, ZZZ

+

24, ZLX

+

20, ZZD

Y13,

ZZD W13, ZD

YH17, ZLZW22, AM15,

BDBH15, BF14, CWZW15, CR14, CM15,

CXS15, DPL

+

14, DC15, GJPSV14,

G

´

AVRRL15, HL

W15, K

GK14, KD15,

LMZ14, LHWL15, NYOL15, PSK

+

15,

PWZW15, PW C

+

15, SCC

+

15, SEC15,

TY A15, T AL

+

15, WL14, WHZ14, X

G14,

YTLL15, YLH

+

15, YRD

+

15, ZMT14, ZZ15,

ZWL

+

14b, ZMC

+

14, GZWD23, SDH20b,

WYHZ20, WSL

+

24, WSTL

+

15, ZYH

+

21].

Protein-Binding [ZZD

Y13].

Protein-Coupled [JCG

+

22, WLG

+

21].

Protein-DNA [ASJ

+

07, CLST

+

13,

HLZ

+

17, LSTW

+

17, GZWD23].

Protein-Ligand [AM12, WLL13].

Protein-P eptide [YHYY12].

Protein-Protein

[Alt23, A

C12, ADPH13, BCS11, BSV10,

BVN

+

11, BNV

+

13, DSCM20, ECK16,

FSDR16, GLF

+

23, GED

+

17, HL V

+

10,

HMK

+

07, JS23a, JL

YZ16, KAHK

+

10,

LSY

+

20, MGSP22, MB20, Mam05, MDM13,

NWW19, O

YDZ15, PR12, RSG18, SBM15,

Tsa12, YKWK18, YHZ

+

19, ZL Y

+

12, ZDL12,

ZL Y

+

13, ZZZ

+

23, ZXW

+

24, ZZZ

+

24,

ZZD W13, ZD

YH17]. Protein-RNA

[KSK

+

18, L

W19a, WYHZ20].

Related [A

C12, FFT16, HYR

+

19, JZSZ12,

JZZQ19, L

TX21, MYCW12, PL17, PZH20,

R YK

+

19, WW

C18, XYYZ20, YZL

+

22,

MFS

+

15, NM22, SFH

+

14, T ah14]. Relation

[BMR21, DZW24, ZD21, ZZY

+

22, ZYN

+

19].

Relational

[KHO

+

20, PCD

+

23, RBdlVMPG16,

SKD

+

07, YWL

+

24, GJPSV14]. Relations

[DLL

+

24, HL16, NAHT

+

20, ZYC

+

22, HK15].

Relationship [QQD

+

21, YNN

+

18].

Relationships [CCCY20, LHH13, LNC

+

05,

PZW C20, YPS11, GJPSV14, LKLB14].

Relativ e [AHK

+

21]. Relativit y [CLH

+

15].

Relaxation [AKR12]. Relaxed [ZGDH16].

Relaxing [BCVS19]. Release [JL

W17].

Relev ance [DT A

+

23, MBGP12, MBP

+

19,

R YK

+

19, SW17, BCLC15, LHWL15].

Relev an t [A

GGM11, KTLM15, MTR

+

22,

SDN

+

11, SPL

+

23, ZOZ10]. Reliabilit y

[LEAK11]. Reliable

[CBZ18, GJY

+

14, SD AA

+

14, WLCX18].

RELION [ZWLZ21]. Remo deling

[PLMV12]. Remote [LL19, LCGW19,

LGB15, LCB17, Sen19, DGR

C15]. Remo v al

[HCLS11, ZHL

+

24, ZHX

+

24]. Remo ving

[WSX11, ZZS07]. Renal

[DCHW17, LLR

+

23]. RENNSH [MRB12].

REP A [PIPC18]. Repairing [CDB

+

16].

Rep eat [KVX12, ZKP

+

07]. Rep eated

[PCGS05]. Rep eats

[CW09b, MTH22, SS06a, TD A

+

09].

Replacemen t [MRK18]. Replica [BPM21].

Replica-Exc hange [BPM21]. Replicated

[LLHF15, SVZ09, SBDD21, SGK12, ZAZ11].

replicates [PJN

+

14]. replication

[RB14, SSML15]. Rep orted [BOSF24].

Rep orts [CHL21, PvR V

+

20].

Rep ositioning

[DLO

+

23, JZYL24, L WL

+

19, L WY

+

21,

R V13, W CQ

+

19, WDL

+

22, XHW

+

22, YJ22].

Represen tation

[CZ20, CPR

C24, CCBR

+

21, CGL

+

23a,

CL08, FZNZ23, GTL

+

21, GZN21, HLDZ17,

JLH16, JHX17, KY19, L WY

+

23, LZZ24a,

LQW

+

23, LCB17, L

W13b, QDZ

+

21, RSK23,

SSDN12, SYKBG24, VMC22, WLHY19,

WLZ

+

19, W CL Y20, WZJS23, WWL

+

23a,

WWY

+

24, XHQ

+

18, YXS16, YZG

+

17,

ZL W

+

11, ZZY

+

22, ZDZ

+

23, ZXW

+

24,

ZZN

+

11a, ZPW

+

21, SXL

+

14].

Represen tations

[DLR

W18, SGR

+

17, ZYN

+

19].

Represen tativ e [GDRLH21, IMA13].

Represen ted [SSS

+

11]. represen ting

[K GK14]. Repression [SZGZ21].

Repro ducibilit y [EFLA08].

Repro ducibilit y-Optimized [EFLA08].

Repro ducible [NL W

+

24].

Reprogramming [MSP

+

19]. Repurp osing

[CNO

+

23, SK21, WLCX18]. ReQA

[BYW

+

23, ZBL

+

23]. requiremen t

[DNR15]. Requiremen ts [HHC

+

24].

Reranking [YHYY12]. Resampling

[LLHF15]. Rescue [DSZ

+

06]. rescuing

[FSL

+

15]. Researc h

[BPRZ11, CLS22, CNS22a, CLSW23, CZ24,

CZ12, HMZ17, HLSR18, MPZ07, MPZ08,

MPSZ09, MWZ13, MSZ19b, MNPZ10,

MSS

+

13a, UBP

+

19, CEG14, SVM14].

Reserv e [BS08]. Residual

[FSX19, GAX

+

23, LXL

+

21, LLL

+

21a, ZJ23,

ZDN

+

23, ZZZ

+

24]. Residue

[CD08, GBLZ14, GJSB23, MGXS15,

MZS

+

16, TRBK08, TRBK09, YPL

+

23,

ZD21, ZLZ

+

24, ZG19, ZLX

+

20].

Residue-sp ecific [GBLZ14]. Residues

[CWL12, CDKT09, GL

W12, GZWD23,

HLZ

+

17, KSK

+

18, LBL12b, MGL

+

12,

WZ13a, YZG

+

19, ZCG

+

18, FL W

+

14].

Resistance [AHT

+

18, DCM20, KS18,

L W24, MWZY17, QZA

+

23, YFY

+

22].

Resistan t

[JGW

+

21, MWD11, PRP21, FN14]. Resists

[RKDR10]. ResNet

[GAX

+

23, LZY

+

22, YK G

+

21]. Resolution

[CYL

+

21, DZD

+

23, DPW12, HCLS11,

LDS

+

07, MRB12, MKS

+

17, R GZ

+

23,

SKS22, W

CDM23, ZWLZ21, CV14].

Resolving [MBJ19]. Resonance

[AA G

+

18, DCW

+

24, WL07, CZB

+

16].

Resource [LHG

+

16, NSNA19, ZS18].

Resource-Efficien t [LHG

+

16]. Resources

[XLL19]. Resp ect [R

V13]. Respiratory

[RSCX18, SNC

+

16, XHY

+

18]. Resp onse

[BMH

+

16, CCCY20, CNH

+

23, CRP12,

GCGCP

+

23, GBB

+

11, HI24, NNNL22,

NVL22, RBdJ11, SdOD

+

12, SSD

+

16,

SCU

+

24, TC13, UKV18, ZLL

+

20, GCC

+

14,

HPH

+

15, MZL15, PKM22]. Resp onses

[K G12, TWZ

+

14]. ResSeq [FSL

+

15].

Restart [ZJZ

+

24]. Resting

[BCY

+

22, JHZL19]. Resting-State

[JHZL19]. restricted [SHK14]. Resulting

[SSS

+

11]. Results [JNST09, RZMC17].

Reticulate [CW12]. Reticulation

[vIJJ

+

20]. Reticulum [LLES18]. Retinal

[LLL

+

21a]. Retriev al

[SK12, XLL

+

18, XLL19, CWDS15].

Retrieving [MCDD12]. Retrosp ectiv e

[ZLXL19]. Retro viral [AD12].

Retro viruses [WWT

+

20]. Reusable

[HT09]. Rev eal [QTZ15, WL14]. Rev ealed

[BYS

+

22, CBM

+

20]. rev ealing [MEOL14].

Rev eals

[LGN

+

19, WWL19, YCCY20, YCCM12].

Rev ersal

[ABO

+

23, BMM08, BODD20, MMS10].

Rev ersals [BBCP07, BMM06, BSST08,

DST07, GBD17, HZL19, W an16]. Rev erse

[BGS

+

12, INT11, LLA19, RPB

+

13,

SdOD

+

12, SYKS15, TSM14].

rev erse-complemen t [TSM14].

Rev erse-Engineering [INT11, LLA19].

Rev ersible [GZS12, ZM22]. Review

[AMHH16, CSK

+

11, HD24, HTZ

+

23,

JDHL20, QZD

+

22, SK21, SGH12, KSM14].

Review er [Ano10a, Xu14b]. Review ers

[Ano06a, Ano08b, Ano09a, Ano13a, KL11b,

IEE05, IEE07, XTL12b, Ano16]. Revisited

[DCV

C11, Pre04]. Revisiting [STS21].

Reviving [MPY18]. Rev olutionary

[MS21]. Rewiring [TO

YHZ19, X O YHZ18].

RF [ISK18, SDTK19]. RF-NR [ISK18].

RF CM [PM20]. RFE [FLHG24, TZH07].

RFLP [Che16, YCYC12]. R

G [ZJ23].

R GCN [WLP23]. R

GCNPPIS [ZZZ

+

24].

Rheological [GRD

+

21]. Rh ythm

[KM20, WLMZ22]. Rib osome

[MT12b, MT12a, RZMT15, ZMT13,

ZMST18, ZMT14]. Rice [ZJZ

+

24]. Ric h

[MP19, YSC13]. Ring [RZMT15]. RISC

[MRB

+

24]. RISC-V [MRB

+

24]. Risk

[AHC

+

21, JQH

+

20, MLZ18, LLRZ15].

RJMCMC [MBJ19]. RJMCMC-Based

[MBJ19]. RLIMS [T AL

+

15]. RLIMS-P

[T AL

+

15]. RLSegNet [DQZ

+

23]. Rmaps

[MDMR

+

22]. RMSD [WS08]. RNA

[AM19, AS05, ABH

+

14, AALD17, BDD

+

10,

CLC

+

17, CLL

+

21, CWP

+

23, CZQD24,

CBK20, CZM

+

18, DBZ12, DLG

+

24, DH23,

FSP23, FSB

+

11, GzS11, GXL24, HSTW06,

HV G04, HS15, JK

C23, Jia10, KSK

+

18,

LQV

+

13, LHTT11, LH20, L T aS13, LHN

+

14,

L W19a, LHHL19, LX G

+

16, LZZ

+

16,

L YY

+

19, LBQ

+

13, L TR W19, MGXS15,

MMC

+

23, MIC

+

07, Mne09, NA11, NSAH19,

RAA10, RP13, SW17, SDH20a, SDH20b,

SZHH22, STB

+

19, Smi09, ST23, TYDZ23,

TW10, UWZ

+

24, VTMG22, WS12,

WYHZ20, WW22, WWY

+

24, WSL

+

24,

WDH08, WHS04, XZG

+

23, XZL

+

24,

XZX

+

24, YWW20, Y an22, ZHEB05, ZZ20,

ZWXL20, ZCL21, ZFZ

+

20]. RNA-Binding

[MGXS15, ZCL21]. RNA-Protein

[SDH20b, WSL

+

24, SZHH22]. RNA-Seq

[DLG

+

24, LX G

+

16, STB

+

19, UWZ

+

24,

WS12, WW22, WWY

+

24, XZX

+

24, ZFZ

+

20,

L YY

+

19, L TR W19, CBK20, LHN

+

14].

RNA-Sequencing [YWW20, ZZ20]. RNAi

[AAH

+

18, OC13]. RnaPredict [WDH08].

RNAs [SL

W15, W CL Y12]. RNN

[BA18, ZLL21]. RNPredA

TC [ZDN

+

23].

Roadmap [MPS18]. Robinson

[CLR

V09a, CBFB12]. Rob ots [TD Y

+

18].

Robust

[AZHR22, BKK

G19, FZNZ23, GCL

+

18,

GLG10, HSF

+

23, JZW

+

22, JZS

+

18,

JQGY21, KNTB18, L

T17, LZ18a, LZH18,

LHZ

+

19, MZLL22, PLC

+

20, RFFB

+

20, SZ11,

SJS19, SND22, SGK12, TGD

+

16, VdTVV19,

VRK12, WZJH12, WLG

+

16, WZJS23,

W CMB19, YM11, YZL

+

22, YFYW23,

ZHJ17, MMSH14, RHH16, SXL

+

14].

Robustness [AL W G18, KK

C16, TC13,

USMS19, Wil09, pD20, MG14]. R OC

[Dal16]. R

OC-Based [Dal16]. R OI

[HYR

+

19]. Role

[HBR

U13, RBB

+

19, WWBZ19]. Ro ot

[MVW

+

13]. Ro oted [GJS11, Hus09, SR06].

Ro ots [HRA GS

+

23]. Rosette [DST15a].

Rough [MP13, MZL15]. Rough-F uzzy

[MP13]. Round [DS21]. Routing

[GCL

+

18]. RPCA [LXZ

+

15].

RPCA-based [LXZ

+

15]. rRNA [L

W13a].

RS [SHK14]. rSPR [CHNW20]. Rugged

[RJNN18]. Rule

[AHK

+

21, BCC

+

23, BU17, DMD13, FL18,

HLG10, JRSS18, Maz22, MC07, V al11,

WHW21, T AL

+

15, WSTL

+

15]. Rule-Based

[BU17, FL18, T AL

+

15]. Rules [AMGC16,

GBB

+

11, NZR11, P AA G07, SDN

+

11, YL12].

Rumen [ZWDR20]. Run [QD12]. Russians

[TYDZ23].

S [L

WZ12, GCC

+

22]. S-System [L

WZ12].

S2 [BCMW15]. SADR [JZYL24]. Safe

[JZF

+

21]. Safe-Lev el [JZF

+

21]. Safely

[ST19]. SAFETY [SAM

+

19]. SA GCN

[SRXZ24]. Saliency [SLCL22]. Sample

[ALQ17, BB04, CLZ

+

18, HC07, LLH18,

PH10a, PH10b, SLH06b, WDL

+

22, YHB12,

GRD V14]. Sampled

[A GAS18, CSSS16, SWSA21].

Sampled-Data [A

GAS18, SWSA21].

Samples

[CMQ

+

16, GXL24, HKM

+

18, L W G

+

18,

NQNT23, WLZ

+

19, XL

W20, YL

WS21,

ZLZ06, ZHJ17, ZBL

+

23, RHK14, XL

WL15].

Sampling

[AM19, BIDS23, BO12, HLHAJ20, MMS10,

MSS13b, RJNN18, SN12, TGLP16, TRBK09,

ZZY

+

17, ZLZ

+

19, ZZZW19, SHK14].

Sampling-Based [TGLP16]. Sapiens

[LUdSCH10]. SARNA [TW10].

SARNA-Predict [TW10]. SARS

[CHZ

+

21, JGKP21, SDP

+

21, SCU

+

24,

YJS

+

24, YL W

+

24]. SARS-CoV-

[YL W

+

24]. SARS-CoV-2 [CHZ

+

21,

JGKP21, SDP

+

21, SCU

+

24, YJS

+

24].

SASA [GJSB23]. SASA-Net [GJSB23].

SA T [DT11]. SA

T-Based [DT11].

satisfying [TSM14]. Saturation [A

CP10].

SA U [GKS

+

22]. SA

U-Net [GKS

+

22].

SBML [CPQ08]. Scaffold

[JZSZ12, LJZZ13, MJZY22]. Scaffolding

[L TL

+

19, LCSW18]. Scaffolds [RBB

+

19].

Scalable [BZ08, GZG17, GF G

+

21, GCY

+

21,

GMP08, K

G20, PZS

+

20, SLCZ22, SPD24,

W GL

+

21, SD AA

+

14]. Scale

[ALR

+

13, BBH

+

18, CCF

+

24, DSHM08,

D WSB11, FWXZ19, GJZH17, GSX

+

18,

GF G

+

21, GHL05, HAK

+

12, HZW

+

17,

HLX

+

21, HXX21, JGBR15, JL

YZ16, LFK16,

LSM

+

21, LSY

+

20, LDGY21, LJZY24,

MP A15, MKKS20, OHK

+

21, OC13, PZS

+

20,

QBPEL12, RNAR

+

24, SNK

+

22, SSS20a,

SDH20b, TBRS13, UWZ

+

24, YLL

+

06,

ZSW23, ZZF

+

19, ZYH

+

21, IM14, SHK14].

Scale-In v arian t [LSY

+

20].

Scale-Space-Based [YLL

+

06]. Scaled

[A C12]. Scales [SHUP19]. scaling

[AMBK14]. Scalogram [NVSH18]. Scan

[RHZ

+

24]. Scans [TB23]. Scattered

[MZ17]. scCAN [DLG

+

24]. SCD A

[YK G

+

21]. Scenario [NCL

+

23]. Scenarios

[ZOMC24]. Sc hafer [R

GI13]. Sc hedule

[NCL

+

23]. Sc hema [STB

+

20]. Sc heme

[CW CJ21, HZL19, NHH

+

17, PPM

+

13,

SSS13b, ZCG

+

18, ZWHH21]. Sc hemes

[KK08, LRM08, OM07, R

TC23, ZWL14a].

Sc hizophrenia [DHCW18, WHF

+

20].

Sc hmidt [GZG17]. scICML [ZL24].

Science [MMC

+

23, IM14]. Scien tific

[HVD18]. SCJ [FM11, LL T

+

19]. Sclerosis

[MGP

+

22]. SCOP [A

V12]. scop e [HWK14].

Score [JNST09, Ro c11, SYKBG24, Tsa12,

XW Q

+

24, LJL

+

14]. Scores [CLST

+

13,

SSK

+

20, W O YL17, XPH20, ZLLZ17].

Scoring [AM12, Csu04, GZFT15, JLwC11,

JBgLS19, KK08, LLZ

+

20a, MSK

C19, P

A22,

PSN

+

15, AM15, OF C

+

14, RB14].

Screening [CHW21, GZYL22, HF07,

RAA20, SDP

+

21, SFK

+

24, SDTK19, UJ09,

WWM

+

24, ZPW

+

21, GCC

+

14, KK C

+

14].

Screens [STB

+

20]. SCRN [ZD X

+

24].

scRNA [FSNF21, WZHM23]. scRNA-Seq

[WZHM23, FSNF21]. SCS

[FL W12, ZZCY10]. SDE [MCH

+

15].

SDMF [SB16]. SDN [SRM

+

24].

SDN-Based [SRM

+

24]. Searc h

[AKS13, ARP

+

16, BPM21, BG05, Bro05,

CCA12, CBFB12, CZZ

+

23b, DBR07,

FLM

+

16, FS18, GD22, GDRLH21, HZZY16,

LFS06, L T aS13, ME19a, ME19c, MSS13b,

MWSM12, NI07, PG12, SZ11, SS04, Smi09,

SMSZ17, SJNS19, SB09, TD Y

+

18, YF23,

Zha07, ZWcF17, ZKW19, ZLC

+

21, dJP08,

CM15, DGR

C15, KFHK14, LMZ14, SHK14,

SSKH15, T an14, YHV

+

15]. Searc hes

[BEW09, CW07, CWDS15]. Searc hing

[D WZ

+

15, GZC

+

17, KP12, MWL

+

12,

RBdlVMPG16, TZY11, ZHEB05]. Second

[LLH23, STY

+

23, BCMW15].

Second-Order [LLH23, STY

+

23].

Secondary [AS05, AL12, BRZ

+

17, CC07,

CGPW06, GA23, HV

G04, Jia10, KAP

+

12,

LZZ

+

16, LBQ

+

13, NA11, NZR11, NSAH19,

RSK23, RP13, ST23, TW10, WDH08,

WHS04, Y an22, ARZ

+

14, SEC15]. Secreted

[SSS

+

11]. Secretion [RSCX18, SZCX19].

Secretory [D ADF

+

10, FWW

+

22]. Section

[BLP18, BPW17, BPRZ11, CLS22, CNS22a,

CLSW23, CZ24, Cas07, CZ12, FS12, FS13a,

FJJ18, GH08b, GJH19, Gus09b, GM16,

HMZ17, HBG16, HBG17, HBG18, HBG19,

HBG20, HBG21, HHA22, HMS09, KJ04,

KJ05, MPZ07, MPZ08, MPSZ09, MWZ13,

MSZ19b, MNPZ10, MJ18, RZF07, TS17,

TS18, TH18, WYWX16, WL

WN17, YS17,

ZC15, dSK13, CEG14, L

W15, MKARB16,

PR14, SA15, XHS15]. Sectional [W

GK16].

Secure [DBSL24, JHW

+

19, R TPM

+

19,

SAM

+

19, SJNS19, ZGW

+

24]. SecureLR

[JHW

+

19]. Securit y

[AIS

+

16, AJM18, R CP

+

18, Sen19, KSA16,

MKARB16, ANT19]. Seed

[HAH13, LLH

+

17]. Seed-Extension

[LLH

+

17]. Seeded [LPR

+

08]. SeedHit

[JZL

+

24]. Seeds

[Bro05, R GN

+

09, TC16, Zha07]. Seeks

[Ano12b]. SeeSite [LKLB14]. SEGA

[MKH11]. Segmen t [Csu04, ZCWW19].

Segmen tal [CGPW06, FM12].

Segmen tation

[ALR

+

13, CXY

+

23, CSQ

+

22, CSW

+

23,

DP A

+

17, DQZ

+

23, HLX

+

21, HL Y

+

22,

JGW

+

21, LSW

+

23, LLL

+

21a, LZZ

+

24b,

MWH

+

23, PWT10, RFBTD22, TB23,

WYF

+

23, ZHD

+

21, ZZH

+

24, DPL

+

14].

segmen tation-based [DPL

+

14].

Segmen tation-F ree [ALR

+

13].

Segmen ted [BJ10]. Segmen ting

[BdOS

+

18]. Segmen ts [YXS16, NYOL15].

Seizures [ZHG20]. Select

[K CP18, LLZC12, WB11]. Selected

[Cat17, HCQ14, Kim18, LC10, Ma22,

YGF C20, YTC21, YQW

C22, YQBC22,

YPGC24, AS15]. Selecting

[HKS11, KTLM15, LLC

+

15]. Selection

[A V17, A

WW18, AMHH16, AA

T20, ASI

+

11,

A CWW05, A

CWW07, BMSZ22,

BHHMCL16, Bon07, BS08, BCL13b, BHP19,

CL VT

+

20, CW

CJ21, DM22, D

YZC22,

FLHG24, FYSM12, GZG17, GCB

+

18,

HYW

+

17, HLL

+

18a, HLN20, HDS

+

18,

HLGS21, HC07, KWP

+

23, L TM

+

12, LH10,

LLC

+

13, L

W17, LDM18, LPH

+

13, L

W19b,

LHH19, L TW

+

22, LSB

+

11, LHY

+

11,

MLFM22, MT11, MNLF

+

22, MCR

C17,

MCHT17, MBF

+

11, NPD

+

17, NO09,

OLZ11, PGHT12, PBhL

+

11, QZLL24,

QQD

+

21, RM13, SMRP15, SLX

+

18, SIM12,

SZLL11, TZH07, TZ16, WSX11, WL13b,

WLG

+

16, WXS

+

19, WW

C18, XZX

+

24,

YM11, YZG

+

19, YHB12, YZS

+

24, ZLPW16,

ZwGC17, ZCR

+

17, ZRK19, ZKL18,

ZWY

+

10, dSPFF21, BCLC15, HRHP16,

HL W15, LLRZ15, LJL

+

14, MZL15,

MMSH14, WFD15, YCY

+

14]. Selectivit y

[VKS17]. Self [CZC

+

23, CYWW22,

CMC

+

12, DZW24, DLO

+

23, GF10, GJSB23,

JWW

+

24, JZYL24, KLC24, L YL

+

17,

WZA07, WMW

A12, WFY21, W

CDM23,

W CW

+

24, XHQ

+

18, YWK

+

07, YMW

+

12].

Self-Adaptiv e [WFY21, YWK

+

07].

Self-Assem bly [CMC

+

12]. Self-A tten tion

[CYWW22, GJSB23]. Self-Bo osted

[YMW

+

12]. Self-Comp osite [KLC24].

Self-In teracting [L YL

+

17].

Self-Nestedness [GF10]. Self-Organizing

[WZA07]. Self-P aced [DLO

+

23].

Self-Regulation [WMW

A12].

Self-Sup ervised [CZC

+

23, JWW

+

24,

JZYL24, W

CDM23, W CW

+

24].

Self-T raining [DZW24, XHQ

+

18].

Seman tic

[CLH

+

15, DKDD10, DBK18, GM16, IQA18,

JZL13, MCC16, R GZ

+

23, SSP

+

05, XLL19,

YFWZ16, HK15, JC15, SLS

+

14].

Seman tic-Based [GM16]. seman tically

[T ah14]. Seman tics

[FMRS18, GzS11, HS09b]. Semi

[AMHH16, CSW

+

23, DGV

+

17, HF12,

JW G

+

22, JM12, KL11c, LRE

+

22, YDZ

+

22,

ZJW

+

22, YCY

+

14]. Semi-Automated

[DGV

+

17]. Semi-Mark o v [KL11c].

Semi-Sup ervised

[AMHH16, CSW

+

23, HF12, JW G

+

22, JM12,

LRE

+

22, YDZ

+

22, ZJW

+

22, YCY

+

14].

Semiglobal [CO

W20, MKH11].

Semisup ervised

[FSMJ05, K

C11, LHL

Y11, L TL

+

07, XA

W07].

Sense [HVD18]. Sensing

[CZJ17, GCJ

+

21, Kar12b, MDM13, GF

G16].

Sensitiv e [HB11, MK

G20, W an12,

W CC

+

18, WZS

+

22, WZ13a, LJL

+

14].

sensitivities [SYV14]. Sensitivit y

[A T A

+

17, HYW

+

17, HJD24, L WZ

+

21a,

LLZ

+

23, PSIM17, SRXZ24, WXWL20,

XZG

+

18, BHW

+

14]. Sensitivit y-Based

[XZG

+

18]. Sen tence [DGJ

+

24, NAHT

+

20].

Separabilit y [MT11, UC10]. Separable

[L WZ12]. Separated [P ol13]. Sepsis

[YZL

+

22]. Seq [L YY

+

19, L TR W19, CBK20,

FSNF21, LHN

+

14, ZWHH21, AALD17,

CZM

+

18, DLG

+

24, LX G

+

16, MHTJ22,

NR V22, STB

+

19, UWZ

+

24, WS12, WW22,

WWY

+

24, WZHM23, XZX

+

24, ZGDH16,

ZFZ

+

20]. Seq-BEL [MHTJ22]. Seq2seq

[KKI20]. SeqDB [Ho w13]. Sequence

[AH11, ASK

+

23, A

GMP09, BAK06,

BKA V23, CO

W20, CCYW12, CL

W13,

CHZ

+

16, CWLS15, CGPW06, CW22,

DSZ

+

06, DK17, DK13, DM22, FHDU22,

FS18, GBSB21, HB05, HZTP12, HT09,

HPL

+

13, HLZ

+

17, HYZ16, HLG10, IGM

+

07,

IQA18, JL10, KPP19, K CD

+

12, KS18, KK08,

Kuk13, KMG

+

05, LN17, LPH18, cL W A07,

LCGW19, L WD

+

21, MWL

+

12, MGL

+

12,

MHTJ22, NNSZ07, NP13, NSZK15, PLF12,

PS11, POS

+

18, PT09, QZZ21b, RFBTD22,

R TD23, R

W07, R CM

+

19, dSR CT

+

11, SN24,

SLH

+

06a, SLCL22, WLMW

+

11, WYHD17,

WXS

+

19, W CZ

+

23, WZ13a, W

CXL18,

XHY

+

18, YZG

+

19, YHZ

+

19, YH13,

YXZD21, ZSW23, ZANN20, ZWcF17,

ZSZ

+

21, ZSH21, ZZW

+

22, ZXW

+

23,

ZD Y

+

23, ZLX

+

20, CV14, GJPSV14, MBS15,

PSK

+

15, STT

+

14, SPWF14, YTLL15].

Sequence- [ZSZ

+

21]. Sequence-Based

[CHZ

+

16, DM22, FHDU22, HLZ

+

17, LPH18,

MGL

+

12, MHTJ22, WXS

+

19, WZ13a,

ZD Y

+

23]. sequence-indep enden t

[PSK

+

15]. Sequence-Order [LCGW19].

Sequence-Sp ecific [AH11]. Sequences

[BMCY22, Bi09, CW07, CZ20, CF

OS06,

CWLS15, CLS19, CAN

+

08, CHK17,

DSVMM18, FM12, HC17, HLDZ17, HLH11,

JDHL20, Kar12a, KWL07, K

C11, KT07,

LPH18, LL W

+

11, L YL

+

17, LL22, MRK18,

MS21, MIC

+

07, NNW24, PFJ

+

19, RH05,

RFFB

+

20, RL

V04, RA16, SIK20, SLH06b,

ST23, TED

+

12, WL13a, WKLL12, W an12,

W CL Y20, WL22, W u11, XLZW22, ZWZS16,

ZGZ

+

20, ZWL

+

23, CR14, DKS

+

15,

G

´

AVRRL15, LZGZ14, WL14, YlCW

+

15].

Sequencing [AKR12, BBN18, CH11, FS13b,

GXL24, HG16, JK

C23, AKD17, KSS15,

Kur13, LMW

+

24, LLL

+

21b, LMZL17,

LSL22b, MMC

+

23, ML18, OLS

+

13,

PNP

+

18, Pre04, SC22a, TWW

+

20, WM19a,

W GL

+

21, WPL15, YKW17, YWW20,

YWW

+

18, YYX

+

21, ZZ20, FSL

+

15,

WLC

+

15, XZY

+

14].

Sequencing-b y-Hybridization [Pre04].

Sequen tial [AKV16, DGJ

+

24, K CZ

+

15,

LL W

+

22, MSP

+

19, SSZ

+

23, WL07, YLL

+

06,

ZWZS16, ZCT22]. Serial [WZA07]. Series

[AM22a, BMK11, EAS13, EBP24, GTX

+

23,

HAH13, KSB12, KMG

+

05, LLL15,

MTSCO10,

¨

OBT21, PH10b, RMS15, SMK22,

SC11, WLL

+

09, W

GP11, ZZKW18]. Serum

[R T A

+

16]. Serv er [XYYZ20, LBL

+

10].

Service [XLX

+

21]. Services

[KPP19, YJJW21, ZBY

+

21]. Set

[AF AA W

+

11, BGHC20, BSV10, DRS12,

FLAM15, HYY11, HMK

+

07, JKNE21,

LDZL23, LZH18, NLGG12, SMSZ17,

WYL07, XLZ

+

15, YSC13, YNN

+

18,

ZJW

+

22, BM15, DB14, MZL15, WLG

+

14].

Set-In tegrated [LDZL23]. Sets

[AJD

+

12, ANR

+

23, BKP

+

19, BMHS13,

BNV

+

13, Csu04, Cza18, DK17, DG19,

GLG10, HS08, HC07, KNS

+

05, KBSCZ12,

LZS23, L WS

+

20, OMWX09, P AS

+

11, P ol13,

RBdlVMPG16, R

GCB05, SSS

+

11, SMK

+

12,

UC10, WZZ

+

18, W CQ

+

19, YC08, ZWW17].

Sev en th [MVVR21a]. Sev eral [FM11].

Sev erit y [LZZ

+

24b]. Sex [GGM21].

SGLMD

A [JYW

+

24]. Shaking [CNS

+

22b].

Shannon [DGH

+

06]. Shap e

[ADPH11, ADPH13, ARP

+

16, DZA

+

06,

GA GM11, Mat07, Str11, YFYW23, ZSH21,

ZZW

+

22, ZHD

+

21]. Shap e-Structure

[DZA

+

06]. Shap ed [AKS20, BG13]. Share

[LBL12b]. Shared [JGW

+

21, PYL

+

21].

Sharing [NGY

+

16, W A G19]. Sha ving

[GLG10, SDCW11]. Sheet [AAE11, DNS19].

Shew anella [DS19]. Shifting [AMBK14].

Shifting-and-scaling [AMBK14]. Sho c k

[CRP12]. Sho ot [GPF

+

20, TRKR

C13].

Shorelines [vIKKS08]. Short [AKLJ17,

GBD17, JL10, KK19, LEAK11, LKW

+

19,

LL19, LSL22b, MTM

+

15, Pha23, Ro c06,

SC11, SSS20b, TR07, TED

+

12, WLL

+

09,

W CL Y20, WHW21, YYX

+

21, ZCL21,

ZMKL22, ZYYX23, ZLX

+

20, FSL

+

15].

Short-Read

[LKW

+

19, TED

+

12, YYX

+

21, FSL

+

15].

Short-T erm [LL19, Pha23, TR07, WHW21,

ZCL21, ZYYX23, ZLX

+

20]. Shortest

[A TX21, ARZ

+

14]. Shot

[CJH

+

21, GM22, LCTW24, WLL

+

24].

Shotgun [YFY

+

22, ZKP

+

07]. Sho w

[SYKS15]. Shrink age [MRS09, WDS

+

12].

Sh uffled [HDS

+

18]. Siamese [XWP

+

24].

Siamese-Based [XWP

+

24]. Side

[AD12, JQH

+

20, LBL12b, UK C

+

23,

ZYJ

+

23, GBLZ14]. Side-Chain

[LBL12b, GBLZ14]. Side-Effect [JQH

+

20].

Sided [QSJ

+

20]. SIG [ZLD

+

24]. Sigma

[LHL

+

19b]. Sigma-54 [LHL

+

19b].

Sigma70 [LL

TC19]. Sign [SBO

A23]. Signal

[BZ10, FL

W12, GCJ

+

21, GZN21, GAX

+

23,

HCQ14, HXX21, Kar12b, LZL

+

19, QR T

+

23,

TP18, WPL15, ZZCY10, ZZP

+

21b, SB16].

Signaling

[AJD

+

12, AAH

+

18, CCN22, ED15, FKLS07,

HAK

+

12, JKNE21, KK

C16, LLZ

+

13, OC13,

RAM17, YOGY11, ZZ13, CXS15, LP15].

Signalling [HLLO19, LCH19]. Signals

[HLH11, HSZ

+

23, LDGY21, L WZ

+

21b,

RH05, XNYC21, MEOL14]. Signature

[CBZ18, MMBC22, SMRP15, YZL

+

22,

K GF

+

14]. Signatures

[ALC22, BVS

+

22, DST15a, PN17, WDL

+

22].

Signed

[Gru11, HZL19, HBM21, LNW20, O

YDZ15].

Significance [AH11, MS17, PBV

+

20, WS12,

ZLZ06, FL W

+

14]. Significan t

[PR U11, YNW

C07, T ah14]. Significan tly

[AAP06]. Signs [BV

CD24]. Silico

[DMD13, L YL

+

17, PG12, VDS

+

20, SYKS15,

XHW

+

22]. SimBioNeT [DFTC12].

Similar [AFJ12, LBL12b, MP13, PB19,

QDZ

+

21, WL13a, XDZ

+

23]. Similarities

[CWLS15, L WL

+

18, VSKJ11, YWN

+

19,

YD W

+

20, YD W

+

21, YD24]. Similarit y

[A CP22, Alt23, ARP

+

16, CC11, CL

W13,

CLL

+

21, CHH

+

22, DBK18, FS18, HC14b,

HLDZ17, HYZ16, IQA18, KPW13, MZLL22,

MQOH21, MS17, MMBC22, MS21,

NWZ

+

20, NWW19, P

A22, PKM06,

QDZ

+

21, RBdlVMPG16, SZZ

+

19, STD20,

SSP

+

05, TFTY23, WL YZ

+

09, WYS

+

24,

XLP

+

21, YDZ

+

22, ZHJ17, ZKW19,

ZLG

+

21, ZD

YH17, BM14, CM15, JC15,

KFHK14, LMZ14, SLS

+

14, YTLL15].

Similarit y-Based [STD20, ZLG

+

21].

Similarit y-Constrained [NWW19].

Simple

[GDM12, MWL

+

12, PK13, GJPSV14, IM14].

Simpler [CMS12]. Simplification [WZ13b].

Simplified [BBK

+

07, FS18]. Simplifies

[FM11]. Sim ulated [BA18, TW10].

Sim ulating [BBH

+

18, SH11a]. Sim ulation

[BU17, CP13, CHC

+

05, GLS

+

16, GPZ20,

GD22, GCC

+

22, JGBR15, KAL

+

17,

LKW

+

19, LZZ

+

16, MS11, MBGP12,

PTM

+

19, PZS

+

20, SJZ19, TZP17,

ADT A Q16]. Sim ulations

[A CCT20, CNM11, Dem12, JGKP21, LR20,

R T A

+

16, SCM19, ZCT22, KD16].

Sim ulator [DFTC12, VdTVV19].

Sim ultaneous [CD

W12, THL11]. SINE

[AD12]. Single [ABS15, BFM13, CSSS16,

CBM

+

20, DLG

+

24, GGP08, Gou06, JK

C23,

JLJC24, KBND19, KKI20, LLCC21,

LLL

+

21b, LLH18, MMC

+

23, NGZ

+

22,

SSS20a, UWZ

+

24, WWLL16, WWY

+

24,

XW C15, XLP

+

21, ZL24, ZLXL19, ZZ20,

ZCL22, ZD X

+

24, SXL

+

14]. Single-Cell

[CSSS16, CBM

+

20, DLG

+

24, JK

C23,

JLJC24, KBND19, LLCC21, LLL

+

21b,

MMC

+

23, NGZ

+

22, UWZ

+

24, WWY

+

24,

ZL24, ZZ20, ZCL22, ZD X

+

24].

Single-Cen ter [ZLXL19].

Single-Cut-or-Join [BFM13].

Single-Dimensional [WWLL16]. singleton

[KH14]. Singular [BMSZ22, FWXZ19,

LLL16b, QZJ

+

23, XL16, YWK

+

07]. Siphon

[BRS18]. siRNA [QL09]. Site

[CHZ

+

16, JFR

+

19, JL

W17, K CD

+

12,

KL11a, MWZY17, MZLL22, MMS24,

WLL13, ZZZ

+

24]. Site-Disease [MZLL22].

Sites [AHK

+

21, BYZ

+

18, BCVS19,

CZQD24, EW04, FSP23, FLHG24, GLF

+

23,

GL W12, HHL

+

20, JZF

+

21, JGKP21,

Kar12a, LN21, LPH18, LFF18, LQJ

+

23,

LZW

+

23a, LLX

+

24, NHH

+

17, NTL

+

22,

NZM22, PLF12, QW C

+

16, R

TC23, SDH20b,

SBM15, WMW

+

21, WSL

+

24, W GW

+

24,

WXS

+

19, WHKK07, WPL15, W u10,

XZL

+

24, XW16, ZZH19, ZYH

+

21, ZSH21,

ZXW

+

23, ZXW

+

24, PSK

+

15, RB14]. Situ

[GMAS22, LHCL20]. Sixth

[MVVR21b, FJJ18]. Size

[ALQ17, LLH

+

17, RR

TB12, ZLS

+

21].

Sk eletonization [ALR

+

13]. Sk etc h [GK19].

Sk etc h-Based [GK19]. Skipp ed [BP22].

Skipp ed-Grams [BP22]. Sleep [SGP

+

20].

Slice [AA G

+

18, CYL

+

21]. Slice-based

[AA G

+

18]. Slide

[JWW

+

24, TDZZ24, XPH20]. SLIDER

[BVN

+

11]. Sliding [dSR CT

+

11]. Slo wly

[MMS10]. SLP

A [YWW

+

24]. SLP

A-Net

[YWW

+

24]. SM [LZL

+

19]. Small

[ALQ17, AF AA W

+

11, GXL24, HC07,

L YK07, LL T

+

19, NNSZ07, RSK23].

Smallest [GJS11]. Smart

[A CJ24, JQGY21, ZBY

+

21]. SMGCN

[WYS

+

24]. Smok e [ZHX

+

24]. Smoking

[W QY18]. Smoking-Induced [W

QY18].

Smoldyn [Dem12]. Smolign [SSFW12].

Smo oth [ZmCXS17]. smo othed [MEOL14].

SMOTE [NZM22]. SMT-based [KH14].

Substructure-Phenot yp e [YZC

+

23].

Substructures [ZAZ

+

22]. Subtilis

[NPBD16, SSDN12]. Subtree

[BN06, WM19b]. Subtrees [SCPS12, WS21].

Subt yp e [CZW

+

23a, CZDZ22, GXSZ17,

LLX

+

23, MMC

+

23, MNLF

+

22, POJ

+

22,

WZJH12, YZP

+

21, ZLD

+

24]. Subt yp es

[LZS23, MP22, YLC

+

23]. Subt yping

[CCC

+

22, ZJ22, ZY20]. Subunit [KAL

+

17].

Sufficien t [Son06]. Suffix

[SLGK17, LHS16]. Suitable [RAA10]. suite

[CM15]. Sum

[CD08, SBO

A23, JZS

+

18, LL11].

Sum-Squared [CD08]. Summarizing

[MSH

+

11]. Summary [

˚

ASWH22, DLR

W18].

Sup er [CYL

+

21, DZD

+

23, DDS

+

17,

GBD17, HDKS04, R GZ

+

23, YNN

+

18].

Sup er-Net w orks [HDKS04].

Sup er-Resolution

[CYL

+

21, DZD

+

23, R GZ

+

23].

Sup er-Thresholding [DDS

+

17].

sup erbubbles [SSS

+

15]. Sup ercomputer

[PCY

+

19, PZS

+

20]. Sup erfamily [A

V12].

Sup eriorit y [Zha07]. Sup ermatrix

[WBE13]. Sup erMIC [WDL

+

17].

Sup ernet w orks [GSB

+

13]. Sup erp osition

[F GKH11, HS15]. Sup erp ositioning

[LFF18]. Sup erQ [GSB

+

13]. Sup ertree

[DLR

W18, GB10, WBE13, Wil09, BM15,

LCEMO18]. Sup ertrees

[CBFB12, CEFBS06]. Sup ervised

[AMHH16, AN21, BCLC15, CXY

+

23,

CZC

+

23, CSW

+

23, CZL

+

22, DZW24,

DDS

+

17, HF12, JW G

+

22, JM12, JWW

+

24,

JZYL24, Kar12a, LRE

+

22, MK

G20,

SFMS18, W

CDM23, W CW

+

24, YDZ

+

22,

ZZBH20, ZJW

+

22, YCY

+

14]. Sup ervision

[QZZ

+

21a]. Supp ort

[DDZ

+

21, LLX

+

11, LLX

+

16, LZL

+

24,

LL T10, MNR09, MSK

C19, QL09, R T A

+

16,

SZLL11, TNQ08, WLL13, WZ13a, ZLL21].

Supp orted [DM09]. Supp orting

[CL VT

+

20, RSG18]. Suppressed

[YNBM05]. Suppression [NVSH18].

Suppressor [WLMZ22]. Surface

[GA GM11, GPF

+

20, HCA

+

10, MCD

+

11].

Surface-Based [GA

GM11]. Surfaces

[DM09, ZXB11]. Surv eillance [JQGY21].

Surv ey [BKA

V23, ECK16, GCJ

+

21, IY

A12,

AKD17, LUdSCH10, L TM

+

12, L W G

+

18,

MO04, MSS

+

13a, R

G16, RHAK13, SHG

+

23,

SXW

+

24, TV11, BMM14]. Surviv al

[CKWY12, GLX

+

22, GZXH21, LL Y

+

23,

PGHT12, SAE

+

20, TDZZ24].

Susceptibilit y [YLCC13]. Sustainable

[JQGY21]. SVM

[DL T10, JXN

+

16, MGK08, SBM15, TZH07].

SVM-Based [DL

T10, JXN

+

16].

SVM-RFE [TZH07]. SVMs

[HLZ

+

17, ZYW17]. Sw arm

[AL W G18, CCL

+

24, CYTY13, GSX

+

18,

HGM18, KP12, L

YW20, LSL

+

22a, NPD

+

17,

NHTD17, SIK20, TS17, TS18, TD Y

+

18,

WZZ

+

18, WWF

+

21, XWF07, XA

W07,

ZwGC17, SPWF14]. Sw arm-Based [TS18].

Swine [BPJ12]. Swine-Origin [BPJ12].

Switc h [K

G12, WL

Y15]. Switc h-Lik e

[K G12]. Switc hed

[LLA19, YLZW21, ZWL15]. Switc hing

[ZWL

+

12]. Sym bion t [USMS19].

Sym biosis [NHTD17]. Sym biosis-Based

[NHTD17]. Symmetric [MHHJ20].

Symmetries [STS21]. Symmetry

[WHWP12]. Symp osium [SA15]. Synaptic

[KAL

+

17]. Sync hronization

[SJWW23, ZWL14a, ZWL15].

Sync hronizing [ZHX

+

24]. Sync hronous

[DT11]. Syndrome [XHY

+

18].

Syndrome-Corona virus [XHY

+

18].

Synergism [PCCM22]. Synon ymous

[SGC07]. SynP

AM [SGC07]. Syn tenic

[SZZ

+

19]. Syn thesis

[BBK

+

12, CL15, ZMST18]. syn thesizing

[CL14]. Syn thetic [GL

YZ21, JZF

+

21,

L WL

+

20, LCL

+

23, ZLZ

+

19, K

G15]. System

[A CJ24, AA G

+

18, CWT

+

19, CLM10,

CHZ

+

16, DBSL24, FJJ18, GCY

+

21,

HXS

+

21, HHC

+

24, L

WZ12, LGZ

+

17,

LBL

+

10, MIC

+

07, MWD11, RD24, RSCX18,

SYM

+

10, STD20, SJS19, TNQ08,

WMW A12, WLCX18, XTL12c, CWLZ14,

GRD V14, MZL15, TY

A15, T AL

+

15].

Systematic [BDS12, BSR

+

21, BKA

V23,

HPH

+

15, MBP

+

19, MM14a, ZZ13].

Systematically [WLHY19]. Systems

[A CCT20, BLP18, BMZM15, CSW11, CN12,

DGV

+

17, FS12, FS13a, FKLS07,

GD WK

+

15, GJH19, JGBR15, JFN11, LR20,

LLH

+

07, MZ17, MGS

+

21, MS11, Maz12,

MVS

+

13, MPKvH09, MJ23, MDM13,

PFJ

+

19, PB12b, SH11a, SdOD

+

12, SJZ19,

SNM08, SGH12, TC13, VRHB23, Wig15,

WH11, Zha16, GPScF15, Gu16, JZCZ15,

KSA16, K

G15, SYV14, WL

Y15, ZSY

+

14].

T [SCU

+

24, YBGB10]. T-Cell [YBGB10].

T ables [FS18, PHX

+

08]. T abu [CCA12].

tag [LLC

+

15]. T ailed [NVSH18]. T aking

[MSH

+

11]. T

AME [MGK

G17]. T aming

[MPQY19]. T andem

[BBN19, BG05, BKR11, CW09b, HCMB18,

HBM21, KSS15, MTH22, SS06a, ZGC

+

05,

ZWD

+

17, CWZW15, YMW

+

12]. T angible

[dNG17]. T anglegrams

[MBKK18, V

ASG10]. T ardiness [SSS20a].

T arget [Ale22, CZC

+

23, CGW

+

16,

CYWW22, CW G

+

18, EZW

+

17, GZR

+

18,

HXS

+

21, IGM

+

07, LH20, LC19, L WL

+

22,

LX21, MLZ

+

24, MK

G20, NNL

T22,

NQNT23, PSPM20, PL

TG22, SFMS18,

SSP

+

17, VKS17, WL

WJ22, WL W

+

23a,

WYS

+

24, YZL23, YLJY21, ZD Y

+

23,

ZDZ

+

23, ZZW

+

24, DB14, FHR

G14].

T argetabilit y [MSJP19]. T argeted

[DMD13, FYZ

+

19, WLCX18, YZG

+

24].

T argeting [PG12]. T argets

[K CP19, SPMB13, TD Y

+

18, YSBB22]. T ask

[A TO22, CLXL24, CLM10, CSW

+

23,

DL Y

+

21, FB19, GZXH21, LS10, MM24,

SSZ

+

23, YZS

+

24, ZYW17, CR14].

T ask-Lev el [CSW

+

23]. T ask-load

[ZYW17]. T axa [Bha23, BM15].

T axonomic [CHL

+

12, L

W13a, ZSZ23].

T axonom y [CBK20, KKP22, QTZ15]. TBC

[ZC15]. TBI [BYS

+

22]. TBR [BE08].

TCBB [Ano09b, Ano10b, Ano13d, Ano13b,

Ano13c, Gus09b, KL11b, SA15]. TCGA

[GZR

+

18]. TCLUST [D

WSB11]. TCR

[BZWD22, YJS

+

24]. TD [SP

A17]. TDFFM

[W GW

+

24]. T eac hing

[Che16, KWP

+

23, G

´

AVRRL15].

T eac hing-Learning-Based

[Che16, KWP

+

23]. T eam

[WL11, WKLL12, WL

Y14]. T eams [WL11].

T ec hnique

[HEK18, NZM22, WXS

+

19, ZLZ

+

19].

T ec hniques [CMSE

+

15, GAR

+

09, HSS18,

HC07, KAS21, L TM

+

12, RHAK13, ZL19].

T ec hnologies [GCJ

+

21]. telomerase

[KPB14]. T emp oral [A T A

+

17, CLL

+

24,

GCC

+

22, K

CCC15, LMZ

+

20, LZM22,

LZZ24a, MSS19a, MCHT17, RdMCBC13,

SD A

+

06, TRKR

C13, ZYF

+

18, KD16].

T ensor [DCW

+

24, HLGS21, MGK

G17,

YSBB22, ZGDH16]. T ensor-Based

[MGK

G17]. T erm

[LL19, LHH19, Pha23, TR07, WHW21,

YKWK18, ZCL21, ZYYX23, ZLX

+

20].

T erm-Based [LHH19]. T erminal

[NCL

+

23]. T erms [Ano12b, BM17, CLH

+

15,

LSZ

+

23, XLL19, SLS

+

14]. T ertiary

[BM12, MCDD12]. T est

[EFLA08, KM20, LLCC21, YBGB10, ZS19].

T esting [FLAM15]. T ests

[MTNH17, ZYX

+

23, BMM14]. T etrameric

[CMC

+

12]. T ext

[BMHS13, DL

T10, GL

YZ21, HL V

+

10, JLH16,

KAHK

+

10, LS10, LNC

+

05, SYM

+

10].

T exts [HVD18, NAHT

+

20]. T extual

[LXZ

+

23]. TF

[MLZ

+

24, ZWHH21, RFBTD22]. TF-DNA

[ZWHH21]. Tf-Idf [RFBTD22]. TF-T arget

[MLZ

+

24]. tgMC [LHG

+

16]. thaliana

[HRA GS

+

23, MVW

+

13, TRKR

C13,

WWL19]. Their [AKA

+

22, BIBD21,

CPR C24, D ADF

+

10, GCJ

+

21, LCTS08,

LLZC12, MHKR12, R YK

+

19, V

ASG10,

WZJS23, Wil11, FKLS07]. Theme [Gus09b].

Theoretic [BRS18, BLR08, GBS11, GL

W12,

VRK12, ZL24, ZSD08, CA14]. Theoretical

[BCL13b, CHK17, MWD11]. Theory

[BDP11, BD19, LQV

+

13, NWZ

+

20, PBFB22,

R GB

+

21, SK19, SDB

+

07, BF14, MZL15].

Therap eutic [R

V13]. Therap eutics

[CDBR21, JR14]. Therapies

[BRS18, HI24, MPF12, NTCO07]. Therap y

[SSK

+

20, VDS

+

20, WLCX18, KPB14].

There [DFM

+

11]. Thermo dynamic

[BCD

+

21, DPW12, TSM14, ZL15].

Thermostabilit y [ZD21]. Things

[DBSL24]. Thinning [ZWS

+

18]. Third

[LL22, MVVR19]. Third-Generation

[LL22]. Thomas [KSB12]. Thread

[LZL

+

20]. Three [CHC

+

05, DZA

+

06,

PLCW17, TZY11, VJRPNVJG24, WL

W23b,

WRH

+

09, WWL

+

17, ZD17, ZWLZ21, BF14,

ZZ15, ZMC

+

14]. Three-Color [TZY11].

Three-Dimensional [CHC

+

05, DZA

+

06,

VJRPNVJG24, WRH

+

09, WWL

+

17, ZD17,

ZWLZ21, BF14, ZMC

+

14]. Three-lev el

[WL W23b]. Threshold [A

CP22, BMH

+

16].

Threshold-F ree [A

CP22]. Thresholded

[HAH13]. Thresholding [DDS

+

17, NR

V22].

Thresholds [P AA G07]. Throughput

[CHW21, HF07, Ho w13, Kur13, L

W18,

LJL

+

15, MJPP20, MDM13, SDP

+

21,

SFK

+

24, YP13, ZZH18a, GCC

+

14, XZY

+

14].

Th yroid [XTO

+

24]. Tianhe

[PCY

+

19, PZS

+

20]. Tianhe-2

[PCY

+

19, PZS

+

20]. Tigh t [BS08, LCH19].

Tikhono v [DCM20, Mir14]. Tiled

[TYDZ23]. Tiling

[BCL13b, HKS11, LL

YS21, SK08]. Time

[AM22a, AKV16, BBH

+

18, BEW09, BMK11,

DST15a, EAS12, EAS13, EBP24, FZWS17,

GTX

+

23, Gra04, GPC

+

20, HAH13, HG16,

IV A11, JSS

+

18, JZS

+

18, JNST09, K

CCC15,

KSB12, KMG

+

05, LLHW22, LCZN16,

LLL15, LCC

+

11, MTSCO10, NR

V22,

OMAdG

+

12,

¨

OBT21, PTH

+

18, PH10b,

PR U11, P ol11, PKA20, RFB20, RMS15,

SH11a, SMK22, SCSS05, SC11, SHUP19,

SLCL22, TZP17, Vis18, WLL

+

09, W

GP11,

WSJ21, WLMZ22, YWW

+

24, YC08,

YLZW21, ZZKW18, ZWHC19, vIJJ

+

20,

CZWT15, GM14, SSS

+

15, WL

Y14, ZW

C15].

Time-Course [EAS12]. Time-Courses

[SCSS05]. Time-Dela y [JSS

+

18].

Time-Dela y ed [JZS

+

18, LCZN16, LLL15].

Time-Dep enden t [AKV16]. time-lagged

[GM14]. Time-Lapse [DST15a, SLCL22].

Time-Series [EAS13, GTX

+

23, LLL15,

PH10b, RMS15, SC11, ZZKW18].

Time-V arying [FZWS17, PKA20, YC08,

YLZW21, ZWHC19, CZWT15, ZW

C15].

Times [EW04]. Tissue [BMT17, CMS22,

JGBR15, LZQ

+

20, YLXJ04, ZHE19].

Tissue-Sp ecific [ZHE19]. Tissues

[MMH15, SCM19]. TMELand [ZKLZ24].

TNet [DZMB22]. TNN [QZLL24]. T oBio

[ZKW19]. toggle [WL

Y15]. T omek

[NZM22]. T omograph y [GHZ

+

22, ZZH

+

24].

T o ol [BMZM15, CZZ

+

23a, CYJ

+

19, GPZ20,

HRA GS

+

23, IL18, JKN

+

12, KMS

+

21,

L T aS13, LMPT15, LZL

+

20, LHDS18,

MBKK18, VSKJ11, VBB18, ZL W

+

11,

ZLC

+

21, MCH

+

15, SSML15]. T o olb o x

[MPSY18]. T o ols [CBK20, LKW

+

19, MZ17].

T op [AFJ12, SIM12, OF C

+

14]. T op-

[AFJ12]. T op-r [SIM12]. T opic

[BLP

+

12, CHL

+

12, KY22, WXWL20].

T op ological [BG05, BGHM09, DGY05,

DBK18, HC13, JY21, RB16, Rho20, Wil09,

ZKW19, ZAZ

+

22]. T op ologically

[LLL

+

23, ZHZ

+

20]. T op ologies

[MSJP19, W u11]. T op ology [BRZ

+

17,

DNS19, DFTC12, FW20, KL11a, LLH18,

MMBC22, MBGP12, NGZ

+

22, Ro c11,

TDK13a, WWL

+

17, ZXLZ18a, ZXLZ18b,

ZXZ20, BDBH15, DST

+

15b, LL W

+

15].

T op ology-Based [LLH18, MMBC22].

T orsion [FSX19, GA23]. T otal [KMSY20,

SSS20a, SMSZ17, YYX

+

21, ZYW

+

13].

T ouring [DK

CM12]. T o xicit y [BPP

+

13].

T o xicogenomics [SWX

+

19]. TP53

[MBP

+

19]. T race [LZH18, ZSW23].

T race-Norm [LZH18]. T races [FL18].

T rac k er [KKP

+

21]. T rac king

[BM20, DZMB22, HKT

+

18, LHQ

+

18,

LLQW21, MBJ19, XLZW22, XSL

+

21].

T ractabilit y

[BS11, GB10, SHI06, vIKKS08]. T ractable

[BS07, K

O15, Lab06, PK13]. T rade [PH10b].

T rade-Off [PH10b]. T rain [HLL18b].

T rained [RSK23, YJS

+

24]. T raining

[DZW24, ELH24, XHQ

+

18, YSC13, ZLB24].

trait [HRHP16]. T raits

[FYSM12, MTNH17, YXL

+

23].

T ra jectories

[BYS

+

22, KBNHD18, KBND19].

T ra jectory [CBM

+

20, CGLF12]. T raM

[AFJ12]. T rans

[PHX

+

08, AJYT

+

15, YMT

+

14].

T rans-Genomic [PHX

+

08]. T ransaction

[Gus05]. T ransactional [XPH12].

T ransactions

[Ano09c, Ano12b, Gus04b, Tit16]. T ransC

[LLX

+

24]. T ransC-ac4C [LLX

+

24].

T ranscript [CM13]. T ranscriptase

[SYKS15]. T ranscription

[BPP

+

13, LPH18, LX21, MMS24, PIPC18,

WPL15, ZSH21, ZXW

+

23].

T ranscriptional

[BBN18, CXW

+

13, DS19, Gou06, KMG

+

05,

LHH13, LLA19, LLD

´

A21, SZGZ21, WP08,

ZWHC19, KD16, NCMCAR15].

T ranscriptome [CL VT

+

20, CZCL23, CS15,

FS13b, GAJ

+

18, ZFZ

+

20, ZFZL22].

T ranscriptomic [YLXS17]. T ranscripts

[AALD17, STB

+

19]. T ransduction

[LZL

+

19, LDL

+

17]. T ransductiv e

[WNT

+

17, WMK17, HRHP16]. T ransfer

[AHN23, AKH

+

23, BYW

+

23, CXY

+

23,

CYL

+

21, DSM23, GZB23, GDRLH21,

HZR

+

19, HXXJ18, JGW

+

21, JCG

+

22,

K QD21, KB17, KB19, LLMZ23, LZL

+

24,

LZW21, MSG18, R GZ

+

23, SSV

+

19,

SLR Q19, SAK

+

21, W

QLL23, YGJZ23,

YXL

+

23, ZM12, ZZP

+

21b, ZXJ

+

23, ZS18].

T ransfer-Based [ZS18]. T ransferable

[JQGY21]. T ransferred [HWZ

+

23].

T ransferring [LXZ

+

23]. T ransfers

[CD W12, THL11]. T ransform

[DZD

+

23, KK19, KVX12, LSY

+

20, Mat09,

MCCZC08, SP11, TED

+

12, LHS16,

YTLL15, LKY

+

11, TZY11, ZLLS17].

T ransformation [AFMS19, ED15, XPH12].

T ransformer [CD

AL22, CWP

+

23,

CNH

+

23, CW22, LQJ

+

23, LL Y

+

23,

QZLL24, W GW

+

24, YCL

+

24].

T ransformer-Based [CD

AL22, LL Y

+

23].

T ransformers [WKZ

+

24]. T ransforming

[QZZ

+

21a]. T ransien t [PB12a, P au18].

T ransition [LDGY21, MPS18, R CM

+

19].

T ranslation [CPQ08, LDGY21, WYF

+

23,

ZMT13, ZK16, ZMT14]. T ranslational

[BYZ

+

18, RKDR10, RKDR11].

T ranslo cation [CWZL08]. T ranslo cations

[QLLX10]. T ransmem brane

[WWL

+

17, YXS16]. T ransmission

[DZMB22, PG06, XLX

+

21]. T ransp ort

[FVP

+

20, KHP12, LN21, LLX

+

16].

T ransp orter [DGV

+

17]. T ransp osable

[W QL

+

16]. T ransp osition

[BODD20, Lab06]. T ransp ositions

[EH06, HZL19]. transp oson [DI15].

T ransrev ersals [HZL19]. T ransRNAm

[CWP

+

23]. T ransSurv [LL Y

+

23].

T rapping [MBP

+

18]. T ra v el [GA

GM11].

T ra v ersal [UAH16]. T reating [MWD11].

T reatmen t [JKNE21, MWZY17]. T ree

[APRS11, ADR18, BW

C17, BPV

+

11, BN06,

BS09, CR

V09, DHC12, GZFT15, GRH08,

GET13, GE18, GM09, GJS11, HYR

+

19,

HEF17, JRSS18, JvI18, KVX12, LCEMO18,

LSM

+

21, LNR

+

09, LPR

+

08, MLFM22,

Mat07, NSNA19, OP11, QTZ15, Rho20,

Ro c06, SLGK17, STO06, SRM18, Son06,

SDB

+

07, TGM

+

21, TBRS11, W u11, Zha11,

ZL W

+

11, ZRK19, GE15, LAI

+

14, WL

Y14,

ZZ14]. T ree-Based [JvI18, MLFM22].

T ree-Child [CR

V09]. T ree-Guided

[HYR

+

19]. T ree-Lik e [HEF17, NSNA19].

tree-reconciliation-based [ZZ14].

T ree/Sp ecies [DHC12]. T reeDT [STO06].

T reelength [LNR

+

09]. T rees

[BG05, BG12, BS07, CLR

V11, CW12,

DLR W18, DRS12, DR16, ELH24, GF10,

HSlSM11, HW13, HDKS04, KB17, KB19,

LRM12, LS09, ME19a, ME19b, ME19c,

Mat09, Mos07, MG19, PK13, Rho20, SKS22,

SGHS23, SN12, Smi09, SR06, V

ASG10,

WL11, Wil11, WMS09, W CX

+

22, YBMH24,

Zha11, DR14, L

V14, Mat15, MW16].

T reespace [WYH17, Ny e14]. T reespaces

[GFS13]. trends [MKARB16]. tREP

[SV G

+

24]. T ri [DLO

+

23, LX21, PCCM22].

T ri-F actorization

[DLO

+

23, LX21, PCCM22]. TRIAL

[VSKJ11]. T riangular [MGK

G17, MJ23].

T ric k [WHL

+

24]. T rigger

[HLL

+

18a, JRN

+

18]. T riggered

[KY22, ZZ13]. T rimming [LLZ

+

20a]. T rios

[BZ08]. T ripartite [L

WXX22]. T riple

[YL Y

+

12]. T riplets

[CLR

V09b, GJS11, vIKK

+

09]. T ripNet

[JSM

+

22]. tRNA [SV G

+

24]. T ropical

[YBMH24]. T rue

[ALR

+

13, MKKS20, V al11]. T rypanosoma

[GAR

+

09]. T rypsinized [dAc17]. TSK

[ZZP

+

21b]. TSVM [LZL

+

24].

T ub erculosis [HWZ

+

23, SKS

+

19]. T umor

[BCVS19, CSQ

+

22, CHL21, GCGCP

+

23,

HKM

+

18, KHP12, LHHL19, LLX

+

23,

LSW

+

23, LCW

+

18, OZW

A21, R

GVP24,

SMPS20, SJS19, SCM19, SSS13b, WZJH12,

WLZ

+

19, WLMZ22, WLL

+

24, XL

W20,

YCY

+

13, ZZN

+

11a, LXZ

+

15, XL

WL15,

YCY

+

14]. T umor-Asso ciated [LHHL19].

T umor-Imm une [SJS19]. T umorgenesis

[K CZ

+

15]. T umors

[DGY05, PYL

+

21, RHZ

+

24, SMPS20].

tunnels [PSK

+

16]. Tw elv e [CWP

+

23].

Twin [HCLS11]. Twins [LGL24, W

QLL23].

Tw o

[APRS11, BS07, CGC24, GGM21, GAX

+

23,

HLL

+

18a, HHYH07, HGC

+

20, KWP

+

23,

L T aS13, LLC

+

13, MPY18, PBhL

+

11, PK13,

RD24, SC11, SY09, TZH07, W an12, XW

C15,

ZCR

+

17, ZWM

+

20]. Tw o-Dimensional

[GAX

+

23, L T aS13]. Tw o-Lo cus

[LLC

+

13, XW

C15]. Tw o-Phase [ZCR

+

17].

Tw o-Sex [GGM21]. Tw o-Stage

[CGC24, HLL

+

18a, HHYH07, HGC

+

20,

KWP

+

23, RD24, TZH07, ZWM

+

20].

Tw o-State [MPY18]. Tw o-Step

[PBhL

+

11]. Tw o-T ree [APRS11].

Tw o-W a y [SY09]. txCo ords [YLXS17].

T yp e [CLZ

+

18, LLX

+

23, LZW23b,

MMC

+

23, SKS22, UKV18, W CL Y20, ZZ13].

T yp es [ALC22, CWP

+

23, JLJC24,

MTR

+

22, WMK16, ZLF

+

21a]. T yping

[AKNB07, BBSP08].

U [CSQ

+

22, LSW

+

23, LLL

+

21a, ZHD

+

21].

U-Net [CSQ

+

22, LSW

+

23, LLL

+

21a].

uAnalyze [DPW12]. Ubiquitination

[NHH

+

17]. UDoNC [PW C

+

15]. Ultra

[A TX21, ZKL18]. Ultra-F ast [A

TX21].

Ultra-High [ZKL18]. Ultrasound

[FYZ

+

19]. Un balanced [PLCW17].

Uncertain [BMZM15, dHMPFdM23,

MDD18, dSPFF21, ZWL

+

14b].

Uncertain ties [SJS19]. Uncertain t y

[Dal16, R

CBB19, RdlCGW09, UWLH15,

VRHB23, DI15, D

YD15].

Uncertain t y-Aw are [UWLH15].

Unconstrained [GPE17, GET21].

Uncorrelated [CIZ

+

22, YLXJ04].

Unco v ering [LLX

+

11, PSIM17, P AS

+

11].

Underestimation [HZZY16]. Underlying

[ZZP

+

21b, ZXJ

+

23]. Underrepresen ted

[XYYZ20]. Undersampling [JZF

+

21].

Understand [A

CCT20]. Understanding

[KLC24, NZR11]. Undirected

[SM08, TRBK09]. UNet [ZHD

+

21, ZLB24].

Unfold [Qiu14]. Unicyclic [SS06b].

Uniden tifiable [EW04]. Unified

[CLST

+

13, GET13, GKS

+

22, L YY

+

19,

SYM

+

10, SW09, W

CXL18, ZBY

+

21].

Uniform [RL

V04]. unify [LLC

+

15].

Unifying [LLX

+

23]. Uninhabited [ZD17].

Unique [A

TX21]. Uniquely [Wil11]. Unit

[SDH20b, ZJ23]. United [LLNW17]. Units

[Dem12, IMA13, ZSZ23, CFIS

+

15].

Univ erse [PBV

+

20]. Unkno wn [LBM

+

18].

Unlab eled [CZW

+

18, YL

WS21]. Unpaired

[XWP

+

24]. Unparametrized [KSB12].

Unra v el [JZZQ19, HM15]. Unra v elling

[dNG17]. Unrelated [BZ08]. Unro oted

[ADR18, BG12, CBFB12, GET13, WM19b].

Unscen ted [MNND13]. Unsigned

[CWZL08]. Unstressed [WLMZ22].

Unsup ervised [AMHH16, A

V12, BMSZ22,

BYS

+

22, CJH

+

21, JLH16, KL19, L

W17,

LHKL17, Mam05, NO09, SFMS18, SAS

+

23,

V og15, WWL

+

23a, ZWSX12, LZGZ14].

Un tangling [V

ASG10]. up date [ZWL14a].

Up dates [HT09]. up on [CSW11, KKI20].

upstream [MBS15]. Uptak e [AKA

+

22].

Usage [CS24, LSMF08, MNR09]. Use

[AL W G18]. Used [LZW21, P ol11]. Using

[AKNB07, AH11, A

CJP23, A

V17, A OSN

+

18,

ALR

+

13, A

CCT20, AAAM

+

24, A

GGM11,

AFJ12, AF AA W

+

11, A

V12, A

CSR21,

ANR

+

23, AA

T20, AN21, ASI

+

11, AD12,

ADPH13, BMCY22, BBN18, BP22, BGS

+

12,

BHMA06, BMSZ22, BCC

+

23, BFM13,

BMR21, BMHS13, BSV10, BS10a,

BHHMCL16, BM12, BM20, BWRF12,

BBH12, CP13, CZ20, CCL

+

24, CPR

C24,

CO W20, CC11, CLC

+

17, CGL

+

23b,

CWLS15, CLH

+

15, CZL

+

22, CYWW22,

CD08, CKWY12, CHH

+

22, CCN22, CWZ08,

CYTY13, CSS11, CAN

+

08, CCC

+

22,

DSM23, DGH

+

06, DSHM08, DNS19,

DMJ

+

18, DZMB22, DZD

+

23, DM09,

DKDD10, DLL

+

24, D

ABV17, DBK18,

EMDH11, FWXZ19, FLHG24, FSX19, FJJ11,

FWY19, FXZS22, FSB

+

11, GT24, GZG17,

GRK23, GK08, GPMH16, GL

W12, GED

+

17,

GZYL22, GZWD23, GAX

+

23, GM22,

GPC

+

20, GCY

+

21, HEK18, HOS

+

12a,

HOS

+

12b, HZZY16, HZTP12, HYY11, HS08,

HYC12, HKT

+

18, HCLS11, HPL

+

13].

Using [HLSR18, HDS

+

18, HGC

+

20, HC07,

HMK

+

07, HF12, HGM18, HXX21, HWZ

+

23,

INT11, IQA18, IBN19, JKNE21, JK

C23,

KMSY20, KSMT19, Kar12a, KNTB18,

KSP22, K

CP18, KKP22, KK19, KKPP22,

KAHK

+

10, KVX12, LCEMO18, LFK16,

L TL TS23, LSM

+

21, L

TP22, LLX

+

11,

LLH

+

17, L YL

+

17, L

W19a, LMZ

+

20,

LSY

+

20, L WW

+

21, LZW

+

22, L TT

+

22,

LQJ

+

23, LLMZ23, LMW

+

24, cL W A07,

LZH18, L YZ

+

24, LQW

+

23, L

WZ12,

LHKL17, LHQ

+

18, LNW20, L WZ

+

21c,

LJN

+

23, LZC

+

23, LLX

+

24, LLL15, L

T07,

LL W

+

22, MNR09, MGXS15, MTSCO10,

MTNH17, MSB19, MLFM22, MK16,

MBP

+

18, MGP

+

22, MMS24, MCCZC08,

MIC

+

07, MSK

C19, MFF

+

18, MWSM12,

MGS17, MDM13, NTL

+

22, NSAH19,

NWW19, OC13, PRP21, PGHT12, PI09,

P A22, PR18, PLCW17, PYL

+

21, PPF

G20,

PGF18, PN17, QZJ

+

23, QZL

+

22, QZLL24,

QBPEL12, RLR20, RM13, R T A

+

16,

RFFB

+

20, RdlCGW09, RP13, RKZ16,

RNAR

+

24, R

TC23, RHZ

+

24, RBdJ11,

RA16, SKD

A19, SP11, SKS22]. Using

[SLGK17, SMRP15, SB12, SBW15, SSV

+

19,

SV G

+

24, SYZ

+

13, SRM18, ST05, SDH20a,

SDCW11, SSD

+

16, SAK

+

21, SSP

+

17,

SKD

+

07, SR06, SVE21, SYKBG24, SZLL11,

SGH12, SPL

+

23, SRXZ24, TIA

+

11,

TGGF10, TZY11, TED

+

12, TB23, TW10,

T AI

+

19, TWZW16, UAH16, UWZ

+

24,

Vis18, WS12, W

CX07, WZJH12, WFY

+

19,

WHF

+

20, WZR

+

22, WYF

+

23, WZJS23,

WLP23, WWBZ19, WRH

+

09, WXS

+

19,

WL22, WB11, WLL13, WDS

+

12, WZ13a,

WW19, XZG

+

23, XZS

+

21, XWF07, XA

W07,

XLL

+

18, XLL19, YCYC12, YLCC13,

YYG

+

21, YYLL22, YW

CC22, YLXJ04,

YJ22, YJS

+

24, YNBM05, YBGB10,

YPL

+

23, YL

WS21, YOKI09, ZLLZ17,

ZHEB05, ZHSS07, ZLPW16, ZLH

+

17,

ZZY

+

17, ZCG

+

18, ZPW

+

19, ZLXL19,

ZZF

+

19, ZWXL20, ZLS

+

21, ZCL21,

ZZP

+

21b, ZWLZ21, ZXZ

+

21, ZWHH21,

ZSH21, ZCT22, ZCL22, ZYX

+

23, ZZLH23,

ZXW

+

23, ZSD08, ZMKL22, ZZW

+

24,

ZWW17, ZSC

+

10, ZYF

+

18, ZWY

+

10,

ZZD Y13, ZGDH16, ZD

YH17, ZCWW19,

ZHE19, ZLZW22, ZL15, ZM22]. Using

[vBdRD

+

11, wTCAK

+

20, CWDS15, CR14,

CZB

+

16, DGR

C15, EES14, GGZZ14,

GZGX14, G

´

AVRRL15, HC14a, HLHAJ20,

HS15, HWK14, HK15, JZCZ15, JHXP15,

K GK14, KD15, KAS21, LJL

+

14, LP15,

LXZ

+

15, MZL15, MEOL14, MMSH14,

ARZ

+

14, NI07, PWZW15, PRZ

+

14, RHH16,

SHK14, SSS20a, SLS

+

14, SXL

+

14,

WSTL

+

15, XZY

+

14, YRD

+

13, YRD

+

14a,

YRD

+

15, ZSY

+

14]. uSPR [BS10b]. UTE

[QZZ

+

21a]. UTE-mDixon [QZZ

+

21a].

Utilization [ED15, XNYC21]. Utilizing

[DSCM20, FMA

+

20, HC13, NSC17].

V [MRB

+

24, ZLS

+

19]. V accine

[AM22b, GBSB21, LKK

+

23, QQD

+

21,

SV G

+

24, SSP

+

17]. V alidated [LZL

+

24].

V alidation

[BG13, CBZ18, GZR

+

18, GHL05, JCF13,

MBF

+

11, VDS

+

20, ZLLZ17]. V alidations

[SV G

+

24]. V alidit y [SMK

+

12, FN14].

V alue [BMSZ22, FWXZ19, QZJ

+

23,

W CA

+

19, XL16, YWK

+

07, YPS11]. V alued

[L W13b]. V alues [QZZ21b, VTGC16, KS14].

V ariabilit y [LKY

+

11, MSH

+

11, PPF

G20].

V ariable [BG17, EAS13, QZL

+

22,

RFFB

+

20, SS06a, ZKL18, MM14b].

V ariable-Length [RFFB

+

20]. V ariables

[ALQ17]. V ariance [SYZ

+

13]. V arian t

[PR18, SCU

+

24, SVE21, TWW

+

20].

V arian ts [JWZ

+

20, KB20, LZL

+

24,

LQY

+

20, NLGG12, SCU

+

24, WHXS17,

ZmCXS17, ZRK19, LLH

+

14]. V ariation

[TBRS13, YYX

+

21, ZYW

+

13, L

WM14].

V ariation-Based [YYX

+

21]. V ariational

[JK C23, JW G

+

22, ZZW

+

24, BCLC15].

V ariations [CW09a, CSK

+

11, YLBX21,

ZANN20, dNG17, PV16, SB16]. V ariet y

[ZGZ

+

20]. V arious [HL Y

+

22]. V AR UN

[A CP10]. V arying

[FZWS17, PKA20, RXAH

+

23, YC08,

YLZW21, ZWHC19, CZWT15, ZW

C15].

V ascularization [UBP

+

19]. V CF

[LQY

+

20]. V

CF-Based [LQY

+

20]. V CV

[SZCX19]. V ector [BM17, CCYW12,

FDZ

+

24, GT24, LLX

+

11, LLX

+

16, LZL

+

24,

LL T10, MNR09, MSK

C19, QL09, R T A

+

16,

SZLL11, WLL13, WZ13a, JHXP15].

V ectors [CZ20, Kar12a, YH13]. V ehicle

[GCL

+

18, ZD17]. V ehicular [NCL

+

23].

V ein [wTCAK

+

20]. V endor [ZSZ

+

22].

V en tilated [RSCX18]. V en tilation

[MGP

+

22]. V en tilator [SZCX19].

V erification [GMAS22, MGS

+

21].

V erification-Aw are [MGS

+

21]. V erified

[SFB

+

08]. V ersus [YF23, SDN

+

11, TSM14].

V ertex [BSV10]. V ertices [MSS

+

19b].

v erticillioides [KZW

+

18]. V ery

[W CX07, SYV14]. V esicles [D ADF

+

10].

V essel

[JLK

+

21, LLL

+

21a, MWH

+

23, ZZH

+

24].

Via [CZC

+

23, GRD

+

21, SND22, AHC

+

21,

BSS

+

22, CWZW15, CCCY20, CLXL24,

CSSS16, CZF

+

05, CHNW20, CJH

+

21,

CZDZ22, DZW24, DLM12, DKS

+

15,

GAJ

+

18, GBLZ14, GPScF15, GF

G16,

HYR

+

19, HLN20, HF07, HYL

+

19, HJD24,

JHW

+

19, KSN

+

12, L YH

+

16, LDM18,

LFZ

+

19, LCW

+

18, L WL

+

20, LLZ

+

23,

LLZ

+

22, L

W24, L

TX21, MDMR

+

22, NR

V22,

NM22, NSNN12, PS15, QD12, RFBTD22,

R TD23, RdMCBC13, SBO

A23, SdOD

+

12,

SDH20b, SWSA21, SGR

+

17, SJWW23,

TYL

+

16, TK05, TC13, VF09, VM18,

WLL

+

09, WL13b, WYHD17, W CC

+

18,

W CL11, W O YL17, XL16, XW16, XYLL23,

YHCS19, YZL23, YF

CM17, YHB12,

YFWZ16, YWF

+

20, ZZKW18, ZDL12,

ZHZ

+

20, ZZY

+

22, ZYJ

+

23, ZYW

+

13,

ZZD W13]. Video [DST15a, ZHG20].

Video capsule [L WW

+

21]. Videos

colorectal carcinoma based

on microbiota analysis using

generalized regression neural

net w orks and nonlinear fea-

ture selection. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(2):547–557,

Marc h 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2870124 .

Amit:2014:LEP

[ABH

+

14] Mik a Amit, Rolf Bac k ofen,

Steffen Heyne, Gad M.

Landau, Mathias M¨ ohl,

Christina Otto, and Se-

bastian Will. Lo cal ex-

act pattern matc hing for

non-fixed RNA structures.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 11(1):219–

230, Jan uary 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Alexandrino:2023:RID

[ABO

+

23] Alexsandro Oliv eira Alexan-

drino, Klairton Lima Brito,

Andre Ro drigues Oliv eira,

Ulisses Dias, and Zanoni

Dias. Rev ersal and in-

del distance with in ter-

genic region information.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 20(3):1628–

1640, Ma y 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3215615 .

A thanasiadis:2015:ZAM

[ABS15] Emmanouil I. A thanasiadis,

Marilena M. Bourdak ou,

and George M. Sp yrou.

Zo omOut: Analyzing m ulti-

ple net w orks as single no des.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 12(5):

1213–1216, Septem b er 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

A thanasiadis:2017:DMR

[ABS17] Emmanouil A thanasiadis,

Marilena Bourdak ou, and

George Sp yrou. D-Map:

Random w alking on gene

net w ork inference maps to-

w ards differen tial a v en ue dis-

co v ery . IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(2):484–490, Marc h 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ansari:2012:DPS

[ABVD12] Nadeem A. Ansari, Riyue

Bao, Calin V oic hita, and

Sorin Draghici. Detect-

ing phenot yp e-sp ecific in-

teractions b et w een biologi-

cal pro cesses from microar-

ra y data and annotations.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 9(5):

1399–1409, Septem b er 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Am b ert:2012:IGS

[A C12] Kyle H. Am b ert and Aaron M.

Cohen. k -information

gain scaled nearest neigh-

b ors: a no v el approac h to

classifying protein-protein

in teraction-related do cu-

men ts. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

9(1):305–310, Jan uary 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Angione:2013:POO

[A CC

+

13] Claudio Angione, Gio v anni

Carap ezza, Jole Costanza,

Pietro Lio, and Giusepp e

Nicosia. P areto optimalit y in

organelle energy metab olism

analysis. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

10(4):1032–1044, July 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Alden:2020:UEE

[A CCT20] Kieran Alden, Jason Cos-

gro v e, Mark Coles, and Jon

Timmis. Using em ulation

to engineer and understand

sim ulations of biological systems. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 17

(1):302–315, Jan uary 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2843339 .

Ahmed:2024:AIB

[A CJ24] Imran Ahmed, Ab dellah

Chehri, and Gw anggil Jeon.

Artificial in telligence and

blo c k c hain enabled smart

healthcare system for mon-

itoring and detection of

CO VID-19 in biomedical im-

ages. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

21(4):814–822, July 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3294333 .

Ahmed:2023:APN

[A CJP23] Imran Ahmed, Ab dellah

Chehri, Gw anggil Jeon, and

F rancesco Piccialli. Au-

tomated pulmonary no dule

classification and detection

using deep learning arc hitec-

tures. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 20

(4):2445–2456, July 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3192139.

Ap ostolico:2010:VDE

[A CP10] Alb erto Ap ostolico, Matteo

Comin, and Laxmi P arida.

V AR UN: Disco v ering exten-

sible motifs under saturation

constrain ts. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 7(4):752–762, Octo-

b er 2010. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Ac hary a:2022:RFP

[A CP22] Sudipta Ac hary a, Laizhong

Cui, and Yi P an. A refined

3-in-1 fused protein simi-

larit y measure: Application

in threshold-free h ub detec-

tion. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 19

(1):192–206, Jan uary 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2973563 .

Alon:2010:AMP

[A CPR10] Noga Alon, Benn y Chor,

F abio P ardi, and Anat

Rap op ort. Appro ximate

maxim um parsimon y and

ancestral maxim um lik eli-

ho o d. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 7

(1):183–187, Jan uary 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Angadi:2021:NW C

[A CSR21] Ula v appa B. Angadi, Kr-

ishna Kumar Chaturv edi,

Sudhir Sriv asta v a, and Anil

Rai. A no v el w a y of com-

paring protein 3D struc-

ture using graph partition-

ing approac h. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(4):1361–1368,

July/August 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2938948 .

Au:2005:A CG

[A CWW05] W ai-Ho Au, Keith C. C.

Chan, Andrew K. C. W ong,

and Y ang W ang. A t-

tribute clustering for group-

ing, selection, and classi-

fication of gene expression

data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 2(2):83–101, April 2005.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Au:2007:CA C

[A CWW07] W ai-Ho Au, Keith C. C.

Chan, Andrew K. C. W ong,

and Y ang W ang. Correc-

tion to “A ttribute Clustering

for Grouping, Selection, and

Classification of Gene Ex-

pression Data”. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 4(1):157, Jan uary

2007. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Ashlo c k:2012:DER

[AD12] W endy Ashlo c k and Suprak ash

Datta. Distinguishing en-

dogenous retro viral L TRs

from SINE elemen ts us-

ing features extracted from

ev olv ed side effect mac hines.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 9(6):

1676–1689, No v em b er 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Axenop oulos:2011:SDF

[ADPH11] Ap ostolos Axenop oulos, P et-

ros Daras, Georgios P a-

padop oulos, and Elias Houstis.

A shap e descriptor for

fast complemen tarit y matc h-

ing in molecular do c king.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(6):

1441–1457, No v em b er 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Axenop oulos:2013:SDP

[ADPH13] Ap ostolos Axenop oulos, P et-

ros Daras, Georgios E.

P apadop oulos, and Elias

Houstis. SP-Do c k: Protein-

protein do c king using shap e

and ph ysico c hemical com-

plemen tarit y . IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 10(1):135–150,

Jan uary 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Allman:2018:STI

[ADR18] Elizab eth S. Allman, James H.

Degnan, and John A.

Rho des. Sp ecies tree in-

ference from gene splits

b y unro oted ST

AR meth-

o ds. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 15

(1):337–342, Jan uary 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Al-Dalky:2016:AMC

[ADT A Q16] Rami Al-Dalky

, Kamal

T aha, Dirar Al Homouz,

and Murad Qasaimeh. Ap-

plying Mon te Carlo sim ula-

tion to biomedical literature

to appro ximate genetic net-

w ork. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

13(3):494–504, Ma y 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Andonie:2011:F AP

[AF AA W

+

11] Razv an Andonie, Lev en te

F abry-Asztalos, Christo-

pher B. Ab dul-W ahid, Sarah

Ab dul-W ahid, Gran t I.

Bark er, and Luk as C. Mag-

ill. F uzzy AR

TMAP pre-

diction of biological ac-

tivities for p oten tial HIV-

1 protease inhibitors us-

ing a small molecular data

set. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

8(1):80–93, Jan uary 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Amin:2012:TSG

[AFJ12] Mohammad Shafk at Amin,

Russell L. Finley

, Jr., and

Hasan M. Jamil. T op-k sim-

ilar graph matc hing using

T raM in biological net w orks.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 9(6):

1790–1804, No v em b er 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Andersen:2019:CTM

[AFMS19] Jak ob L. Andersen, Christoph

Flamm, Daniel Merkle, and

P eter F. Stadler. Chemi-

cal transformation motifs —

mo delling path w a ys as in te-

ger h yp erflo ws. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(2):510–523,

Marc h 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2017.2781724 .

Ali:2018:SDS

[A GAS18] M. Sy ed Ali, N. Gu-

nasek aran, Cho on Ki Ahn,

and P eng Shi. Sampled-

data stabilization for fuzzy

genetic regulatory net w orks

with leak age dela ys. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 15(1):271–285,

Jan uary 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Am broise:2011:IRP

[A GGM11] Jerome Am broise, Joac him

Giard, Jean-Luc Gala, and

Benoit Macq. Iden tification

of relev an t prop erties for epi-

top es detection using a re-

gression mo del. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 8(6):1700–1707,

No v em b er 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Arribas-Gil:2009:SAS

[A GMP09] Ana Arribas-Gil, Dirk Met-

zler, and Jean-Louis Plouhinec.

Statistical alignmen t with

a sequence ev olution mo del

allo wing rate heterogene-

it y along the sequence.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 6(2):281–

295, April 2009. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Agra w al:2011:PSS

[AH11] Ankit Agra w al and Xiao-

qiu Huang. P airwise sta-

tistical significance of lo-

cal sequence alignmen t us-

ing sequence-sp ecific and

p osition-sp ecific substitu-

tion matrices. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 8(1):194–205,

Jan uary 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

An:2021:HRP

[AHC

+

21] Ying An, Neng jun Huang,

Xianlai Chen, F angxiang

W u, and Jianxin W ang.

High-risk prediction of car-

dio v ascular diseases via

atten tion-based deep neu-

ral net w orks. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(3):1093–1105,

Ma y/June 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2935059 .

Aw ais:2021:PIP

[AHK

+

21] Muhammad Aw ais, W aqar

Hussain, Y aser Daanial

Khan, Nouman Raso ol,

Sher Afzal Khan, and Kuo-

Chen Chou. iPhosH-

PseAA

C: Iden tify phospho-

histidine sites in proteins

b y blending statistical mo-

men ts and p osition relativ e

features according to the

Chou’s 5-step rule and gen-

eral pseudo amino acid com-

p osition. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

18(2):596–610, Marc h 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2919025 .

Adhik ari:2023:DTL

[AHN23] Mainak Adhik ari, Abhishek

Hazra, and Sudarshan Nandy .

Deep transfer learning for

comm unicable disease de-

tection and recommenda-

tion in edge net w orks.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 20(4):2468–

2479, July 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3180393 .

Anders:2018:IPR

[AHT

+

18] Gerd Anders, Ulric h Has-

siep en, Stephan Theisgen,

Stephan Heymann, Lionel

Muller, T ania P anigada,

Daniel Huster, and Sergey A.

Samsono v. The in trin-

sic p epsin resistance of

in terleukin-8 can b e ex-

plained from a com bined

bioinformatical and exp er-

imen tal approac h. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 15(1):300–308,

Jan uary 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ali:2016:SA C

[AIS

+

16] Sk Subidh Ali, Mohamed

Ibrahim, Ozgur Sinanoglu,

Krishnendu Chakrabart y ,

and Ramesh Karri. Securit y

assessmen t of cyb erph ysical

digital microfluidic bio c hips.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 13(3):445–

458, Ma y 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ac hary a:2012:GCA

[AJD

+

12] Lipi Ac hary a, Thair Judeh,

Zhansheng Duan, Mic hael

Rabbat, and Dongxiao Zh u.

GSGS: a computational ap-

proac h to reconstruct sig-

naling path w a y structures

from gene sets. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 9(2):438–450, Marc h

2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Ayda y:2018:GIW

[AJM18] Erman Ayda y , Xiao qian

Jiang, and Bradley Malin.

GenoPri’16: In ternational

w orkshop on genome priv acy

and securit y . IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(5):1403–1404,

Septem b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Al-Jarrah:2015:RSL

[AJYT

+

15] Omar Y. Al-Jarrah, P aul D.

Y o o, Kamal T aha, Sami

Muhaidat, Ab dallah Shami,

and Nazar Zaki. Random-

ized subspace learning for

proline cis–trans isomeriza-

tion prediction. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 12(4):763–769, July

2015. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Arif:2022:DDL

[AKA

+

22] Muhammad Arif, Muham-

mad Kabir, Saeed Ahmed,

Abid Khan, F ang Ge,

Adel Khelifi, and Dong-

Jun Y u. DeepCPPred:

a deep learning frame-

w ork for the discrimination

of cell-p enetrating p eptides

and their uptak e efficien-

cies. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 19(5):2749–2759, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

1545-5963 (prin t), 1557-9964

(electronic).

Ash ta wy:2012:CAR

[AM12] Hossam M. Ash ta wy and Ni-

har R. Mahapatra. A com-

parativ e assessmen t of rank-

ing accuracies of con v en-

tional and mac hine-learning-

based scoring functions for

protein-ligand binding affin-

it y prediction. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 9(5):1301–1313,

Septem b er 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ash ta wy:2015:CAP

[AM15] Hossam M. Ash ta wy and Ni-

har R. Mahapatra. A com-

parativ e assessmen t of pre-

dictiv e accuracies of con v en-

tional and mac hine learn-

ing scoring functions for

protein–ligand binding affin-

it y prediction. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 12(2):335–347,

Marc h 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ahmed:2019:GMS

[AM19] Sy ed Ali Ahmed and Saad

Mneimneh. Gibbs/MCMC

sampling for m ultiple RNA

in teraction with sub-optimal

solutions. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 16(3):703–712, Ma y

2019. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Ajmal:2022:DBN

[AM22a] Hamda B. Ajmal and

Mic hael G. Madden. Dy-

namic Ba y esian net w ork

learning to infer sparse mo d-

els from time series gene ex-

pression data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 19(5):2794–2805,

2022. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2021.3092879 .

Alazmi:2022:I IB

[AM22b] Meshari Alazmi and Olaa

Mot w alli. Imm uno-informatics

based p eptides: an approac h

for v accine dev elopmen t

against outer mem brane pro-

teins of Pseudomonas gen us.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(2):966–

973, Marc h 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3032651 .

Ahmed:2014:SSC

[AMBK14] Hasin Afzal Ahmed, Priy ak-

shi Mahan ta, Dhruba Ku-

mar Bhattac haryy a, and Ju-

gal Kumar Kalita. Shifting-

and-scaling correlation based

biclustering algorithm. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 11(6):1239–1252,

No v em b er 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Agapito:2016:ECO

[AMGC16] Giusepp e Agapito, Mari-

anna Milano, Pietro Hi-

ram Guzzi, and Mario Can-

nataro. Extracting cross-

on tology w eigh ted asso cia-

tion rules from gene on tology

annotations. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 13(2):197–208,

Marc h 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ang:2016:SUS

[AMHH16] Jun Chin Ang, Andri Mirzal,

Habib ollah Haron, and Haza

Nuzly Ab dull Hamed. Su-

p ervised, unsup ervised, and

semi-sup ervised feature se-

lection: a review on gene se-

lection. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 13(5):971–989, Septem-

b er 2016. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Araghi:2021:HSA

[AN21] Sahar Araghi and Thanh

Nguy en. A h ybrid su-

p ervised approac h to h u-

man p opulation iden tifica-

tion using genomics data.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 18(2):443–

454, Marc h 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2919501 .

Anon ymous:2004:AI

[Ano04a] Anon ymous. Ann ual in-

dex. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 1

(4):191–192, Octob er 2004.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Anon ymous:2004:INA

[Ano04b] Anon ymous. In tro duction

of new Asso ciate Editor.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 1(2):

65, April 2004. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Anon ymous:2005:AI

[Ano05a] Anon ymous. 2005 ann ual in-

dex. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 2

(4):380–384, Octob er 2005.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Anon ymous:2005:CPS

[Ano05b] Anon ymous. Call for pap ers

for Sp ecial Issue on Com-

putational In telligence Ap-

proac hes in Computational

Biology and Bioinformat-

ics. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 2(3):271, July 2005.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Anon ymous:2006:RL

[Ano06a] Anon ymous. 2005 review-

ers list. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

3(1):95–96, Jan uary 2006.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Anon ymous:2006:AI

[Ano06b] Anon ymous. Ann ual in-

dex. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 3(4):??, Octob er 2006.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Anon ymous:2008:AI

[Ano08a] Anon ymous. 2007 ann ual in-

dex. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 5

(1):148–158, Jan uary 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Anon ymous:2008:RL

[Ano08b] Anon ymous. 2007 review ers

list. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 5

(1):146–147, Jan uary 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Anon ymous:2008:CAE

[Ano08c] Anon ymous. Call for appli-

cations for Editor-in-Chief.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 5(1):

159, Jan uary 2008. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Anon ymous:2009:RL

[Ano09a] Anon ymous. 2008 review ers

list. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 6

(1):171–173, Jan uary 2009.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Anon ymous:2009:T AI

[Ano09b] Anon ymous. 2009 TCBB

ann ual index. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 6(4):Not in Prin t,

Octob er 2009. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Anon ymous:2009:CPS

[Ano09c] Anon ymous. Call for pa-

p ers: Sp ecial issue of trans-

actions in computational bi-

ology and bioinformatics:

Sp ecial issue on BioCreativ e

I I.5. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 6(4):703, Octob er 2009.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Anon ymous:2010:RL

[Ano10a] Anon ymous. 2009 review er’s

list. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 7

(1):188–190, Jan uary 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Anon ymous:2010:T AI

[Ano10b] Anon ymous. 2010 TCBB

ann ual index. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 7(4):763–767, Octo-

b er 2010. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Anon ymous:2010:EN

[Ano10c] Anon ymous. Editor’s note.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 7(1):

1, Jan uary 2010. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Anon ymous:2012:CPS

[Ano12a] Anon ymous. Call for pap ers:

Sp ecial issue on ‘-omics’

based companion diagnostics

for p ersonalized medicine.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 9(6):1855,

No v em b er 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Anon ymous:2012:IA T

[Ano12b] Anon ymous. IEEE/A CM

T ransactions on Computa-

tional Biology and Bioin-

formatics seeks new Edi-

tor in Chief for 2013–2014

terms. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 9(3):942, Ma y 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Anon ymous:2013:RL

[Ano13a] Anon ymous. 2012 review ers

list. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 10

(1):240–243, Jan uary 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Anon ymous:2013:CPSb

[Ano13b] Anon ymous. Call for pa-

p ers: Sp ecial issue on

soft w are and databases in

TCBB. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 10(3):816, Ma y 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Anon ymous:2013:CPSc

[Ano13c] Anon ymous. Call for pa-

p ers: Sp ecial issue on

soft w are and databases in

TCBB. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 10(4):1086, July 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Anon ymous:2013:CPSa

[Ano13d] Anon ymous. Call for pa-

p ers: Sp ecial issue on

sofw are and databases in

TCBB. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 10(2):544, Marc h 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Anon ymous:2013:IO A

[Ano13e] Anon ymous. IEEE op en ac-

cess publishing. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 10(5):1344, Septem-

b er 2013. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Anon ymous:2016:RL

[Ano16] Anon ymous. 2015 review ers

list. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 13

(1):168–171, Jan uary 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Aharoni:2011:QPD

[ANR11] Eh ud Aharoni, Hani Neu-

virth, and Saharon Ros-

set. The qualit y preserv-

ing database: a computa-

tional framew ork for encour-

aging collab oration, enhanc-

ing p o w er and con trolling

false disco v ery . IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 8(5):1431–1437,

Septem b er 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Anjum:2023:CMA

[ANR

+

23] Naser Anjum, Raian Latif

Nabil, Rakibul Islam Rafi,

Md. Shamsuzzoha Ba yzid,

and M. Saifur Rahman.

CD-MA

WS: an alignmen t-

free ph ylogen y estimation

metho d using cosine dis-

tance on minimal absen t

w ord sets. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 20(1):196–205, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3136792 .

Ayda y:2019:GIW

[ANT19] Erman Ayda y , Muham-

mad Na v eed, and Haixu

T ang. GenoPri’17: In-

ternational W orkshop on

Genome Priv acy and Secu-

rit y . IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 16

(4):1322–1323, July 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Al-Ouran:2018:DGR

[A OSN

+

18] Rami Al-Ouran, Rob ert

Sc hmidt, Ash wini Naik, Jef-

frey Jones, F rank Drews,

Da vid Juedes, Laura Elnit-

ski, and Lonnie W elc h. Dis-

co v ering gene regulatory ele-

men ts using co v erage-based

heuristics. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(4):1290–1300,

July 2018. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Aleksey ev:2007:CBG

[AP07] Max A. Aleksey ev and

P a v el A. P evzner. Col-

ored de Bruijn graphs and

the genome halving prob-

lem. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 4

(1):98–107, Jan uary 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Awdeh:2018:DEA

[APKP18] Aseel Awdeh, Hilary Phenix,

Mads Karn, and Theo dore J.

P erkins. Dynamics in epis-

tasis analysis. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 15(3):878–891, Ma y

2018. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Av cu:2018:A CM

[APPG18] Neslihan Av cu, Nihal P ek er-

gin, F erhan P ek ergin, and

Cuneyt Guzelis. Aggregation

for computing m ulti-mo dal

stationary distributions in

1-D gene regulatory net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(3):813–827, Ma y 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Allman:2011:ITT

[APRS11] Elizab eth S. Allman, Sonja

P etro vi ´ c, John A. Rho des,

and Seth Sulliv an t. Iden-

tifiabilit y of t w o-tree mix-

tures for group-based mo d-

els. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 8(3):710–722, Ma y/June

2011. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Allman:2009:ICM

[AR09] Elizab eth S. Allman and

John A. Rho des. The

iden tifiabilit y of co v arion

mo dels in ph ylogenetics.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 6(1):76–88,

Jan uary 2009. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ahmed:2020:AEC

[ARK20] Sy ed Sazzad Ahmed, Sw arup

Ro y , and Jugal Kalita. As-

sessing the effectiv eness of

causalit y inference meth-

o ds for gene regulatory net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

17(1):56–70, Jan uary 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2853728 .

Abbas:2019:QRE

[ARM

+

19] Houssam Abbas, Alena

Ro diono v a, Konstan tinos

Mamouras, Ezio Barto cci,

Scott A. Smolk a, and Radu

Grosu. Quan titativ e regu-

lar expressions for arrh yth-

mia detection. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(5):1586–1597,

Septem b er 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Axenop oulos:2016:SSF

[ARP

+

16] Ap ostolos Axenop oulos, Dim-

itrios Rafailidis, Georgios

P apadop oulos, Elias N.

Houstis, and P etros Daras.

Similarit y searc h of flexi-

ble 3D molecules com bin-

ing lo cal and global shap e

descriptors. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 13(5):954–970,

Septem b er 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Aparicio:2017:EA G

[ARS17] Da vid Aparicio, P edro Ri-

b eiro, and F ernando Silv a.

Extending the applicabilit y

of graphlets to directed net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(6):1302–1315, No v em b er

2017. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Nasr:2014:SSS

[ARZ

+

14] Kamal Al Nasr, Desh Ran-

jan, Mohammad Zubair, Lin

Chen, and Jing He. Solv-

ing the secondary struc-

ture matc hing problem in

cry o-EM de no v o mo del-

ing using a constrained K -

Biolo gy and Bioinformatics,

15(6):2053–2059, No v em b er

2018. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Bilu:2006:F A O

[BAK06] Y onatan Bilu, P ank a j K.

Agarw al, and Rac hel Kolo dn y .

F aster algorithms for opti-

mal m ultiple sequence align-

men t based on pairwise

comparisons. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 3(4):408–422, Octo-

b er 2006. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Barshai:2022:GCN

[BA O22] Mira Barshai, Alice Aub ert,

and Y aron Orenstein. G4detector:

Con v olutional neural net-

w ork to predict DNA G-

quadruplexes. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 19(4):1946–1955,

July 2022. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2021.3073595 .

Brito:2023:GRD

[BA O

+

23] Klairton Lima Brito, Alexsan-

dro Oliv eira Alexandrino,

Andre Ro drigues Oliv eira,

Ulisses Dias, and Zanoni

Dias. Genome rearrange-

men t distance with a flex-

ible in tergenic regions asp ect. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 20

(3):1641–1653, Ma y 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3165443 .

Bafna:2004:NRE

[BB04] Vineet Bafna and Vik as

Bansal. The n um b er of

recom bination ev en ts in a

sample history: Conflict

graph and lo w er b ounds.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 1(2):78–

90, April 2004. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Bandy opadh y a y:2011:BIM

[BB11] Sanghamitra Bandy opad-

h y a y and Mala y Bhat-

tac haryy a. A biologically in-

spired measure for co expres-

sion analysis. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 8(4):929–942, July

2011. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Bisw as:2024:FF G

[BB24] Sumona Bisw as and Sho v an

Barma. F eature fusion

GAN based virtual stain-

ing on plan t microscop y im-

ages. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 21

(5):1264–1273, Septem b er/

Octob er 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3380634 .

Berard:2007:PSR

[BBCP07] Sev erine B ´ erard, Anne Berg-

eron, Cedric Chauv e, and

Christophe P aul. P erfect

sorting b y rev ersals is not al-

w a ys difficult. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 4(1):4–16, Jan uary

2007. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Bustamam:2012:FPM

[BBH12] Alhadi Bustamam, Kevin

Burrage, and Nic holas A.

Hamilton. F ast paral-

lel Mark o v clustering in

bioinformatics using mas-

siv ely parallel computing

on GPU with CUD

A and

ELLP A CK-R sparse for-

mat. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 9(3):679–692, Ma y 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Bac k es:2018:SLS

[BBH

+

18] Mic hael Bac k es, P ascal

Berrang, Mathias Hum b ert,

Xiao yu Shen, and V erena

W olf. Sim ulating the large-

scale erosion of genomic pri-

v acy o v er time. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(5):1405–1412,

Septem b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Blazewicz:2007:SPD

[BBK

+

07] Jacek Blazewicz, Edm und

Burk e, Marta Kasprzak,

Alexandr Ko v alev, and

Mikhail Ko v aly o v. Sim-

plified partial digest prob-

lem: En umerativ e and dy-

namic programming algo-

rithms. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

4(4):668–680, Octob er 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Barnat:2012:PSP

[BBK

+

12] Jiri Barnat, Lub os Brim,

Adam Krejci, Adam Strec k,

Da vid Safranek, Martin V ej-

nar, and T omas V ejpustek.

On parameter syn thesis

b y parallel mo del c hec k-

ing. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 9(3):693–705, Ma y 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Bahadorinejad:2018:OFD

[BBN18] Argha v an Bahadorinejad

and Ulisses M. Braga-

Neto. Optimal fault de-

tection and diagnosis in

transcriptional circuits us-

ing next-generation sequenc-

ing. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

15(2):516–525, Marc h 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Bai:2019:SGM

[BBN19] W enruo Bai, Jeffrey Bilmes,

and William S. Noble. Sub-

mo dular generalized matc h-

ing for p eptide iden tification

in tandem mass sp ectrome-

try . IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 16

(4):1168–1181, July 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Barzuza:2008:CPP

[BBSP08] T amar Barzuza, Jacques S.

Bec kmann, Ron Shamir, and

Itsik P e’er. Computational

problems in p erfect ph y-

logen y haplot yping: T yp-

ing without calling the al-

lele. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 5

(1):101–109, Jan uary 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Bac k enk ohler:2018:MBP

[BBW18] Mic hael Bac k enk ohler, Luca

Bortolussi, and V erena W olf.

Momen t-based parameter es-

timation for sto c hastic re-

action net w orks in equilib-

rium. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 15

(4):1180–1192, July 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Bian:2023:IEA

[BCC

+

23] Y uexin Bian, Jin tai Chen,

Xiao jun Chen, Xiao xian

Y ang, Dann y Z. Chen, and

Jian W u. Iden tifying elec-

tro cardiogram abnormali-

ties using a handcrafted-

rule-enhanced neural net-

w ork. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

20(4):2434–2444, July 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3140785 .

Breik:2021:PSI

[BCD

+

21] Keenan Breik, Cameron

Chalk, Da vid Dot y , Da vid

Haley

, and Da vid Solo v e-

ic hik. Programming substrate-

indep enden t kinetic barriers

with thermo dynamic bind-

ing net w orks. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(1):283–295,

Jan uary 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2959310 .

Blin:2007:CGD

[BCF

+

07] Guillaume Blin, Cedric

Chauv e, Guillaume F ertin,

Romeo Rizzi, and Stephane

Vialette. Comparing genomes

with duplications: a compu-

tational complexit y p oin t of

view. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 4

(4):523–534, Octob er 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Braz:2013:PMC

[BCF

CC13] F ernando A. F. Braz,

Jader S. Cruz, Alessandra C.

F aria-Camp os, and Sergio

V. A. Camp os. Probabilistic

mo del c hec king analysis of

palyto xin effects on cell en-

ergy reactions of the Na+/

K+-A TP ase. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 10(6):1530–1541,

No v em b er 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Bernardini:2013:GRN

[BCL

+

13a] Camilla Bernardini, F eder-

ica Censi, W anda Lattanzi,

Gio v anni Calcagnini, and

Alessandro Giuliani. Gene

regulation net w orks in early

phase of Duc henne m uscu-

lar dystroph y . IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 10(2):393–400,

Marc h 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Bozdag:2013:GT A

[BCL13b] Serdar Bozdag, Timoth y J.

Close, and Stefano Lonardi.

A graph-theoretical ap-

proac h to the selection of the

minim um tiling path from a

ph ysical map. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 10(2):352–360,

Marc h 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Boareto:2015:SVR

[BCLC15] Marcelo Boareto, Jonatas

Cesar, Vitor B. P

. Leite, and

Nestor Catic ha. Sup ervised

v ariational relev ance learn-

ing, an analytic geometric

feature selection with ap-

plications to omic datasets.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 12(3):705–

711, Ma y 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Barma:2015:QMS

[BCMW15] Sho v an Barma, Bo-W ei

Chen, Ka Lok Man, and

Jhing-F a W ang. Quan tita-

tiv e measuremen t of split

of the second heart sound

(S2). IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(4):851–860, July 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ba ja j:2011:FFP

[BCS11] Chandra jit L. Ba ja j, Rezaul

Cho wdh ury , and Vina y

Siddahana v alli. F

2

Do c k:

F ast F ourier protein-protein

do c king. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

8(1):45–58, Jan uary 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Bonizzoni:2019:DRI

[BCVS19] P aola Bonizzoni, Simone Ci-

ccolella, Gianluca Della V e-

do v a, and Mauricio Soto.

Do es relaxing the infinite

sites assumption giv e b et-

ter tumor ph ylogenies? An

ILP-based comparativ e ap-

proac h. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(5):1410–1423, Septem b er

2019. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Bi:2022:RSF

[BCY

+

22] Hui Bi, Sh umei Cao, Han y-

ing Y an, Zhongyi Jiang,

Jun Zhang, and Ling Zou.

Resting state functional

connectivit y analysis dur-

ing general anesthesia: a

high-densit y EEG study .

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(1):3–13,

Jan uary 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3091000 .

Biane:2019:CRB

[BD19] Celia Biane and F ranc k De-

laplace. Causal reasoning

on Bo olean con trol net w orks

based on ab duction: The-

ory and application to cancer

drug disco v ery . IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(5):1574–1585,

Septem b er 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Birlutiu:2015:BF C

[BDBH15] Adriana Birlutiu, Florence

D’Alc h ´ e-Buc, and T om Hes-

k es. A Ba y esian frame-

w ork for com bining pro-

tein and net w ork top ol-

ogy information for predict-

ing protein–protein in terac-

tions. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(3):538–550, Ma y 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Blin:2010:ARS

[BDD

+

10] Guillaume Blin, Alain Denise,

Serge Dulucq, Claire Her-

rbac h, and Heleene T ouzet.

Alignmen ts of RNA struc-

tures. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

7(2):309–322, April 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Bao:2018:AA C

[BDD18] F eng Bao, Y ue Deng, and

Qionghai Dai. A

CID: As-

so ciation correction for im-

balanced data in GW AS.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 15(1):316–

322, Jan uary 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Borges:2018:R GS

[BdOS

+

18] Vinicius R. P

. Borges, Maria

Cristina F. de Oliv eira,

Thais Garcia Silv a, Ar-

mando Augusto Henriques

Vieira, and Bernd Hamann.

Region gro wing for segmen t-

ing green microalgae im-

ages. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 15

(1):257–270, Jan uary 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Benso:2011:CMG

[BDP11] Alfredo Benso, Stefano Di

Carlo, and Gianfranco P oli-

tano. A cDNA microarra y

gene expression data clas-

sifier for clinical diagnos-

tics based on graph theory .

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(3):

577–591, Ma y/June 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Badaloni:2012:QRB

[BDS12] Silv ana Badaloni, Barbara

Di Camillo, and F rancesco

Sam b o. Qualitativ e reason-

ing for biological net w ork

inference from systematic

p erturbation exp erimen ts.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 9(5):

1482–1491, Septem b er 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Bansal:2008:STH

[BE08] Mukul S. Bansal and Oliv er

Eulenstein. An Ω(n

2

/ log n)

sp eed-up of TBR heuris-

tics for the gene-duplication

problem. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

5(4):514–524, Octob er 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Boluki:2019:CPB

[BEQD19] Shahin Boluki, Moham-

mad Shahrokh Esfahani,

Xiaoning Qian, and Ed-

w ard R. Doughert y . Con-

structing path w a y-based pri-

ors within a Gaussian mix-

ture mo del for Ba y esian

regression and classifica-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(2):524–537, Marc h 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2017.2778715 .

Bansal:2009:GDP

[BEW09] Mukul S. Bansal, Oliv er Eu-

lenstein, and Andr ´ e W ehe.

The gene-duplication prob-

lem: Near-linear time algo-

rithms for NNI-based lo cal

searc hes. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

6(2):221–231, April 2009.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Bitar:2014:BPC

[BF14] Main´ a Bitar and Gl´ oria Regina

F ranco. A basic protein com-

parativ e three-dimensional

mo deling metho dological w orkflo w theory and prac-

tice. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

11(6):1052–1065, No v em b er

2014. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Bo es:2017:LBN

[BFK17] Olivier Bo es, Mareik e Fis-

c her, and Stev en Kelk. A

linear b ound on the n um-

b er of states in optimal

con v ex c haracters for max-

im um parsimon y distance.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 14(2):472–

477, Marc h 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Biller:2013:RBP

[BFM13] Priscila Biller, P edro F ei-

jao, and Joao Meidanis.

Rearrangemen t-based ph y-

logen y using the single-cut-

or-join op eration. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 10(1):122–134,

Jan uary 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Bertrand:2005:TRL

[BG05] Denis Bertrand and Olivier

Gascuel. T op ological rear-

rangemen ts and lo cal searc h

metho d for tandem dupli-

Jong, and Amarda Sheh u.

Adaptiv e sto c hastic opti-

mization to impro v e pro-

tein conformation sampling.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 20(5):

2759–2771, 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3134103 .

Bokhari:2010:RNI

[BJ10] Shahid H. Bokhari and

Daniel Janies. Reassortmen t

net w orks for in v estigating

the ev olution of segmen ted

viruses. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

7(2):288–298, April 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Bulteau:2013:IED

[BJ13] Lauren t Bulteau and Mingh ui

Jiang. Inappro ximabilit y

of ((1, 2))-exemplar distance.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 10(6):

1384–1390, No v em b er 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Bohnsac k:2023:AFS

[BKA

V23] Katrin Sophie Bohnsac k,

Marik a Kaden, Julia Ab el,

and Thomas Villmann.

Alignmen t-free sequence com-

parison: a systematic sur-

v ey from a mac hine learn-

ing p ersp ectiv e. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 20(1):119–135, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3140873 .

Bisw as:2019:RIM

[BKK

G19] Ashis Kumer Bisw as, Dong-

Ch ul Kim, Mingon Kang,

and Jean X. Gao. Robust

inductiv e matrix completion

strategy to explore asso cia-

tions b et w een LincRNAs and

h uman disease phenot yp es.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 16(6):

2066–2077, No v em b er 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2844816 .

Bogdano v:2018:IEA

[BKLS18] Dan Bogdano v, Liina Kamm,

Sv en Laur, and Ville Sokk.

Implemen tation and ev alua-

tion of an algorithm for cryp-

tographically priv ate princi-

pal comp onen t analysis on

genomic data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(5):1427–1432,

Septem b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Bak er:2019:PPL

[BKP

+

19] Dixie B. Bak er, Bartha M.

Knopp ers, Mark Phillips,

Da vid v an Enc k ev ort, P etra

Kaufmann, Hanns Lo c hm uller,

and Domenica T aruscio.

Priv acy-preserving link age of

genomic and clinical data

sets. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 16

(4):1342–1348, July 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Bo c k er:2011:DGS

[BKR11] Sebastian Bo c k er, Birte

Kehr, and Florian Rasc he.

Determination of glycan

structure from tandem mass

sp ectra. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 8(4):976–986, July 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Bicego:2012:ITM

[BLP

+

12] Man uele Bicego, Pietro Lo-

v ato, Alessandro P erina,

Marianna F asoli, Massimo

Delledonne, Mario P ezzotti,

Annalisa P olv erari, and Vit-

torio Murino. In v estigating

topic mo dels’ capabilities in

expression microarra y data

classification. IEEE/A CM

T r ansactions on Computational Biolo gy and Bioin-

formatics, 9(6):1831–1836,

No v em b er 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Barto cci:2018:GEI

[BLP18] Ezio Barto cci, Pietro Lio,

and Nicola P aoletti. Guest

editors’ in tro duction to the

sp ecial section on the 14th

In ternational Conference on

Computational Metho ds in

Systems Biology CMSB

2016. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 15

(4):1122–1123, July 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Boscolo:2008:ITE

[BLR08] Riccardo Boscolo, James C.

Liao, and Vw ani P

. Ro y-

c ho wdh ury . An informa-

tion theoretic exploratory

metho d for learning pat-

terns of conditional gene co-

expression from microarra y

data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

5(1):15–24, Jan uary 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Basu:2015:EIF

[BLR15] Saura v Basu, Chi Liu, and

Gusta v o Kunde Rohde. Ex-

traction of individual fil-

amen ts from 2D confo cal

microscop y images of flat

cells. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(3):632–643, Ma y 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Bonet:2012:CFM

[BLS12] Maria Luisa Bonet, Si-

mone Linz, and Kather-

ine St. John. The com-

plexit y of finding m ulti-

ple solutions to b et w een-

ness and quartet compati-

bilit y . IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 9

(1):273–285, Jan uary 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Bo c k er:2008:CAM

[BM08] Sebastian Bo c k er and V eli

Makinen. Com binatorial ap-

proac hes for mass sp ectra

recalibration. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 5(1):91–100, Jan uary

2008. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Bonnel:2012:LFP

[BM12] Nicolas Bonnel and Pierre-

F ran¸ cois Marteau. LNA:

F ast protein structural com-

parison using a Laplacian

c haracterization of tertiary structure. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 9(5):1451–1458,

Septem b er 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Bordewic h:2013:A GP

[BM13] Magn us Bordewic h and

Radu Mihaescu. Accuracy

guaran tees for ph ylogen y

reconstruction algorithms

based on balanced mini-

m um ev olution. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 10(3):576–583, Ma y

2013. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Bandy opadh y a y:2014:NPB

[BM14] Sanghamitra Bandy opad-

h y a y and Koushik Mallic k. A

new path based h ybrid mea-

sure for gene on tology simi-

larit y . IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 11

(1):116–127, Jan uary 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Bhattac haryy a:2015:CCS

[BM15] Soury a Bhattac haryy a and

Ja y an ta Mukherjee. COSPEDT ree:

couplet sup ertree b y equiv-

alence partitioning of taxa

set and D A G formation.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 12(3):590–

603, Ma y 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Bandy opadh y a y:2017:NFV

[BM17] Sanghamitra Bandy opad-

h y a y and Koushik Mallic k.

A new feature v ector based

on gene on tology terms for

protein–protein in teraction

prediction. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 14(4):762–770, July

2017. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Bouk ari:2020:A CT

[BM20] F atima Bouk ari and Sokratis

Makrogiannis. Automated

cell trac king using mo-

tion prediction-based matc h-

ing and ev en t handling.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 17(3):959–

971, Ma y 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2018.2875684 .

Bae:2022:DP A

[BMCY22] Ho Bae, Seon w o o Min,

Hyun-So o Choi, and Sun-

groh Y o on. DNA priv acy:

Analyzing malicious DNA

sequences using deep neu-

ral net w orks. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 19(2):888–898,

Marc h 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3017191 .

Bahlouli:2016:FBP

[BMH

+

16] S. Bahlouli, A. Mok addem,

F. Hamdac he, H. Riane, and

M. Kamec he. F ractal b eha v-

ior of the pancreatic β -cell

near the p ercolation thresh-

old: Effect of the K

A TP

c hannel on the electrical re-

sp onse. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 13(1):112–121, Jan uary

2016. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Bleik:2013:TCB

[BMHS13] Said Bleik, Meenakshi Mishra,

Jun Huan, and Min Song.

T ext categorization of biomed-

ical data sets using graph

k ernels and a con trolled

v o cabulary

. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 10(5):1211–1217,

Septem b er 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Bark er:2011:LGR

[BMK11] Nathan A. Bark er, Chris J.

My ers, and Hiro yuki Ku w a-

hara. Learning genetic reg-

ulatory net w ork connectiv-

it y from time series data.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 8(1):152–

165, Jan uary 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Bern t:2006:GRB

[BMM06] Matthias Bern t, Daniel

Merkle, and Martin Midden-

dorf. Genome rearrange-

men t based on rev ersals

that preserv e conserv ed in-

terv als. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 3(3):275–288, July 2006.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Bern t:2008:SPR

[BMM08] Matthias Bern t, Daniel

Merkle, and Martin Midden-

dorf. Solving the preserv-

ing rev ersal median prob-

lem. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 5(3):332–347, July 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Bandy opadh y a y:2014:SCS

[BMM14] Sanghamitra Bandy opad-

h y a y , Saura v Mallik, and

Anirban Mukhopadh y a y . A

surv ey and comparativ e study of statistical tests for

iden tifying differen tial ex-

pression from microarra y

data. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 11

(1):95–115, Jan uary 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Bisw as:2021:RPC

[BMR21] Saik at Bisw as, P abitra Mi-

tra, and Krothapalli Sreeni-

v asa Rao. Relation predic-

tion of co-morbid diseases

using kno wledge graph com-

pletion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

18(2):708–717, Marc h 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2927310 .

Bhadra:2022:UFS

[BMSZ22] T apas Bhadra, Saura v Mallik,

Amir Sohel, and Zhongming

Zhao. Unsup ervised fea-

ture selection using an in te-

grated strategy of hierarc hi-

cal clustering with singular

v alue decomp osition: an in-

tegrativ e biomark er disco v-

ery metho d with application

to acute m y eloid leuk emia.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(3):1354–

1364, Ma y 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3110989 .

Bec k er:2017:MTL

[BMT17] Matthias Bec k er and Nadia

Magnenat-Thalmann. Mus-

cle tissue lab eling of h u-

man lo w er lim b in m ulti-

c hannel mDixon MR imag-

ing: Concepts and applica-

tions. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 14

(2):290–299, Marc h 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Bordon:2015:FLC

[BMZM15] Jure Bordon, Miha Mosk on,

Nik ola j Zimic, and Miha

Mraz. F uzzy logic as a com-

putational to ol for quan ti-

tativ e mo delling of biologi-

cal systems with uncertain

kinetic data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 12(5):1199–1205,

Septem b er 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Berry:2006:IPC

[BN06] Vincen t Berry and F ran¸ cois

Nicolas. Impro v ed param-

eterized complexit y of the

maxim um agreemen t subtree

and maxim um compatible

tree problems. IEEE/A CM

T r ansactions on Computational Biolo gy and Bioinfor-

matics, 3(3):289–302, July

2006. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Bo y en:2013:MMM

[BNV

+

13] P eter Bo y en, F rank Nev en,

Dries V an Dyc k, F elip e

V alen tim, and Aalt v an

Dijk. Mining minimal mo-

tif pair sets maximally co v er-

ing in teractions in a protein-

protein in teraction net w ork.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 10(1):73–86,

Jan uary 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Bouc her:2012:HCS

[BO12] Christina Bouc her and Mo-

hamed Omar. On the

hardness of coun ting and

sampling cen ter strings.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 9(6):

1843–1846, No v em b er 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Brito:2020:HR T

[BODD20] Klairton Lima Brito, An-

dre Ro drigues Oliv eira,

Ulisses Dias, and Zanoni

Dias. Heuristics for the re-

v ersal and transp osition dis-

tance problem. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 17(1):2–13, Jan uary

2020. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

abs/10.1109/TCBB.2019.

2945759 .

Bon tempi:2007:BSI

[Bon07] Gianluca Bon tempi. A

blo c king strategy to impro v e

gene selection for classifi-

cation of gene expression

data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

4(2):293–300, April 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Barnett:2024:GML

[BOSF24] Eric J. Barnett, Daniel G.

Onete, Asif Salekin, and

Stephen V. F araone. Ge-

nomic mac hine learning

meta-regression: Insigh ts on

asso ciations of study fea-

tures with rep orted mo del

p erformance. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 21(1):169–177, 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3343808 .

Bank apur:2022:EML

[BP22] Sanja y Bank apur and Nagamma

P atil. An effectiv e m ulti-

lab el protein sub-c hloroplast lo calization prediction b y

skipp ed-grams of ev olution-

ary profiles using deep neural

net w ork. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

19(3):1449–1458, Ma y 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3037465 .

Bokhari:2012:RNE

[BPJ12] Shahid H. Bokhari, Laura W.

P omero y , and Daniel A. Ja-

nies. Reassortmen t net w orks

and the ev olution of pan-

demic H1N1 swine-origin in-

fluenza. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

9(1):214–227, Jan uary 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Banerjee:2021:EPG

[BPM21] An upam Banerjee, Kun-

tal P al, and Prala y Mi-

tra. An ev olutionary pro-

file guided greedy paral-

lel replica-exc hange Mon te

Carlo searc h algorithm for

rapid con v ergence in protein

design. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

18(2):489–499, Marc h 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2928809.

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2978461 .

Bhatt:2022:DK G

[BSS

+

22] Sac hin Bhatt, Prith vi Singh,

Arc hana Sharma, Arpita

Rai, Ra vins Dohare, Sh w eta

Sankh w ar, Ak ash Sharma,

and Manso or Ali Sy ed. Deci-

phering k ey genes and miR-

NAs asso ciated with hep-

ato cellular carcinoma via

net w ork-based approac h.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(2):843–

853, Marc h 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3016781 .

Braga:2008:ESS

[BSST08] Mar ´ ılia D. V. Braga, Marie-

F rance Sagot, Celine Scor-

na v acca, and Eric T an-

nier. Exploring the solu-

tion space of sorting b y re-

v ersals, with exp erimen ts

and an application to ev o-

lution. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 5(3):348–356, July 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Blin:2010:QGP

[BSV10] Guillaume Blin, Florian

Sik ora, and Stephane Vialette.

Querying graphs in protein-

protein in teractions net-

w orks using feedbac k v ertex

set. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 7

(4):628–635, Octob er 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Befek adu:2011:PMR

[BTTR11] Getac hew K. Befek adu,

Mahlet G. T adesse, Tsung-

Heng Tsai, and Habtom W.

Ressom. Probabilistic mix-

ture regression mo dels for

alignmen t of LC-MS data.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(5):

1417–1424, Septem b er 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Blumen thal:2013:I IR

[BTYC13] Seth Blumen thal, Yisheng

T ang, W enjie Y ang, and

Brian Chen. Isolating in-

fluen tial regions of electro-

static fo cusing in protein and

DNA structure. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 10(5):1188–1198,

Septem b er 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Bittig:2017:MSH

[BU17] Arne T. Bittig and Adelinde M.

Uhrmac her. ML-Space: Hy-

brid spatial Gillespie and

particle sim ulation of m ulti-

lev el rule-based mo dels in

cell biology

. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 14(6):1339–1349,

No v em b er 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Betzler:2011:P AF

[BvBF

+

11] Nadja Betzler, Rene v an

Bev ern, Mic hael R. F ello ws,

Christian Kom usiewicz, and

Rolf Niedermeier. P a-

rameterized algorithmics

for finding connected mo-

tifs in biological net w orks.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(5):

1296–1308, Septem b er 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Bha v ani:2024:SCV

[BV CD24] T. Bha v ani, P . V amseeKr-

ishna, Chinma y Chakrab ort y ,

and Priy ank a Dwiv edi. Stress

classification and vital signs

forecasting for IoT–Health

monitoring. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 21(4):652–659, July

2024. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL https://dl.acm.org/doi/

10.1109/TCBB.2022.3196151 .

Bonizzoni:2007:ELC

[BVD

+

07] P aola Bonizzoni, Gian-

luca Della V edo v a, Ric-

cardo Dondi, Guillaume

F ertin, Raffaella Rizzi, and

Stephane Vialette. Exem-

plar longest common subse-

quence. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

4(4):535–543, Octob er 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Bonizzoni:2010:PPX

[BVD

+

10] P aola Bonizzoni, Gian-

luca Della V edo v a, Ric-

cardo Dondi, Y uri Pirola,

and Romeo Rizzi. Pure

parsimon y xor haplot yp-

ing. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 7

(4):598–610, Octob er 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Buhrman:2011:SMR

[BvdGK

+

11] Harry Buhrman, P eter T. S.

v an der Gulik, Stev en M.

Kelk, W outer M. Ko olen,

and Leen Stougie. Some

mathematical refinemen ts

concerning error minimiza-

tion in the genetic co de.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(5):

1358–1372, Septem b er 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Bo y en:2011:SGM

[BVN

+

11] P eter Bo y en, Dries V an

Dyc k, F rank Nev en, Ro e-

land C. H. J. v an Ham,

and Aalt D. J. v an Dijk.

SLIDER: a generic meta-

heuristic for the disco v ery of

correlated motifs in protein-

protein in teraction net w orks.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(5):

1344–1357, Septem b er 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Battistella:2022:CCO

[BVS

+

22] Enzo Battistella, Maria

V ak alop oulou, Roger Sun,

Th ´ eo Estienne, Marvin

Lerousseau, Sergey Nik o-

laev,

´

Emilie Alv arez Andres,

Alexandre Carr ´ e, St ´ ephane

Niy otek a, Charlotte Rob ert,

Nik os P aragios, and

´

Eric

Deutsc h. COMBING: Clus-

tering in oncology for math-

ematical and biological iden-

tification of no v el gene sig-

natures. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 19(6):3317–3331, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:// dl.acm.org/doi/10.1109/

TCBB.2021.3123910 .

Bao:2017:CPS

[BW C17] W enzheng Bao, Dong W ang,

and Y ueh ui Chen. Clas-

sification of protein struc-

ture classes on flexible neu-

tral tree. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(5):1122–1133, Septem b er

2017. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Burkitt:2012:CCB

[BWRF12] Mark Burkitt, Da wn W alk er,

Daniella M. Romano, and

Alireza F azeli. Construct-

ing complex 3D biological

en vironmen ts from medical

imaging using high p erfor-

mance computing. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 9(3):643–654,

Ma y 2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Biy ani:2005:JCP

[BWS05] Pra v esh Biy ani, Xiaolin W u,

and Abhijit Sinha. Join t

classification and pairing

of h uman c hromosomes.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 2(2):102–

109, April 2005. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Bui:2022:HBB

[BYS

+

22] Lien A. Bui, Dacosta

Y eb oah, Louis Steinmeis-

ter, Sima Azizi, Daniel B.

Hier, Donald C. W unsc h,

Ga yla R. Olbric h t, and T a y o

Obafemi-Aja yi. Heterogene-

it y in blo o d biomark er tra-

jectories after mild TBI

rev ealed b y unsup ervised

learning. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

19(3):1365–1378, Ma y 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3091972 .

Bai:2023:IBR

[BYW

+

23] Jun Bai, Ch uan tao Yin, Zi-

meng W u, Jianfei Zhang,

Y anmeng W ang, Guan yi Jia,

W enge Rong, and Zhang

Xiong. Impro ving biomed-

ical ReQA with consis-

ten t NLI-transfer and p ost-

whitening. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 20(3):1864–1875,

Ma y 2023. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2022.3219375 .

Bao:2018:MFP

[BYZ

+

18] W enzheng Bao, Chang-

An Y uan, Y ouh ua Zhang,

Kyungso ok Han, Asok e K.

Nandi, Barry Honig, and

De-Sh uang Huang. Mutli-

features prediction of pro-

tein translational mo difi-

cation sites. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(5):1453–1460,

Septem b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Bai:2023:AKD

[BYZ

+

23] Jun Bai, Ch uan tao Yin,

Jianfei Zhang, Y anmeng

W ang, Yi Dong, W enge

Rong, and Zhang Xiong.

Adv ersarial kno wledge dis-

tillation based biomedical

factoid question answ er-

ing. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(1):106–118, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3161032 .

Bereg:2007:PNB

[BZ07] Sergey Bereg and Y uan yi

Zhang. Ph ylogenetic net-

w orks based on the molecu-

lar clo c k h yp othesis. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 4(4):661–667, Oc-

tob er 2007. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Brinza:2008:SPM

[BZ08] Dumitru Brinza and Alexan-

der Zelik o vsky

. 2SNP: Scal-

able phasing metho d for

trios and unrelated individ-

uals. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

5(2):313–318, April 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Bergemann:2010:SQM

[BZ10] T racy L. Bergemann and

Lue Ping Zhao. Sig-

nal qualit y measuremen ts

for cDNA microarra y data.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 7(2):299–

308, April 2010. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Bi:2022:ABB

[BZWD22] Jingsh u Bi, Y uanjie Zheng,

Chong jing W ang, and Y an-

h ui Ding. An atten tion

based bidirectional LSTM

metho d to predict the bind-

ing of TCR and epitop e.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 19(6):

3272–3280, 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3115353 .

Comin:2014:FEP

[CA14] Matteo Comin and Morris

An tonello. F ast en tropic pro-

filer: an information theo-

retic approac h for the disco v-

ery of patterns in genomes.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 11(3):500–

509, Ma y 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Congdon:2008:EIC

[CAN

+

08] Clare Bates Congdon, Joseph C.

Aman, Gerardo M. Na v a,

H. Rex Gaskins, and Car-

olyn J. Mattingly

. An ev al-

uation of information con-

ten t as a metric for the

inference of putativ e con-

serv ed nonco ding regions

in DNA sequences using

a genetic algorithms ap-

proac h. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 5(1):1–14, Jan uary 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Casadio:2006:GEI

[Cas06] Rita Casadio. Guest Edi-

tor’s in tro duction to the sp e-

cial issue on computational

biology and bioinformatics –

part 1. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 3

(4):321–322, Octob er 2006.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Casadio:2007:GEI

[Cas07] Rita Casadio. Guest Edi-

tor’s in tro duction to the Sp e-

cial Section on Computa-

tional Biology and Bioin-

formatics (W

ABI) – part

2. IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 4(1):

3, Jan uary 2007. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Catalyurek:2017:GEI

[Cat17] Umit V. Catalyurek. Guest

Editor’s in tro duction: Se-

lected pap ers from A CM-

BCB 2014. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 14(5):1000–1001,

Septem b er 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Chen:2019:QNS

[CA W

+

19] Minghan Chen, Brandon D.

Amos, La yne T. W atson,

John J. T yson, Y oung

Cao, Clifford A. Shaffer,

Mic hael W. T rosset, Cihan

Oguz, and Gisella Kak oti.

Quasi-Newton sto c hastic op-

timization algorithm for pa-

rameter estimation of a

sto c hastic mo del of the

budding y east cell cycle.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(1):301–

311, Jan uary 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Cortes:2011:EMM

[CBES11] Juan Cortes, Sophie Barb e,

Monique Erard, and Thierry

Simeon. Enco ding molecu-

lar motions in v o xel maps.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 8(2):557–

563, Marc h 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Correa:2018:MAP

[CBF

+

18] Leonardo Correa, Bruno

Borguesan, Camilo F arfan,

Mario Inostroza-P on ta, and

Marcio Dorn. A memetic

algorithm for 3D protein

structure prediction prob-

lem. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

15(3):690–704, Ma y 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Chaudhary:2012:FLS

[CBFB12] Ruc hi Chaudhary

, J. Gor-

don Burleigh, and Da vid

F ernandez-Baca. F ast lo-

cal searc h for unro oted

Robinson–F oulds sup ertrees.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 9(4):1004–

1013, July 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Cho wdh ury:2020:DEA

[CBK20] Hussain Ahmed Cho wd-

h ury , Dhruba Kumar Bhat-

tac haryy a, and Jugal Ku-

mar Kalita. Differen tial ex-

pression analysis of RNA-

seq reads: Ov erview, taxon-

om y , and to ols. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(2):566–586,

Marc h 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2873010 .

Chen:2020:BPD

[CBM

+

20] Ziw ei Chen, Xiangqi Bai,

Liang Ma, Xia w ei W ang, Xi-

uqin Liu, Y uting Liu, Luo-

nan Chen, and Lin W an. A

branc h p oin t on differen tia-

tion tra jectory is the bifur-

cating ev en t rev ealed b y dy-

namical net w ork biomark er

analysis of single-cell data.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 17(2):366–

375, Marc h 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2847690 .

Chen:2015:SDI

[CBN15] Ting Chen and Ulisses M.

Braga-Neto. Statistical de-

tection of in trinsically m ul-

tiv ariate predictiv e genes.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 12(4):951–

963, July 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Chlis:2018:ISB

[CBZ18] Nik olaos-Kosmas Chlis, Ek a-

terini S. Bei, and Mic halis

Zerv akis. In tro ducing a

stable b o otstrap v alidation

framew ork for reliable ge-

nomic signature extraction.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 15(1):181–

190, Jan uary 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Chen:2007:CBR

[CC07] Jinmiao Chen and Naren-

dra Chaudhari. Cascaded

bidirectional recurren t neu-

ral net w orks for protein

secondary structure predic-

tion. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 4

(4):572–582, Octob er 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

of CO

VID-19 and p oten tial

therap eutics. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(4):1271–1280,

July/August 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3075299 .

Cho wriappa:2009:PSC

[CDKT09] Pradeep Cho wriappa, Sumeet

Dua, Jink o Kanno, and Hi-

lary W. Thompson. Protein

structure classification based

on conserv ed h ydrophobic

residues. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

6(4):639–651, Octob er 2009.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Chen:2012:SID

[CD W12] Zhi-Zhong Chen, F ei Deng,

and Lusheng W ang. Sim ul-

taneous iden tification of du-

plications, losses, and lateral

gene transfers. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 9(5):1515–1528,

Septem b er 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Chen:2006:MFS

[CEFBS06] Duhong Chen, Oliv er Eu-

lenstein, Da vid F ernandez-

Baca, and Mic hael Sander-

son. Minim um-flip su-

p ertrees: Complexit y and

algorithms. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 3(2):165–173, April

2006. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Cai:2014:GEI

[CEG14] Zhip eng Cai, Oliv er Eulen-

stein, and Cyn thia Gibas.

Guest editors in tro duction

to the sp ecial section on

bioinformatics researc h and

applications. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 11(3):453–454, Ma y

2014. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Cic k o vski:2015:GPI

[CFIS

+

15] T rev or Cic k o vski, Tiffan y

Flor, Galen Irving-Sac hs,

Philip No vik o v, James P arda,

and Giri Narasimhan. GPUDe-

PiCt: a parallel imple-

men tation of a cluster-

ing algorithm for comput-

ing degenerate primers on

graphics pro cessing units.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 12(2):445–

454, Marc h 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Carv alho:2006:EAI

[CF OS06] Alexandra M. Carv alho,

Ana T. F reitas, Arlindo L.

Oliv eira, and Marie-F rance

Sagot. An efficien t al-

gorithm for the iden tifi-

cation of structured mo-

tifs in DNA promoter se-

quences. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

3(2):126–140, April 2006.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Claussen:2024:ECE

[CGC24] Henry Claussen, San tu

Ghosh, and Jie Chen. Ex-

ploring com bined effects of

DNA meth ylation and cop y

n um b er on gene expres-

sion with a t w o-stage ap-

proac h. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 21(6):1667–1675, 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3406969 .

Chen:2023:AAM

[CGL

+

23a] Jiamin Chen, Jianliang

Gao, T engfei Lyu, Baba-

tounde Mo ctard Oloulade,

and Xiaoh ua Hu. AutoMSR:

Auto molecular structure

represen tation learning for

m ulti-lab el metab olic path-

w a y prediction. IEEE/A CM

T r ansactions on Computational Biolo gy and Bioin-

formatics, 20(6):3430–3439,

2023. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2022.3198119 .

Chen:2023:EDM

[CGL

+

23b] Nan Chen, Man Guo,

Y ongc hao Li, Xiping Hu,

Zhijun Y ao, and Bin Hu.

Estimation of discrimi-

nativ e m ultimo dal brain

net w ork connectivit y us-

ing message-passing-based

nonlinear net w ork fusion.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 20(4):2398–

2406, July 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3137498 .

Cheng:2012:MDT

[CGLF12] Yi-Ming Cheng, Sriniv asa Murth y

Gopal, Sean M. La w, and

Mic hael F eig. Molecular dy-

namics tra jectory compres-

sion with a coarse-grained

mo del. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

9(2):476–486, Marc h 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ch u:2006:BSM

[CGPW06] W ei Ch u, Zoubin Ghahra-

mani, Alexei P o dtelezh-

nik o v, and Da vid L. Wild.

Ba y esian segmen tal mo d-

els with m ultiple sequence

alignmen t profiles for pro-

tein secondary structure

and con tact map predic-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 3(2):98–113, April 2006.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Cheng:2016:MDL

[CGW

+

16] Sh uang Cheng, Maozu Guo,

Ch un yu W ang, Xiao y an Liu,

Y ang Liu, and Xuejian W u.

MiR TDL: a deep learning

approac h for miRNA tar-

get prediction. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 13(6):1161–1169,

No v em b er 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Chen:2015:DIN

[CGZ15] Huidong Chen, Jihong Guan,

and Sh uigeng Zhou. DPNuc:

Iden tifying n ucleosome p osi-

tions based on the Diric h-

let pro cess mixture mo del.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 12(6):

1236–1247, No v em b er 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Chen:2011:ARD

[CH11] Y ang Chen and Jinglu

Hu. Accurate reconstruc-

tion for DNA sequenc-

ing b y h ybridization based

on a constructiv e heuris-

tic. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 8

(4):1134–1140, July 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Cic k o vski:2005:FTD

[CHC

+

05] T rev or M. Cic k o vski, Cheng-

bang Huang, Ra jiv Chaturv edi,

Tilmann Glimm, H. George E.

Hen tsc hel, Mark S. Al-

b er, James A. Glazier, Stu-

art A. Newman, and Je-

sus A. Izaguirre. A frame-

w ork for three-dimensional

sim ulation of morphogene-

sis. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 2

(4):273–288, Octob er 2005.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Chou:2021:NBB

[CHC

+

21] Hsin-Hung Chou, Ching-

Tien Hsu, Li-Hsuan Chen,

Y ue-Cheng Lin, and Sun-

Y uan Hsieh. A no v el branc h-

and-b ound algorithm for

the protein folding prob-

lem in the 3D HP mo del.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 18(2):455–

462, Marc h 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2934102 .

Cheng:2010:SLM

[Che10] Qiang Cheng. A sparse

learning mac hine for high-

dimensional data with ap-

plication to microarra y gene

analysis. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

7(4):636–646, Octob er 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Chen:2012:GEA

[Che12] Yi-Ping Pho eb e Chen. Guest

editorial: Application and

dev elopmen t of bioinformat-

ics. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 9

(5):1265, Septem b er 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Chen:2013:GEA

[Che13] Yi-Ping Pho eb e Chen. Guest

editorial: Adv anced algo-

rithms of bioinformatics.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 10(2):

273, Marc h 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Cheng:2016:NTL

[Che16] Y u-Huei Cheng. A no v el

teac hing-learning-based op-

timization for impro v ed m u-

tagenic primer design in

mismatc h PCR-RFLP SNP

genot yping. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 13(1):86–98, Jan uary

2016. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Chou:2022:NAI

[CHH

+

22] Hsin-Hung Chou, Ching-

Tien Hsu, Chin-W ei Hsu,

Kai-Hsun Y ao, Hao-Ching

W ang, and Sun-Y uan Hsieh.

No v el algorithm for im-

pro v ed protein classifica-

tion using graph similar-

it y . IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 19(6):3135–3143, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3125836 .

Czeizler:2017:GT A

[CHK17] Elena Czeizler, T ommi Hir-

v ola, and Kalle Karh u. A

graph-theoretical approac h

for Motif disco v ery in pro-

tein sequences. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 14(1):121–130,

Jan uary 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Chen:2012:EFT

[CHL

+

12] Xin Chen, Xiaoh ua Hu,

Tze Y ee Lim, Xia jiong Shen,

E. K. P ark, and Gail L.

Rosen. Exploiting the func-

tional and taxonomic struc-

ture of genomic data b y

probabilistic topic mo del-

ing. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 9(4):980–991, July 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Chen:2021:KPD

[CHL21] Deh ua Chen, Meih ua Huang,

and W eimin Li. Kno wledge-

p o w ered deep breast tumor

classification with m ultiple

medical rep orts. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(3):891–901,

Ma y/June 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2955484 .

Cheng:2018:NPI

[CHN

+

18] Xiangfei Cheng, Y ue Hou,

Y umin Nie, Yiru Zhang,

Huan Huang, Hongde Liu,

and Xiao Sun. Nucleo-

some p ositioning of in tron-

less genes in the h uman

genome. IEEE/A

CM T r ansactions on Computational

Biolo gy and Bioinformatics,

15(4):1111–1121, July 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Chen:2020:FEC

[CHNW20] Zhi-Zhong Chen, Y outa

Harada, Y una Nak am ura,

and Lusheng W ang. F aster

exact computation of rSPR

distance via b etter appro xi-

mation. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

17(3):916–929, Ma y 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2018.2878731 .

Chiu:2018:ADR

[CHW

+

18] Y u-Chiao Chiu, Tzu-Hung

Hsiao, Li-Ju W ang, Yidong

Chen, and Eric Y. Ch uang.

Analyzing differen tial regu-

latory net w orks mo dulated

b y con tin uous-state genomic

features in glioblastoma m ul-

tiforme. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(6):1754–1764, No v em b er

2018. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Chen:2021:CMC

[CHW21] Jun yi Chen, Junh ui Hou,

and Ka-Ch un W ong. Cat-

egorical matrix comple-

tion with activ e learning

for high-throughput screen-

ing. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 18

(6):2261–2270, No v em b er/

Decem b er 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2982142 .

Chen:2019:SW C

[CHWY19] Xiao jun Chen, Josh ua Z.

Huang, Qingy ao W u, and

Min Y ang. Subspace w eigh t-

ing co-clustering of gene ex-

pression data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(2):352–364,

Marc h 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2017.2705686 .

Chen:2016:SBD

[CHZ

+

16] P eng Chen, ShanShan Hu,

Jun Zhang, Xin Gao, Jin y an

Li, Junfeng Xia, and Bing

W ang. A sequence-based

dynamic ensem ble learning

system for protein ligand-

binding site prediction.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 13(5):

901–912, Septem b er 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Cui:2021:IAI

[CHZ

+

21] Ch unmei Cui, Ch uan b o

Huang, W anlu Zhou, Xiang-

w en Ji, F enghong Zhang,

Liang W ang, Y uan Zhou,

and Qingh ua Cui. A

GTR2,

one p ossible no v el k ey gene

for the en try of SARS-

CoV-2 in to h uman cells.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 18(4):1230–

1233, July/August 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3009099 .

Cao:2022:DUA

[CIZ

+

22] Ben Cao, Xue Ii, Xiaok ang

Zhang, Bin W ang, Qiang

Zhang, and Xiaop eng W ei.

Designing uncorrelated ad-

dress constrain for DNA

storage b y DMV

O algo-

rithm. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

19(2):866–877, Marc h 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3011582 .

Chen:2021:FSB

[CJH

+

21] Jiao jiao Chen, Jian b o Jiao,

Shengfeng He, Guo qiang

Han, and Jing Qin. F ew-

shot breast cancer metas-

tases classification via un-

sup ervised cell ranking.

IEEE/A

CM T r ansactions

on Computational Biol-

o gy and Bioinformatics, 18

(5):1914–1923, Septem b er/

Octob er 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2960019 .

Ch u:2023:NBB

[CKL

+

23] He-Ming Ch u, Xiang-Zhen

Kong, Jin-Xing Liu, Ch un-

Hou Zheng, and Han Zhang.

A new binary biclustering

algorithm based on w eigh t

adjacency difference matrix

for analyzing gene expression

data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(5):2802–2809, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3283801 .

Ceri:2017:DMH

[CKM

+

17] Stefano Ceri, Ab dulrahman

Kaitoua, Marco Masseroli,

Pietro Pinoli, and F rancesco

V enco. Data manage-

men t for heterogeneous ge-

nomic datasets. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 14(6):1251–1264,

No v em b er 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Chalk:2021:CRI

[CKRS21] Cameron Chalk, Niels Ko-

rnerup, Wy att Reev es, and

Da vid Solo v eic hik. Com-

p osable rate-indep enden t

computation in con tin uous

c hemical reaction net w orks.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 18(1):250–

260, Jan uary 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2952836 .

Choi:2012:HAS

[CKWY12] Ic kw on Choi, Mic hael W.

Kattan, Brian J. W ells, and

Changhong Y u. A h y-

brid approac h to surviv al

mo del building using in te-

gration of clinical and molec-

ular information in censored

data. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 9

(4):1091–1105, July 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Chin:2008:DMR

[CL08] F rancis Chin and Henry

C. M. Leung. DNA mo-

tif represen tation with n u-

cleotide dep endency

. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 5(1):110–119,

Jan uary 2008. CODEN

ITCBCY. ISSN 1545-5963

Carv a jal-Lop ez:2020:MBQ

[CL VT

+

20] P atricia Carv a jal-L´ op ez,

F ernando D. V on Borstel,

Amada T orres, Gabriella

Rustici, Joaqu ´ ın Guti ´ errez,

and Eduardo Romero-Viv as.

Microarra y-based qualit y as-

sessmen t as a supp orting

criterion for de novo tran-

scriptome assem bly selec-

tion. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 17

(1):198–206, Jan uary 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2860997 .

Chen:2013:MFP

[CL W13] Qingfeng Chen, W ei Lan,

and Jianxin W ang. Mining

featured patterns of MiRNA

in teraction based on se-

quence and structure simi-

larit y . IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

10(2):415–422, Marc h 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Liang:2007:BBD

[cL W A07] Kuo c hing Liang, Xiao dong

W ang, and Dimitris Anas-

tassiou. Ba y esian basecall-

ing for DNA sequence anal-

ysis using hidden Mark o v

mo dels. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics, 4(3):430–440, July 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Cai:2024:FPP

[CLXL24] Changfeng Cai, Jiangh ui Li,

Y uanling Xia, and W eih ua

Li. FluPMT: Prediction of

predominan t strains of in-

fluenza A viruses via m ulti-

task learning. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 21(5):1254–1263,

Septem b er/Octob er 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3378468 .

Chen:2023:DCP

[CL YR23] Hegang Chen, Y uyin Lu,

Y uedong Y ang, and Y angh ui

Rao. A drug com bi-

nation prediction frame-

w ork based on graph con-

v olutional net w ork and

heterogeneous information.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 20(3):1917–

1925, Ma y 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3224734 .

Chen:2018:SCF

[CLZ

+

18] Shifu Chen, Ming Liu, Xi-

aoni Zhang, Ren w en Long,

Yixing W ang, Y ue Han, Shi-

w ei Zhang, Mingy an Xu, and

Jia Gu. A study of cell-free

DNA fragmen tation pattern

and its application in DNA

sample t yp e classification.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 15(5):

1718–1722, Septem b er 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Christinat:2013:TPE

[CM13] Y ann Christinat and Bernard

M. E. Moret. A transcript

p ersp ectiv e on ev olution.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 10(6):

1403–1411, No v em b er 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Chicco:2015:SSG

[CM15] Da vide Chicco and Marco

Masseroli. Soft w are suite for

gene and protein annotation

prediction and similarit y

searc h. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(4):837–843, July 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Chicco:2016:OBP

[CM16] Da vide Chicco and Marco

Masseroli. On tology-based

prediction and prioritization of gene functional annota-

tions. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 13

(2):248–260, Marc h 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Czeizler:2012:QAS

[CMC

+

12] Eugen Czeizler, Andrzej

Mizera, Elena Czeizler,

Ralph-Johan Bac k, John E.

Eriksson, and Ion P etre.

Quan titativ e analysis of

the self-assem bly strate-

gies of in termediate fila-

men ts from tetrameric Vi-

men tin. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 9(3):885–898, Ma y 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Chen:2020:BDF

[CMMZ20] Haifen Chen, D. A. K.

Maduranga, Piyushkumar A.

Mundra, and Jie Zheng.

Ba y esian data fusion of gene

expression and histone mo d-

ification profiles for infer-

ence of gene regulatory net-

w ork. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

17(2):516–525, Marc h 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2869590.

Cheng:2016:EIS

[CMQ

+

16] Xiao qing Cheng, T omo y a

Mori, Y ushan Qiu, W ai-Ki

Ching, and T atsuy a Akutsu.

Exact iden tification of the

structure of a probabilistic

Bo olean net w ork from sam-

ples. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

13(6):1107–1116, No v em b er

2016. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Cai:2019:EAF

[CMR19] Xingyu Cai, Ab dullah-Al

Mam un, and Sanguthev ar

Ra jasek aran. Efficien t algo-

rithms for finding the closest

ℓ1-mers in biological data.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 16(6):

1912–1921, No v em b er 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2843364 .

Camp ello:2012:SMA

[CMS12] Ricardo J. G. B. Camp ello,

Da v oud Moula vi, and Jo erg

Sander. A simpler and more

accurate A

UTO–HDS frame-

w ork for clustering and visu-

alization of biological data.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 9(6):

1850–1852, No v em b er 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Chaudh uri:2022:PMA

[CMS22] Anik Chaudh uri, An w o y Ku-

mar Mohan t y , and Manoran-

jan Satpath y . A paral-

lelizable mo del for analyz-

ing cancer tissue heterogene-

it y . IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 19

(4):2039–2048, July 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3085894 .

Chacon:2015:BFI

[CMSE

+

15] Alejandro Chacon, San ti-

ago Marco-Sola, An tonio Es-

pinosa, P aolo Rib eca, and

Juan Carlos Moure. Bo ost-

ing the FM-Index on the

GPU: Effectiv e tec hniques

to mitigate random mem-

ory access. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 12(5):1048–1059,

Septem b er 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Chen:2012:GEB

[CN12] Luonan Chen and Mic hael K.

Ng. Guest editorial: Bioin-

formatics and computational

systems biology

. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 9(4):945–946, July

2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Ch u:2023:GTD

[CNH

+

23] Thang Ch u, Th uy T rang

Nguy en, Bui Duong Hai,

Quang Huy Nguy en, and

T uan Nguy en. Graph trans-

former for drug resp onse

prediction. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 20(2):1065–1072,

Marc h 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3206888 .

Chalkidis:2011:HPH

[CNM11] Georgios Chalkidis, Masao

Nagasaki, and Satoru Miy ano.

High p erformance h ybrid

functional P etri net sim u-

lations of biological path-

w a y mo dels on CUD A.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(6):

1545–1556, No v em b er 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Castiglione:2023:EDR

[CNO

+

23] Filipp o Castiglione, Chris-

tine Nardini, Elia Onofri,

Marco P edicini, and P aolo

Tieri. Explainable drug re-

purp osing approac h from bi-

ased random w alks. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 20(2):1009–1019,

Marc h 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3191392 .

Cai:2022:GEIb

[CNS22a] Zhip eng Cai, Giri Narasimhan,

and P a v el Skums. Guest

Editors’ in tro duction to the

sp ecial section on bioinfor-

matics researc h and applica-

tions. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 19

(1):207–208, Jan uary 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3121736 .

Cra v eur:2022:SB

[CNS

+

22b] Pierric k Cra v eur, T arun J.

Narw ani, Nara y anasw am y

Sriniv asan, Jean-Christophe

Gelly

, Joseph Reb ehmed,

and Alexandre G. de Brev ern.

Shaking the β -bulges. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 19(1):14–18, Jan-

uary 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3088444.

Carroll:2020:SSA

[CO W20] Thomas C. Carroll, Jude-

Thaddeus Ojiaku, and Pru-

dence W. H. W ong. Semiglobal

sequence alignmen t with

gaps using GPU. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 17(6):2086–2097,

No v em b er 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2914105 .

Caglar:2013:SMS

[CP13] Mehmet Um ut Caglar and

Ranadip P al. Sto c has-

tic mo del sim ulation using

Kronec k er pro duct analysis

and Zassenhaus form ula ap-

pro ximation. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 10(5):1125–1136,

Septem b er 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Cao:2023:CAM

[CPL

+

23] Y u Cao, W en y a Pi, Ch un-

Y u Lin, Ulrik e M ¨ unzner,

Masahiro Oh tomo, and

T atsuy a Akutsu. Com-

mon attractors in m ul-

tiple Bo olean net w orks.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 20(5):

2862–2873, 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3268795 .

Chicco:2018:NIE

[CPM18] Da vide Chicco, F ernando

P alluzzi, and Marco Masseroli.

No v elt y indicator for en-

hanced prioritization of pre-

dicted gene on tology anno-

tations. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(3):954–965, Ma y 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Cio cc hetta:2008:A TS

[CPQ08] F ederica Cio cc hetta, Cor-

rado Priami, and P aola

Quaglia. An automatic

translation of SBML in to

b eta-binders. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 5(1):80–90, Jan uary

2008. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Cardona:2024:CON

[CPR

C24] Gabriel Cardona, Joan Car-

les P ons, Gerard Ribas,

and T om´ as Mart ´ ınez Coro-

nado. Comparison of or-

c hard net w orks using their

extended μ-represen tation.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 21(3):501–

507, Ma y 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3361390 .

Charuv ak a:2014:CPS

[CR14] An v eshi Charuv ak a and

Huzefa Rangw ala. Classify-

ing protein sequences using

regularized m ulti-task learn-

ing. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

11(6):1087–1098, No v em b er

2014. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Cleary:2019:EFR

[CRK

+

19] Alan Cleary

, Thiruv arangan

Ramara j, Indik a Kahanda,

Joann Mudge, and Bren-

dan Mumey

. Exploring

frequen ted regions in pan-

genomic graphs. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 16(5):1424–1435,

Septem b er 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Czeizler:2012:PHS

[CRP12] Eugen Czeizler, Vladimir

Rogo jin, and Ion P etre. The

phosphorylation of the heat

sho c k factor as a mo dulator

for the heat sho c k resp onse.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 9(5):

1326–1337, Septem b er 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Cardona:2009:CTC

[CR V09] Gabriel Cardona, F rancesc

Rossello, and Gabriel V a-

lien te. Comparison of tree-

c hild ph ylogenetic net w orks.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 6(4):552–

569, Octob er 2009. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ch u:2015:EPY

[CS15] Dominique Ch u and An-

ton Salykin. Ev olution-

ary pressures on the y east

transcriptome. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 12(5):1087–1093,

Septem b er 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Choudh uri:2024:CPP

[CS24] Souradipto Choudh uri and

Key a Sau. Co donU: a

Python pac k age for co don

usage analysis. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 21(1):36–44, 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3335823 .

Cho w:2021:P AA

[CSE

+

21] Kevin Cho w, Aisharjy a

Sark ar, Rasha Elhesha,

Pietro Cinaglia, Ahmet

Ay , and T amer Kah v eci.

ANCA: Alignmen t-based

net w ork construction algo-

rithm. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

18(2):512–524, Marc h 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2923620 .

Chen:2011:MIS

[CSK

+

11] Carla C. M. Chen, Hol-

ger Sc h w ender, Jon than

Keith, Robin Nunk esser,

Kerrie Mengersen, and P aula

Macrossan. Metho ds for

iden tifying SNP in teractions:

a review on v ariations of

logic regression, random

forest and Ba y esian logis-

tic regression. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 8(6):1580–1591,

No v em b er 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Causey:2022:EUN

[CSQ

+

22] Jason Causey

, Jonathan

Stubblefield, Jak e Qualls,

Jennifer F o wler, Lingrui

Cai, Karl W alk er, Y uan-

fang Guan, and Xiuzhen

Huang. An ensem ble of U-

Net mo dels for kidney tumor

segmen tation with CT im-

ages. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 19

(3):1387–1392, Ma y 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3085608 .

Cobanoglu:2011:CGU

[CSS11] Murat Can Cobanoglu, Y u-

cel Sa ygin, and Ugur Sez-

erman. Classification of

GPCRs using family sp e-

cific motifs. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 8(6):1495–1508,

No v em b er 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Catanzaro:2016:CPD

[CSSS16] Daniele Catanzaro, Stan-

ley E. Shac kney

, Alejan-

dro A. Sc h¨ affer, and Rus-

sell Sc h w artz. Classify-

ing the progression of duc-

tal carcinoma from single-

cell sampled data via in te-

ger linear programming: a

case study

. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 13(4):643–655, 2016.

CODEN ITCBCY. ISSN

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 12(6):

1322–1332, No v em b er 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Chen:2014:ANG

[CWLZ14] P eng Chen, Chao W ang,

Xi Li, and Xuehai Zhou. Ac-

celerating the next genera-

tion long read mapping with

the FPGA-based system.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 11(5):

840–852, Septem b er 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Chen:2023:TIT

[CWP

+

23] T aoning Chen, Tingfang

W u, Deng P an, Jinxing Xie,

Jin Zhi, Xuejiao W ang, Li-

jun Quan, and Qiang Lyu.

T ransRNAm: Iden tifying

t w elv e t yp es of RNA mo di-

fications b y an in terpretable

m ulti-lab el deep learning

mo del based on transformer.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 20(6):

3623–3634, 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3307419 .

Chaudh ury:2019:MVS

[CWT

+

19] Ay an Chaudh ury , Christo-

pher W ard, Ali T alasaz,

Alexander G. Iv ano v, Mark

Broph y , Bernard Gro dzin-

ski, Norman P

. A. H ¨ uner,

Ra jnik an t V. P atel, and

John L. Barron. Mac hine

vision system for 3D plan t

phenot yping. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(6):2009–2022,

No v em b er 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2824814 .

Christinat:2008:GED

[CWZ08] Y ann Christinat, Bernd

W ac hmann, and Lei Zhang.

Gene expression data analy-

sis using a no v el approac h to

biclustering com bining dis-

crete and con tin uous data.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 5(4):583–

593, Octob er 2008. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Cui:2008:AA U

[CWZL08] Y un Cui, Lusheng W ang,

Daming Zh u, and Xi-

ao w en Liu. A (1.5 + ϵ)-

appro ximation algorithm for

unsigned translo cation dis-

tance. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

5(1):56–66, Jan uary 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Cai:2015:IPC

[CWZW15] Bing jing Cai, Haiying W ang,

Huiru Zheng, and Hui

W ang. Iden tification of pro-

tein complexes from tan-

dem affinit y purification/

mass sp ectrometry data

via biased random w alk.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 12(2):455–

466, Marc h 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Cho:2015:PFR

[CXS15] Y oung-Rae Cho, Y anan Xin,

and Greg Sp eegle. P-Finder:

reconstruction of signal-

ing net w orks from protein–

protein in teractions and GO

annotations. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 12(2):309–321,

Marc h 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Chen:2013:R TR

[CXW

+

13] Xi Chen, Jianh ua Xuan,

Chen W ang, Ay esha N.

Sha jahan, Reb ecca B. Rig-

gins, and Rob ert Clark e.

Reconstruction of transcriptional regulatory net-

w orks b y stabilit y-based net-

w ork comp onen t analysis.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 10(6):

1347–1358, No v em b er 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Cai:2023:DDP

[CXY

+

23] W en tian Cai, Linsen Xie,

W eixian Y ang, Yijiang Li,

Ying Gao, and Tingting

W ang. DFTNet: Dual-

path feature transfer net-

w ork for w eakly sup ervised

medical image segmen ta-

tion. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 20

(4):2530–2540, July 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3198284 .

Chai:2019:HWT

[CYJ

+

19] Guoshi Chai, Min Y u, Lixu

Jiang, Y ao cong Duan, and

Jian Huang. HMMCAS:

a W eb to ol for the iden-

tification and domain an-

notations of CAS proteins.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(4):1313–

1315, July 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Chen:2021:TLB

[CYL

+

21] Jin tai Chen, Hao c hao Ying,

Xuec hen Liu, Jing jing Gu,

Ruiw ei F eng, Tingting Chen,

Honghao Gao, and Jian W u.

A transfer learning based

sup er-resolution microscop y

for biopsy slice images: The

join t metho ds p ersp ectiv e.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 18(1):103–

113, Jan uary 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2991173 .

Ch uang:2013:OPU

[CYTY13] Li-Y eh Ch uang, Cheng-Huei

Y ang, Jui-Hung Tsai, and

Cheng-Hong Y ang. Op eron

prediction using c haos em-

b edded particle sw arm op-

timization. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 10(5):1299–1309,

Septem b er 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Cheng:2022:DTI

[CYWW22] Zhong jian Cheng, Cheng

Y an, F ang-Xiang W u, and

Jianxin W ang. Drug-target

in teraction prediction us-

ing m ulti-head self-atten tion

and graph atten tion net-

w ork. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

19(4):2208–2218, July 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3077905 .

Chen:2012:GEI

[CZ12] Jianer Chen and Alexan-

der Zelik o vsky

. Guest Ed-

itors’ in tro duction to the

sp ecial section on bioinfor-

matics researc h and applica-

tions. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 9

(4):1002–1003, July 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Cao:2020:PEF

[CZ20] Zhen Cao and Shih ua Zhang.

Prob e efficien t feature rep-

resen tation of gapp ed K -

mer frequency v ectors from

sequences using deep neu-

ral net w orks. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(2):657–667,

Marc h 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2868071 .

Cai:2024:GEI

[CZ24] Zhip eng Cai and Alexan-

der Zelik o vsky

. Guest Ed-

itors’ in tro duction to the

sp ecial section on bioinfor-

matics researc h and applica-

tions. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 21

(5):1141–1142, Septem b er/

Octob er 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3390374 .

Czapla:2018:RSS

[Cza18] Roman Czapla. Random sets

of stadiums in square and

collectiv e b eha vior of bacte-

ria. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 15

(1):251–256, Jan uary 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Chen:2016:AMU

[CZB

+

16] Cheng Chen, F engc hao

Zhang, Jamie Barras, Kas-

par Altho efer, Sw arup Bh u-

nia, and Soum y a jit Man-

dal. Authen tication of

medicines using n uclear

quadrup ole resonance sp ec-

troscop y . IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 13(3):417–430, Ma y

2016. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Chen:2023:PDT

[CZC

+

23] Jiatao Chen, Liang Zhang,

Ke Cheng, Bo Jin, Xin-

jiang Lu, and Chao Che.

Predicting drug-target in-

teraction via self-sup ervised

learning. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(5):2781–2789, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3153963 .

Chen:2023:FIC

[CZCL23] Sh utao Chen, Lin Zhang, Xi-

angzhi Chen, and Hui Liu.

F GFICA: Indep enden t com-

p onen t analysis of fusion ge-

nomic features for mining

epi-transcriptome profiling

data. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 20

(3):1842–1853, Ma y 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3220552 .

Chen:2022:ECS

[CZDZ22] Zhong Chen, W ensheng

Zhang, Hongw en Deng, and

Kun Zhang. Effectiv e can-

cer subt yp e and stage predic-

tion via dropfeature-DNNs.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(1):107–

120, Jan uary 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3058941 .

Chen:2005:A OG

[CZF

+

05] Xin Chen, Jie Zheng, Zheng

F u, P eng Nan, Y ang Zhong,

Stefano Lonardi, and T ao

Jiang. Assignmen t of orthol-

ogous genes via genome re-

arrangemen t. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 2(4):302–315, Octo-

b er 2005. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Cheng:2017:EAB

[CZJ17] Shan Cheng, Long-Long

Zhao, and Xiao-Y u Jiang.

An effectiv e application

of bacteria quorum sens-

ing and circular elimination

in MOPSO. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 14(1):56–63, Jan uary

2017. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Cheng:2022:ADC

[CZL

+

22] Jianhong Cheng, W ei Zhao,

Jin Liu, Xingzhi Xie,

Shang jie W u, Liangliang

Liu, Hailin Y ue, Junjian

Li, Jianxin W ang, and Jun

Liu. Automated diagnosis

of CO

VID-19 using deep su-

p ervised auto enco der with

m ulti-view features from CT

images. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 19(5):2723–2736, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3102584 .

Cui:2018:MND

[CZM

+

18] Xiao dong Cui, Lin Zhang,

Jia Meng, Manjeet K. Rao,

Yidong Chen, and Y ufei

Huang. MeTDiff: a no v el

differen tial RNA meth yla-

tion analysis for MeRIP-Seq

data. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 15

(2):526–534, Marc h 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Chen:2024:PKN

[CZQD24] Mingsh uai Chen, Quan

Zou, Ren Qi, and Yijie

Ding. PseU-KeMRF: a

no v el metho d for iden ti-

fying RNA pseudouridine

sites. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 21

(5):1423–1435, Septem b er/

Octob er 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3389094 .

Cheng:2018:EIC

[CZW

+

18] Zhanzhan Cheng, Sh uigeng

Zhou, Y ang W ang, Hui

Liu, Jihong Guan, and Yi-

Ping Pho eb e Chen. Effec-

tiv ely iden tifying comp ound-

protein in teractions b y learn-

ing from p ositiv e and unla-

b eled examples. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(6):1832–1843,

No v em b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Cao:2023:IMB

[CZW

+

23a] Qingqing Cao, Jianping

Zhao, Haiyun W ang, Qi Guan,

and Ch unhou Zheng. An in-

tegrated metho d based on

W asserstein distance and

graph for cancer subt yp e dis-

co v ery . IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(6):3499–3510, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3293472 .

Cheng:2023:DNC

[CZW

+

23b] Enhao Cheng, Jun Zhao,

Hong W ang, Sh uguang Song,

Sh uxian Xiong, and Y an-

shen Sun. Dual net w ork con-

trastiv e learning for predict-

ing microb e-disease asso cia-

tions. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(6):3469–3481, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3228617 .

Chan:2015:MPP

[CZWT15] Shing-Cho w Chan, Li Zhang,

Ho-Ch un W u, and Kai-

Man Tsui. A maxi-

m um a p osteriori proba-

bilit y and time-v arying ap-

proac h for inferring gene

regulatory net w orks from

time course gene microarra y

data. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 12

(1):123–135, Jan uary 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Cheng:2019:BGA

[CZX19] Hao yu Cheng, Y ong Zhang,

and Y un Xu. BitMapp er2: a

GPU-accelerated all-mapp er

based on the sparse q -gram

index. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(3):886–897, Ma y 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Cao:2023:MMP

[CZZ

+

23a] Y ah ui Cao, T ao Zhang,

Xin Zhao, Xue Jia, and

Bingzhi Li. Mo oSeek er:

a metab olic path w a y de-

sign to ol based on m ulti-

ob jectiv e optimization algo-

rithm. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(6):3609–3622, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3307363 .

Chen:2023:CAS

[CZZ

+

23b] Cheng Chen, Y uguo Zha,

Daming Zh u, Kang Ning,

and Xuefeng Cui. Con tactLib-

A TT: a structure-based

searc h engine for homologous

proteins. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(6):3421–3429, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3197802 .

Dureau:2017:MIA

[D ABV17] Maxime Dureau, Angelo

Alessandri, P atrizia Bagner-

ini, and Stephane Vincen t.

Mo deling and iden tification

of amnioserosa cell mec han-

ical b eha vior b y using mass-

spring lattices. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 14(6):1476–1481,

No v em b er 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

dAcierno:2017:I ID

[dAc17] An tonio dAcierno. IsAPro-

teinDB: an indexed database

of trypsinized proteins for fast p eptide mass finger-

prin ting. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(5):1195–1201, Septem b er

2017. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Diaz:2010:ADL

[D ADF

+

10] Ester Diaz, Guillermo Ay-

ala, Maria Diaz-F ernandez,

Liang Gong, and Derek

T o omre. Automatic de-

tection of large dense-core

v esicles in secretory cells

and statistical analysis of

their in tracellular distribu-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 7(1):2–11, Jan uary 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Dalton:2016:ORB

[Dal16] Lori A. Dalton. Opti-

mal R

OC-based classifica-

tion and p erformance anal-

ysis under Ba y esian uncer-

tain t y mo dels. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 13(4):719–729, 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Da vid:2014:CEF

[DB14] Laszlo Da vid and Alexander

Bo c kma yr. Computing ele-

men tary flux mo des in v olv-

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 8(4):1017–

1028, July 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

DiCamillo:2012:SSB

[DFTC12] Barbara Di Camillo, Marco

F alda, Gianna T offolo, and

Claudio Cob elli. Sim-

BioNeT: a sim ulator of bi-

ological net w ork top ology .

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 9(2):592–

600, Marc h 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Deng:2019:IK G

[DG19] Su-Ping Deng and W ei-Li

Guo. Iden tifying k ey genes

of liv er cancer b y net w ork-

ing of m ultiple data sets.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(3):792–

800, Ma y 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Da wy:2006:GMM

[DGH

+

06] Zaher Da wy , Bernhard

Go eb el, Joac him Hage-

nauer, Christophe Andreoli,

Thomas Meitinger, and

Jak ob C. Mueller. Gene

mapping and mark er cluster-

ing using Shannon’s m utual information. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 3(1):47–56, Jan uary

2006. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Duan:2024:BAD

[DGJ

+

24] Jun w en Duan, Huai Guo,

Han Jiang, F ei Guo, and

Jianxin W ang. Boundary-

a w are dual biaffine mo del for

sequen tial sen tence classifi-

cation in biomedical do cu-

men ts. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

21(5):1202–1210, Septem-

b er/Octob er 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3376566 .

Daniels:2015:MRH

[DGR

C15] Noah M. Daniels, An-

drew Gallan t, Norman Ram-

sey , and Lenore J. Co w en.

MRFy: remote homology

detection for b eta-structural

proteins using Mark o v ran-

dom fields and sto c hastic

searc h. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(1):4–16, Jan uary 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Dias:2017:GWS

[DGV

+

17] Oscar Dias, Daniel Gomes,

P aulo Vilaca, Joao Car-

doso, Miguel Ro c ha, Eu-

genio C. F erreira, and Is-

ab el Ro c ha. Genome-

wide semi-automated anno-

tation of transp orter sys-

tems. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(2):443–456, Marc h 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Demir:2005:L TP

[DGY05] Cigdem Demir, S. Hu-

ma yun Gultekin, and Bulen t

Y ener. Learning the top olog-

ical prop erties of brain tu-

mors. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 2(3):262–270, July 2005.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Dress:2004:CSG

[DH04] Andreas W. M. Dress and

Daniel H. Huson. Con-

structing splits graphs.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 1(3):109–

115, July 2004. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Du:2023:DML

[DH23] Xiuquan Du and Jia jia Hu.

Deep m ulti-lab el join t learn-

ing for RNA and DNA-

Binding proteins predic-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(1):307–320, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3150280 .

Do y on:2012:EME

[DHC12] Jean-Philipp e Do y on, Sylvie

Hamel, and Cedric Chauv e.

An efficien t metho d for ex-

ploring the space of gene

tree/sp ecies tree reconcil-

iations in a probabilistic

framew ork. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 9(1):26–39, Jan uary

2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Deng:2018:I IG

[DHCW18] Su-Ping Deng, W enxing Hu,

Vince D. Calhoun, and

Y u-Ping W ang. In tegrat-

ing imaging genomic data

in the quest for biomark-

ers of sc hizophrenia disease.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 15(5):

1480–1491, Septem b er 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Maia:2023:IEC

[dHMPFdM23] Marcelo Ro drigues de Holanda Maia,

Alexandre Plastino, Alex

F reitas, and Jo~ ao P edro

de Magalh~ aes. In ter-

pretable ensem bles of clas-

sifiers for uncertain data

with bioinformatics applica-

tions. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 20

(3):1829–1841, Ma y 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3218588 .

DeJesus:2015:CUM

[DI15] Mic hael A. DeJesus and

Thomas R. Io erger. Cap-

turing uncertain t y b y mo d-

eling lo cal transp oson in-

sertion frequencies impro v es

discrimination of essen tial

genes. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 12

(1):92–102, Jan uary 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

deJong:2008:SSS

[dJP08] Hidde de Jong and Mic hel

P age. Searc h for steady

states of piecewise-linear dif-

feren tial equation mo dels

of genetic regulatory net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

5(2):208–222, April 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

DeRonne:2013:POP

[DK13] Kevin W. DeRonne and

George Karypis. P areto opti-

mal pairwise sequence align-

men t. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

10(2):481–493, Marc h 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

DeBlasio:2017:LP A

[DK17] Dan DeBlasio and John Ke-

cecioglu. Learning parameter-

advising sets for m ulti-

ple sequence alignmen t.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 14(5):

1028–1041, Septem b er 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Daniels:2012:TPS

[DK CM12] Noah Daniels, Ano op Ku-

mar, Lenore Co w en, and

Matt Menk e. T ouring

protein space with Matt.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 9(1):286–

293, Jan uary 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Done:2010:PNH

[DKDD10] Bogdan Done, Purv esh Kha-

tri, Arina Done, and Sorin

Draghici. Predicting no v el

h uman gene on tology anno-

tations using seman tic anal-

ysis. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

7(1):91–99, Jan uary 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Du:2015:IA C

[DKS

+

15] Nan Du, Marc R. Knec h t,

Mark T. Swihart, Zhengh ua

T ang, Tiffan y R. W alsh, and

Aidong Zhang. Iden tifying

affinit y classes of inorganic

materials binding sequences

via a graph-based mo del.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 12(1):193–

204, Jan uary 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Dunn:2021:F AN

[DKY21] Sara-Jane Dunn, Hillel Ku-

gler, and Bo y an Y ordano v.

F ormal analysis of net-

w ork motifs links struc-

ture to function in biologi-

cal programs. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(1):261–271,

Jan uary 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2948157 .

DiP ersia:2023:EIP

[DLA

+

23] Leandro Di P ersia, Tiago

Lop ez, Agustin Arce, Diego H.

Milone, and Georgina Stegma y er.

exp2GO: Impro ving predic-

tion of functions in the gene

on tology with expression

data. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 20

(2):999–1008, Marc h 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3167245 .

Dong:2024:SCA

[DLG

+

24] Sh ujie Dong, Y uansheng

Liu, Y ongsh un Gong, Xi-

ang jun Dong, and Xiangxi-

ang Zeng. scCAN: Cluster-

ing with adaptiv e neigh b or-

based imputation metho d

for single-cell RNA-Seq data.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 21(1):

95–105, 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3337231 .

Duan:2024:CEN

[DLL

+

24] Jun w en Duan, Sh uyue Liu,

Xinc heng Liao, F eng Gong,

Hailin Y ue, and Jianxin

W ang. Chinese EMR named

en tit y recognition using

fused lab el relations based on

mac hine reading comprehen-

sion framew ork. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 21(5):1143–1153,

Septem b er/Octob er 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3376591 .

DeF rancesco:2012:EGE

[DLM12] Nicoletta De F rancesco, Giu-

sepp e Lettieri, and Luca

Martini. Efficien t geno-

t yp e elimination via adap-

tiv e allele consolidation.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 9(4):1180–

1189, July 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Dang:2023:ICD

[DLO

+

23] Qi Dang, Y ong Liang, Dong

Ouy ang, Rui Miao, Cai-

jin Ling, Xiao ying Liu,

and Shengli Xie. Im-

pro v ed computational drug-

rep ositioning b y self-paced

non-negativ e matrix tri-

factorization. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 20(3):1953–1962,

Ma y 2023. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL https://dl.acm.org/doi/

10.1109/TCBB.2022.3225300 .

Da vidson:2018:EQR

[DLR

W18] Ruth Da vidson, MaLyn

La whorn, Joseph Rusink o,

and Noah W eb er. Efficien t

quartet represen tations of

trees and applications to su-

p ertree and summary meth-

o ds. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 15

(3):1010–1015, Ma y 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Dai:2010:MGN

[DL T10] Hong-Jie Dai, P o-Ting Lai,

and Ric hard Tzong-Han

Tsai. Multistage gene nor-

malization and SVM-based

ranking for protein in terac-

tor extraction in full-text ar-

ticles. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 7(3):412–420, July 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Du:2021:MTS

[DL Y

+

21] Lei Du, Kefei Liu, Xi-

aoh ui Y ao, Shannon L.

Risac her, Jun w ei Han, An-

drew J. Sa ykin, Lei Guo, and

Li Shen. Multi-task sparse

canonical correlation analy-

sis with application to m ulti-

mo dal brain imaging genet-

ics. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 18

(1):227–239, Jan uary 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2947428 .

Diago:2009:EGC

[DM09] Luis A. Diago and Ernesto

Moreno. Ev aluation of

geometric complemen tar-

it y b et w een molecular sur-

faces using compactly sup-

p orted radial basis func-

tions. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 6

(4):689–694, Octob er 2009.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Dey:2022:CGA

[DM22] Lopam udra Dey and Anir-

ban Mukhopadh y a y . Com-

pact genetic algorithm-

based feature selection for

sequence-based prediction of

dengue–h uman protein in ter-

actions. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

19(4):2137–2148, July 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3066597 .

Das:2013:ORS

[DMD13] Mouli Das, C. A. Murth y ,

and Ra jat K. De. An optimization rule for in sil-

ico iden tification of targeted

o v erpro duction in metab olic

path w a ys. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 10(4):914–926, July

2013. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Deznabi:2018:IA G

[DMJ

+

18] Iman Deznabi, Mohammad

Moba y en, Nazanin Jafari,

Ozn ur T astan, and Erman

Ayda y . An inference at-

tac k on genomic data us-

ing kinship, complex corre-

lations, and phenot yp e infor-

mation. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(4):1333–1343, July 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Dong:2022:MBM

[DMK22] Ngan Dong, Stefanie M ¨ uc k e,

and Megha Khosla. MuCo-

MiD: a m ultitask graph con-

v olutional learning frame-

w ork for MiRNA-disease as-

so ciation prediction. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 19(6):3081–3092,

2022. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2022.3176456 .

DiCamillo:2022:GED

[DN22] Barbara Di Camillo and Giu-

sepp e Nicosia. Guest edito-

rial: Deep learning for ge-

nomics. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

19(1):95–96, Jan uary 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3080094 .

doNascimen to:2017:CNV

[dNG17] F rancisco do Nascimen to

and Katia S. Guimaraes.

Cop y n um b er v ariations de-

tection: Unra v elling the

problem in tangible asp ects.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 14(6):

1237–1250, No v em b er 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Dasarath y:2015:DRP

[DNR15] Gautam Dasarath y , Rob ert

No w ak, and Sebastien Ro c h.

Data requiremen t for ph ylo-

genetic inference from m ul-

tiple lo ci: a new distance

metho d. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(2):422–432, Marc h 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Dehghani:2019:EP A

[DNS19] T oktam Dehghani, Mah-

moud Naghibzadeh, and

Ja v ad Sadri. Enhancemen t

of protein β -sheet top ology

prediction using maxim um

w eigh t disjoin t path co v er.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 16(6):

1936–1947, No v em b er 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2837753 .

Du:2021:MOR

[DOK

+

21] Hao xing Du, Yi Sheng

Ong, Marina Knittel, Ross

Ma whorter, Nuo Liu, Gi-

anluca Gross, Reik o T o jo,

Ran Lib eskind-Hadas, and

Yi-Chieh W u. Multiple opti-

mal reconciliations under the

duplication-loss-coalescence

mo del. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

18(6):2144–2156, No v em-

b er/Decem b er 2021. CO-

DEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2922337 .

Ding:2017:NMM

[DP A

+

17] Y uc h un Ding, Marie Chris-

tine P ardon, Alessandra

Agostini, Henryk F aas, Jin-

ming Duan, Wil O. C. W ard,

F elicit y Easton, Dorothee

daSilv a:2021:NFS

[dSPFF21] P ablo Nascimen to da Silv a,

Alexandre Plastino, F abio

F abris, and Alex A. F re-

itas. A no v el feature selec-

tion metho d for uncertain

features: an application to

the prediction of Pro-/ an ti-

longevit y genes. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(6):2230–2238,

No v em b er/Decem b er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2988450 .

Ro drigues:2011:PCE

[dSR CT

+

11] Thiago de Souza Ro drigues,

F ernanda Caldas Cardoso,

San tuza Maria Rib eiro T ei-

xeira, Sergio Costa Oliv eira,

and An tonio P adua Braga.

Protein classification with

extended-sequence co ding b y

sliding windo w. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 8(6):1721–1726,

No v em b er 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Diekmann:2007:EUR

[DST07] Y oan Diekmann, Marie-

F rance Sagot, and Eric T an-

nier. Ev olution under re-

v ersals: P arsimon y and con-

serv ation of common in ter-

v als. IEEE/A

CM T r ansactions on Computational Bi-

olo gy and Bioinformatics,

4(2):301–309, April 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Dellen:2015:GSR

[DST15a] Bab ette Dellen, Hanno

Sc harr, and Carme T orras.

Gro wth signatures of rosette

plan ts from time-lapse video.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 12(6):

1470–1478, No v em b er 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Dong:2015:ANA

[DST

+

15b] Liang Dong, Bing Shi,

Guangdong Tian, Y anBo Li,

Bing W ang, and MengCh u

Zhou. An accurate de no v o

algorithm for glycan top ol-

ogy determination from mass

sp ectra. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(3):568–578, Ma y 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Duarte-Sanc hez:2018:HAM

[DSVMM18] Jorge E. Duarte-Sanc hez,

Jaime V elasco-Medina, and

P edro A. Moreno. Hard-

w are accelerator for the m ul-

tifractal analysis of DNA

sequences. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(5):1611–1624,

Septem b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Danziger:2006:F CM

[DSZ

+

06] Sam uel A. Danziger, S. Josh ua

Sw amidass, Jue Zeng, La wrence R.

Dearth, Qiang Lu, Jonathan H.

Chen, Jianlin Cheng, Vinh P .

Hoang, Hiroto Saigo, Ra y

Luo, Pierre Baldi, Rainer K.

Brac hmann, and Ric hard H.

Lathrop. F unctional cen-

sus of m utation sequence

spaces: The example of

p53 cancer rescue m utan ts.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 3(2):114–

125, April 2006. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Dubro v a:2011:SBA

[DT11] Elena Dubro v a and Maxim

T eslenk o. A SA

T-based algo-

rithm for finding attractors

in sync hronous Bo olean net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

8(5):1393–1399, Septem b er

2011. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Das:2023:BBR

[DT A

+

23] Pranab Das, Y ogita Thakran,

S. R. Ngam w al Anal, Vipin

P al, and Anju Y ada v.

BRMCF: Binary relev ance

and MLSMOTE based com-

putational framew ork to pre-

dict drug functions from

c hemical and biological

prop erties of drugs. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 20(3):1761–1773,

Ma y 2023. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2022.3215645 .

Dost:2011:TFM

[D WSB11] Ban u Dost, Ch unlei W u, An-

drew Su, and Vineet Bafna.

TCLUST: a fast metho d for

clustering genome-scale ex-

pression data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 8(3):808–818, Ma y/

June 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ding:2015:SHO

[D WZ

+

15] Xiao jun Ding, Jianxin W ang,

Alex Zelik o vsky

, Xuan Guo,

Minzh u Xie, and Yi P an.

Searc hing high-order SNP

com binations for complex

diseases based on energy dis-

tribution difference. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 12(3):695–704,

Ma y 2015. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Dehghannasiri:2015:OED

[D YD15] Ro ozb eh Dehghannasiri,

Byung-Jun Y o on, and Ed-

w ard R. Doughert y . Op-

timal exp erimen tal design

for gene regulatory net w orks

in the presence of uncer-

tain t y . IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(4):938–950, July 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Du:2023:IBQ

[D YL

+

23] Y ongping Du, Jingy a Y an,

Y uxuan Lu, Yiliang Zhao,

and Xingnan Jin. Impro v-

ing biomedical question an-

sw ering b y data augmen-

tation and mo del w eigh t-

ing. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 20

(2):1114–1124, Marc h 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3171388 .

Ding:2022:NR G

[D YZC22] Xiao jian Ding, F an Y ang,

Y ao yi Zhong, and Jie Cao.

A no v el recursiv e gene se-

lection metho d based on

least square k ernel ex-

treme learning mac hine.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(4):2026–

2038, July 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3068846 .

Dong:2011:NNK

[DZ11] Qiw en Dong and Sh uigeng

Zhou. No v el nonlinear

kno wledge-based mean force

p oten tials based on mac hine

learning. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

8(2):476–486, Marc h 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Daras:2006:TDS

[DZA

+

06] P etros Daras, Dimitrios

Zarpalas, Ap ostolos Axenop ou-

los, Dimitrios Tzo v aras,

and Mic hael Gerassimos

Strin tzis. Three-dimensional

shap e-structure comparison

metho d for protein classifi-

cation. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 3(3):193–207, July 2006.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Dharejo:2023:MBM

[DZD

+

23] F a y az Ali Dharejo, Muham-

mad Za wish, F arah Deeba,

Y uanc h un Zhou, Kapal Dev,

Sunder Ali Kho w a ja, and

Na w ab Muhammad F aseeh

Qureshi. Multimo dal-

b o ost: Multimo dal medi-

cal image sup er-resolution

using m ulti-atten tion net-

w ork with w a v elet trans-

form. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 20

(4):2420–2433, July 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3191387 .

Deng:2016:PHG

[DZH16] Su-Ping Deng, Lin Zh u, and

De-Sh uang Huang. Pre-

dicting h ub genes asso ciated

with cervical cancer through

gene co-expression net w orks.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 13(1):27–35,

Jan uary 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Dhar:2022:PTT

[DZMB22] Saura v Dhar, Chengc hen

Zhang, Ion I. Mandoiu, and

Mukul S. Bansal. TNet:

T ransmission net w ork infer-

ence using within-host strain

div ersit y and its applica-

tion to geographical trac k-

ing of CO

VID-19 spread.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(1):230–

242, Jan uary 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3096455 .

Dai:2024:DSB

[DZW24] Y uanfei Dai, Bin Zhang, and

Shiping W ang. Distan tly

sup ervised biomedical rela-

tion extraction via negativ e

learning and noisy studen t

self-training. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 21(6):1697–1708,

2024. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2024.3412174 .

ElBakry:2012:IDE

[EAS12] Ola ElBakry

, M. Omair

Ahmad, and M. N. S.

Sw am y . Iden tification of dif-

feren tially expressed genes

for time-course microarra y

data based on mo dified

RM ANO V A. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 9(2):451–466, Marc h

2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

ElBakry:2013:IGR

[EAS13] Ola ElBakry

, M. Omair Ah-

mad, and M. N. S. Sw am y .

Inference of gene regulatory

net w orks with v ariable time

dela y from time-series mi-

croarra y data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 10(3):671–687, Ma y

2013. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Emadi:2024:IF C

[EBP24] Marzieh Emadi, F arsad Za-

mani Boroujeni, and Jamshid

Pirgazi. Impro v ed fuzzy

cognitiv e maps for gene

regulatory net w orks infer-

ence based on time series

data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 21(6):1816–1829, 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3423383 .

Elmsallati:2016:GAP

[ECK16] Ahed Elmsallati, Connor

Clark, and Jugal Kalita.

Global alignmen t of protein-

protein in teraction net w orks:

a surv ey . IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 13(4):689–705, 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Esfahani:2014:IBP

[ED14] Mohammad Shahrokh Esfa-

hani and Edw ard R. Dough-

ert y . Incorp oration of bio-

logical path w a y kno wledge in

the construction of priors for optimal Ba y esian classifica-

tion. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 11

(1):202–218, Jan uary 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Esfahani:2015:OBF

[ED15] Mohammad Shahrokh Esfa-

hani and Edw ard R. Dough-

ert y . An optimization-based

framew ork for the transfor-

mation of incomplete biolog-

ical kno wledge in to a proba-

bilistic structure and its ap-

plication to the utilization of

gene/protein signaling path-

w a ys in discrete phenot yp e

classification. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 12(6):1304–1321,

No v em b er 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Eshra:2014:OPC

[EES14] Ab eer Eshra and Ayman

El-Sa y ed. An o dd par-

it y c hec k er protot yp e using

DNAzyme finite state ma-

c hine. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 11

(2):316–324, Marc h 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Elo:2008:R OT

[EFLA08] Laura L. Elo, Sanna Filen,

Riitta Lahesmaa, and T ero

Aittok allio. Repro ducibilit y-

optimized test statistic for

ranking genes in microarra y

studies. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 5(3):423–431, July 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Elias:2006:AAS

[EH06] Isaac Elias and Tzvik a Hart-

man. A 1.375-appro ximation

algorithm for sorting b y

transp ositions. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 3(4):369–379, Octo-

b er 2006. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

ElZein:2024:PCP

[ELH24] Y amane El Zein, Mathieu

Lema y , and K ´ evin Huguenin.

Priv aT ree: Collab orativ e

priv acy-preserving training

of decision trees on biomed-

ical data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 21(1):1–13, 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3286274 .

El-Manzala wy:2011:PMI

[EMDH11] Y asser El-Manzala wy , Drena

Dobbs, and V asan t Hona v ar.

Predicting MHC-I I bind-

ing affinit y using m ul-

tiple instance regression.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 8(4):1067–

1079, July 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Elmsallati:2018:IBN

[EMK18] Ahed Elmsallati, Ab dul-

ghani Msalati, and Jugal

Kalita. Index-based net-

w ork aligner of protein–

protein in teraction net w orks.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 15(1):330–

336, Jan uary 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Eisenhab er:2014:GEI

[ESW14] F rank Eisenhab er, Wing-Kin

Sung, and Limso on W ong.

Guest editorial for the in-

ternational conference on

genome informatics (GIW

2013). IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 11(1):5–6, Jan uary 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ev ans:2004:UDT

[EW04] Stev en N. Ev ans and T andy

W arno w. Uniden tifiable

div ergence times in rates-

across-sites mo dels. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 1(3):130–134,

July 2004. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Ezzat:2017:DTI

[EZW

+

17] Ali Ezzat, P eilin Zhao, Min

W u, Xiao-Li Li, and Chee-

Keong Kw oh. Drug-target

in teraction prediction with

graph regularized matrix

factorization. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 14(3):646–656, Ma y

2017. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

F rasca:2019:MPF

[FB19] Marco F rasca and Ni-

colo Cesa Bianc hi. Multitask

protein function prediction

through task dissimilarit y .

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 16(5):

1550–1560, Septem b er 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

F u:2024:HAP

[FDZ

+

24] Xiuhao F u, Hao Duan,

Xiaofeng Zang, Ch unling

Liu, Xingfeng Li, Qingc hen

Zhang, Zilong Zhang, Quan

Zou, and F eifei Cui. Hyb SEnc:

an an titub erculosis p eptide

predictor based on a h y-

brid feature v ector and

stac k ed ensem ble learning.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 21(6):

1897–1910, 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3425644 .

F o o:2024:HFI

[FF24] Y ong See F o o and Jen-

nifer Flegg. Haplot yp e

frequency inference from

p o oled genetic data with a

laten t m ultinomial mo del.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 21(6):

1864–1873, 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3420430 .

F abris:2016:EEC

[FFT16] F abio F abris, Alex A. F re-

itas, and Jennifer M. A.

T ullet. An extensiv e em-

pirical comparison of prob-

abilistic hierarc hical classi-

fiers in datasets of ageing-

related genes. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 13(6):1045–1058,

F eijao:2011:SBL

[FM11] P edro F eijao and Joao Mei-

danis. SCJ: a breakp oin t-

lik e distance that simplifies

sev eral rearrangemen t prob-

lems. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

8(5):1318–1329, Septem b er

2011. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

F elicioli:2012:BEA

[FM12] Claudio F elicioli and Rob erto

Marangoni. BpMatc h: An

efficien t algorithm for a seg-

men tal analysis of genomic

sequences. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 9(4):1120–1127, July

2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

F eijao:2013:EAF

[FM13] P edro F eijao and Joao Mei-

danis. Extending the

algebraic formalism for

genome rearrangemen ts to

include linear c hromosomes.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 10(4):819–

831, July 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

F ergus:2020:UDL

[FMA

+

20] P aul F ergus, Casimiro Curb elo

Mon ta ~ nez, Basma Ab dulaimma, P aulo Lisb oa, Carl

Chalmers, and Beth Pine-

les. Utilizing deep learn-

ing and genome wide asso-

ciation studies for epistatic-

driv en preterm birth classifi-

cation in African–American

w omen. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

17(2):668–678, Marc h 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2868667 .

F oto ohifiro ozabadi:2018:NFN

[FMD18] Samira F oto ohifiro ozabadi,

Mohd Sab eri Mohamad, and

Safaai Deris. NAHAL-

Flex: a n umerical and al-

phab etical hinge detection

algorithm for flexible pro-

tein structure alignmen t.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 15(3):934–

943, Ma y 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

F ages:2018:INC

[FMRS18] F ran¸ cois F ages, Thierry Mar-

tinez, Da vid A. Rosen blueth,

and Sylv ain Soliman. In-

fluence net w orks compared

with reaction net w orks: Se-

man tics, expressivit y and at-

tractors. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(4):1138–1151, July 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

F a:2014:NR G

[FN14] Rui F a and Asok e K. Nandi.

Noise resistan t generalized

parametric v alidit y index

of clustering for gene ex-

pression data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 11(4):741–752, July

2014. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

F u:2020:PDM

[FPC20] Laiyi F u, Qink e P eng, and

Ling Chai. Predicting DNA

meth ylation states with h y-

brid information based deep-

learning mo del. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(5):1721–1728,

Septem b er 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2909237 .

F erraro:2011:A CQ

[FPPR11] Nicola F erraro, Luigi P alop oli,

Simona P anni, and Si-

mona E. Rom b o. Asymmet-

ric comparison and query-

ing of biological net w orks.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 8(4):876–

889, July 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

F ages:2012:GEI

[FS12] F ran¸ cois F ages and Sylv ain

Soliman. Guest Editors’

in tro duction to the sp ecial

section on computational

metho ds in systems biology .

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 9(5):

1314–1315, Septem b er 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

F ages:2013:GEI

[FS13a] F ran¸ cois F ages and Sylv ain

Soliman. Guest Editors’

in tro duction to the sp ecial

section on computational

metho ds in systems biol-

ogy . IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

10(2):308–309, Marc h 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Florea:2013:GGT

[FS13b] Liliana D. Florea and

Stev en L. Salzb erg. Genome-

guided transcriptome as-

sem bly in the age of

next-generation sequencing.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 10(5):

1234–1240, Septem b er 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

F rith:2018:SDC

[FS18] Martin C. F rith and Anish

M. S. Shrestha. A simplified

description of c hild tables for

sequence similarit y searc h.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 15(6):

2067–2073, No v em b er 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Flores:2011:FFM

[FSB

+

11] Sam uel Coulb ourn Flores,

Mic hael Sherman, Christo-

pher M. Bruns, P eter East-

man, and Russ B. Altman.

F ast flexible mo deling of

RNA structure using in ter-

nal co ordinates. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 8(5):1247–1257,

Septem b er 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

F ujita:2011:ICR

[FSD

+

11] Andre F ujita, Joao Ri-

cardo Sato, Marcos Almeida

Demasi, Rui Y amaguc hi,

T epp ei Shimam ura, Car-

los Eduardo F erreira, Mari Cleide

Soga y ar, and Satoru Miy ano.

Inferring con tagion in reg-

ulatory net w orks. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioinformatics, 8(2):570–576,

Marc h 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

F ang:2016:IGS

[FSDR16] Yi F ang, Mengtian Sun,

Guo xian Dai, and Karthik

Ramain. The in trinsic geo-

metric structure of protein-

protein in teraction net w orks

for protein in teraction pre-

diction. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

13(1):76–85, Jan uary 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

F eng:2015:RES

[FSL

+

15] W eixing F eng, P eic hao Sang,

Deyuan Lian, Y ansheng

Dong, F engfei Song, Meng

Li, Bo He, F englin Cao, and

Y unlong Liu. ResSeq: en-

hancing short-read sequenc-

ing alignmen t b y rescu-

ing error-con taining reads.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 12(4):795–

798, July 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

F urlanello:2005:SLM

[FSMJ05] Cesare F urlanello, Maria

Serafini, Stefano Merler, and

Giusepp e Jurman. Semisu-

p ervised learning for molec-

ular profiling. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 2(2):110–118, April

2005. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

F ang:2021:EBB

[FSNF21] Qiong F ang, Dew ei Su,

Wilfred Ng, and Jian-

lin F eng. An effectiv e

biclustering-based frame-

w ork for iden tifying cell sub-

p opulations from scRNA-seq

data. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 18

(6):2249–2260, No v em b er/

Decem b er 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2979717 .

F an:2023:ECL

[FSP23] Y ongxian F an, Guicong

Sun, and Xiao y ong P an.

ELMo4m6A: a con textual

language em b edding-based

predictor for detecting RNA

N6-meth yladenosine sites.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 20(2):944–

954, Marc h 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3173323 .

F ang:2019:PPB

[FSX19] Chao F ang, Yi Shang, and

Dong Xu. Prediction of

protein bac kb one torsion

angles using deep resid-

ual inception neural net-

w orks. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 16

(3):1020–1028, Ma y 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

F ernandez:2015:FFB

[FVLN15] Edw ard B. F ernandez, Jason

Villarreal, Stefano Lonardi,

and W alid A. Na jjar. FHAST:

FPGA-based acceleration

of b o wtie in hardw are.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 12(5):

973–981, Septem b er 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Filip o vic:2020:CNM

[FVP

+

20] Jir ´ ı Filip o vic, Ondrej V´ avra,

Jan Plh´ ak, Da vid Bedn´ ar,

S ´ ergio M. Marques, Jan Bre-

zo vsk ´ y, Ludek Mat ysk a, and

Jir ´ ı Dam b orsk ´ y. Ca v erDo c k:

a no v el metho d for the fast

analysis of ligand transp ort.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 17(5):

1625–1638, Septem b er 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2907492 .

F eng:2020:EEL

[FW20] Zhan-Ying F eng and Y ong

W ang. ELF: Extract land-

mark features b y optimiz-

ing top ology main tenance,

redundancy

, and sp ecificit y .

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 17(2):411–

421, Marc h 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2846225 .

F reitas:2010:ICC

[FW A10] Alex A. F reitas, Daniela C.

Wieser, and Rolf Ap-

w eiler. On the imp or-

tance of comprehensible clas-

sification mo dels for pro-

tein function prediction.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 7(1):172–

182, Jan uary 2010. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

F eng:2022:CMI

[FWW

+

22] Changli F eng, Jin W u,

Haiy an W ei, Lei Xu, and

Quan Zou. CR

CF: a metho d

of iden tifying secretory pro-

teins of malaria parasites.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(4):2149–

2157, July 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3085589 .

F an:2019:ILS

[FWXZ19] Anjing F an, Haitao W ang,

Hua Xiang, and Xiufen

Zou. Inferring large-scale

gene regulatory net w orks us-

ing a randomized algorithm

based on singular v alue de-

comp osition. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(6):1997–2008,

No v em b er 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2825446 .

F an:2015:AMD

[FWY

+

15] Y etian F an, W ei W u, Jie

Y ang, W en yu Y ang, and

Rongrong Liu. An algorithm

for motif disco v ery with it-

eration on lengths of mo-

tifs. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 12

(1):136–141, Jan uary 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

F eng:2019:P AP

[FWY19] P engmian F eng, Zhen yi

W ang, and Xiao yu Y u. Pre-

dicting an timicrobial p ep-

tides b y using incremen t of

div ersit y with quadratic dis-

criminan t analysis metho d.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(4):1309–

1312, July 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

F eng:2022:I I I

[FXZS22] Shi-Hao F eng, Ch un-Qiu

Xia, P ei-Dong Zhang, and

Hong-Bin Shen. A b-Initio

mem brane protein amphi-

pathic helix structure predic-

tion using deep neural net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

19(2):795–805, Marc h 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3029274 .

F eng:2012:LSL

[FYSM12] Zen y Z. F eng, Xiao jian

Y ang, Sanjeena Sub edi, and

P aul D. McNic holas. The

LASSO and sparse least

squares regression metho ds

for SNP selection in pre-

dicting quan titativ e traits.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 9(2):629–

636, Marc h 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

F eng:2019:DLA

[FYZ

+

19] Y ujie F eng, F an Y ang, Xi-

c h uan Zhou, Y anli Guo,

F ang T ang, F engb o Ren,

Jish un Guo, and Sh uiw ang

Ji. A deep learning ap-

proac h for targeted con trast-

enhanced ultrasound based

prostate cancer detection.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 16(6):

1794–1801, No v em b er 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2835444 .

F aisal:2015:GNA

[FZM15] F azle Elahi F aisal, Han

Zhao, and Tijana Milenk o vi ´ c.

Global net w ork alignmen t

in the con text of aging.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 12(1):40–52,

Jan uary 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

F eng:2020:DMP

[FZM20] Y angqin F eng, Lei Zhang,

and Juan Mo. Deep mani-

fold preserving auto enco der

for classifying breast can-

cer histopathological im-

ages. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 17

(1):91–101, Jan uary 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2858763 .

F u:2023:DRD

[FZNZ23] Haitao F u, Cec heng Zhao,

Xiaoh ui Niu, and W en

Zhang. DRLM: a robust

drug represen tation learn-

ing metho d and its applica-

tions. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(6):3451–3460, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3213979 .

F an:2017:FTS

[FZWS17] Xiaofei F an, Xian Zhang,

Ligang W u, and Mic hael Shi.

Finite-time stabilit y analy-

sis of reaction-diffusion ge-

netic regulatory net w orks

with time-v arying dela ys.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 14(4):868–

879, July 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Gormez:2023:IMD

[GA23] Y asin G¨ ormez and Zafer Ay-

din. IGPRED-MultiT ask:

a deep learning mo del to

predict protein secondary

structure, torsion angles

and solv en t accessibilit y .

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 20(2):1104–

1113, Marc h 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3191395 .

Giard:2011:FSB

[GA GM11] Joac him Giard, P atrice Ron-

dao Alface, Jean-Luc Gala,

and Benoit Macq. F ast

surface-based tra v el depth

estimation algorithm for

macromolecule surface shap e

description. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 8(1):59–68, Jan uary

2011. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Gondeau:2021:O WN

[GAH

+

21] Alexandre Gondeau, Zahia

Aouab ed, Mohamed Hijri,

P edro R. P eres-Neto, and

Vladimir Mak arenk o v. Ob-

ject w eigh ting: a new clus-

tering approac h to deal with

outliers and cluster o v er-

lap in computational biol-

ogy . IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

18(2):633–643, Marc h 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2921577.

ing metho d for visual m u-

tan ts b y ligh t-induced lo co-

motor resp onse. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 11(4):693–701, July

2014. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Guo:2022:CMC

[GCC

+

22] Xiao juan Guo, Kew ei Chen,

Yingh ua Chen, Cheng jie

Xiong, Yi Su, Li Y ao, and

Eric M. Reiman. A com-

putational Mon te Carlo sim-

ulation strategy to deter-

mine the temp oral order-

ing of abnormal age on-

set among biomark ers of

Alzheimer#x0027;s disease.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 19(5):

2613–2622, 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3106939 .

Gonzalez-Cresp o:2023:BMT

[GCGCP

+

23] Isab el Gonz´ alez-Cresp o, An-

tonio G´ omez-Caama ~ no,

´

Oscar L´ op ez

P ouso, John D. F en wic k,

and Juan P ardo-Mon tero. A

biomathematical mo del of

tumor resp onse to radioim-

m unotherap y with αPDL1

and αCTLA4. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 20(2):808–821,

Marc h 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3174454 .

Gu:2021:EBB

[GCJ

+

21] Xiaotong Gu, Zehong Cao,

Alireza Jolfaei, P eng Xu,

Dongrui W u, Tzyy-Ping

Jung, and Chin-T eng Lin.

EEG-based brain-computer

in terfaces (BCIs): a sur-

v ey of recen t studies on

signal sensing tec hnologies

and computational in telli-

gence approac hes and their

applications. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(5):1645–1666,

Septem b er/Octob er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3052811 .

Guo:2018:RDM

[GCL

+

18] Yi-Nan Guo, Jian Cheng,

Sha Luo, Dun w ei Gong, and

Y u Xue. Robust dynamic

m ulti-ob jectiv e v ehicle rout-

ing optimization metho d.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 15(6):

1891–1903, No v em b er 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Cao:2010:IAM

[gCLL

+

10] Y ong gang Cao, Zuofeng

Li, F eifan Liu, Shashank

Agarw al, Qing Zhang, and

Hong Y u. An IR-aided ma-

c hine learning framew ork for

the BioCreativ e I I.5 c hal-

lenge. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 7(3):454–461, July 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Guo:2021:SNG

[GCY

+

21] Guim u Guo, Hongzhi Chen,

Da Y an, James Cheng,

Jak e Y. Chen, and Zec hen

Chong. Scalable De No v o

genome assem bly using a

pregel-lik e graph-parallel

system. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

18(2):731–744, Marc h 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2920912 .

Gao:2018:MMA

[GCZ18] Xin Gao, Jak e Y. Chen, and

Mohammed J. Zaki. Multi-

scale and m ultimo dal anal-

ysis for computational bi-

ology

. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(6):1951–1952, No v em b er

2018. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Ghosh:2022:BSS

[GD22] Debra j Ghosh and Ra jat K.

De. Blo c k searc h sto c has-

tic sim ulation algorithm

(BlSSSA): a fast sto c has-

tic sim ulation algorithm for

mo deling large bio c hemi-

cal net w orks. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 19(4):2111–2123,

July 2022. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2021.3070123 .

Grassi:2012:KSP

[GDM12] Elena Grassi, F ederico Di

Gregorio, and Iv an Mo-

lineris. KungF

Q: a sim-

ple and p o w erful approac h

to compress fastq files.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 9(6):

1837–1842, No v em b er 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Gonzalez-Dominguez:2018:MPC

[GDM18] Jorge Gonzalez-Dominguez

and Maria J. Martin. MPI-

GeneNet: P arallel calcula-

tion of gene co-expression

net w orks on m ulticore clus-

ters. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

15(5):1732–1737, Septem b er

2018. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Grueter:2021:RRS

[GDRLH21] Melissa Grueter, Kalani Du-

ran, Ram y a Ramalingam,

and Ran Lib eskind-Hadas.

Reconciliation reconsidered:

In searc h of a most rep-

resen tativ e reconciliation in

the duplication-transfer-loss

mo del. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

18(6):2136–2143, No v em-

b er/Decem b er 2021. CO-

DEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2942015 .

Gonzalez-Dominguez:2015:PED

[GD WK

+

15] Jorge Gonzalez-Dominguez,

Lars Wien brandt, Jan Chris-

tian Kassens, Da vid Elling-

haus, Manfred Sc himmler,

and Bertil Sc hmidt. P aral-

lelizing epistasis detection in

GW AS on FPGA and GPU-

accelerated computing sys-

tems. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 12(5):982–994, Septem-

b er 2015. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Gorec ki:2014:MDC

[GE14] P a w el G´ orec ki and Oliv er

Eulenstein. Maximiz-

ing deep coalescence cost.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 11(1):231–

242, Jan uary 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Gorec ki:2015:GTD

[GE15] P a w e G´ orec ki and Oliv er Eu-

lenstein. Gene tree diam-

eter for deep coalescence.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 12(1):155–

165, Jan uary 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Gorec ki:2018:BDG

[GE18] P a w el Gorec ki and Oliv er

Eulenstein. Bijectiv e di-

ameters of gene tree par-

simon y costs. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(5):1723–1727,

Septem b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Go o dacre:2017:PND

[GED

+

17] Norman Go o dacre, Nathan

Edw ards, Mark Danielsen,

P eter Uetz, and Cath y

W u. Predicting nsSNPs

that disrupt protein-protein

in teractions using do c king.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 14(5):

1082–1093, Septem b er 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Gorec ki:2013:UTR

[GET13] P a w el Gorec ki, Oliv er Eu-

lenstein, and Jerzy Tiuryn.

Unro oted tree reconcilia-

tion: a unified approac h.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 10(2):522–

536, Marc h 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Gorec ki:2021:UDD

[GET21] P a w e l G´ orec ki, Oliv er Eulen-

stein, and Jerzy Tiuryn. The

unconstrained diameters of

the duplication-loss cost and

the loss cost. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(6):2125–2135,

No v em b er/Decem b er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2919617 .

Go din:2010:QDS

[GF10] Christophe Go din and P as-

cal F erraro. Quan tifying

the degree of self-nestedness

of trees: Application to

the structural analysis of

plan ts. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

7(4):688–703, Octob er 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Gong:2016:PD A

[GF G16] Y anmin Gong, Y uguang

F ang, and Y uanxiong Guo.

Priv ate data analytics on

biomedical sensing data

via distributed computa-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

13(3):431–444, Ma y 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Guo:2021:DMS

[GF G

+

21] Hongzhe Guo, Yilei F u,

Y an Gao, Jun yi Li, Y adong

W ang, and Bo Liu. deGSM:

Memory scalable construc-

tion of large scale de Bruijn

graph. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 18

(6):2157–2166, No v em b er/

Decem b er 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2913932 .

Gordon:2013:HWP

[GFS13] Kev aughn Gordon, Eric

F ord, and Katherine St.

John. Hamiltonian w alks

of ph ylogenetic treespaces.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 10(4):1076–

1079, July 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Gysel:2011:EIC

[GG11] Rob Gysel and Daniel Gus-

field. Extensions and im-

pro v emen ts to the c hordal

graph approac h to the m ul-

tistate p erfect ph ylogen y

problem. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 8(4):912–917, July 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Gao:2013:MMA

[GGH

+

13] Qian Gao, Da vid Gilb ert,

Monik a Heiner, F ei Liu,

Daniele Maccagnola, and

Da vid T ree. Multiscale

mo deling and analysis of

planar cell p olarit y in the

Dr osophila wing. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 10(2):337–351,

Marc h 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ganapath y:2006:PIB

[GGJ

+

06] Ganeshkumar Ganapath y ,

Barbara Go o dson, Rob ert

Jansen, Hai son Le, Vi-

ja y a Ramac handran, and

T andy W arno w. P attern

iden tification in biogeograph y . IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 3

(4):334–346, Octob er 2006.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Gonzalez:2021:BIL

[GGM21] Miguel Gonz´ alez, Cristina

Guti ´ errez, and Ro drigo

Mart ´ ınez. Ba y esian infer-

ence in Y-link ed t w o-sex

branc hing pro cesses with

m utations: ABC approac h.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 18(2):525–

538, Marc h 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2921308 .

Geno v ese:2008:SAH

[GGP08] Loredana M. Geno v ese, Fil-

ipp o Geraci, and Marco P el-

legrini. Sp eedHap: An ac-

curate heuristic for the sin-

gle individual SNP haplot yp-

ing problem with man y gaps,

high reading error rate and

lo w co v erage. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 5(4):492–502, Octo-

b er 2008. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Gan:2014:ICR

[GGZZ14] Y anglan Gan, Jihong Guan,

Sh uigeng Zhou, and W eix-

iong Zhang. Iden tifying

cis-regulatory elemen ts and

mo dules using conditional

random fields. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 11(1):73–82, Jan uary

2014. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Gam b ette:2008:ILP

[GH08a] Philipp e Gam b ette and

Daniel H. Huson. Impro v ed

la y out of ph ylogenetic net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 5(3):472–479, July 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Giancarlo:2008:GEI

[GH08b] Raffaele Giancarlo and Srid-

har Hannenhalli. Guest Edi-

tors’ in tro duction to the sp e-

cial section on algorithms in

bioinformatics. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 5(4):482–483, Octo-

b er 2008. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Golshan:2015:OLB

[GH15] Hosein M. Golshan and Reza

P . R. Hasanzadeh. An

optimized LMMSE based

metho d for 3D MRI denois-

ing. IEEE/A

CM T r ansac-

tions on Computational Biolo gy and Bioinformatics,

12(4):861–870, July 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Gustafsson:2005:CAL

[GHL05] Mik a Gustafsson, Mic hael

Hornquist, and Anna Lom-

bardi. Constructing and an-

alyzing a large-scale gene-

to-gene regulatory net w ork-

lasso-constrained inference

and biological v alidation.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 2(3):254–

261, July 2005. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Gao:2022:MSC

[GHZ

+

22] Shan Gao, Renmin Han, Xi-

angrui Zeng, Zhiy ong Liu,

Min Xu, and F a Zhang.

Macromolecules structural

classification with a 3D

dilated dense net w ork in

cry o-electron tomograph y .

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(1):209–

219, Jan uary 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3065986 .

Guo:2019:GES

[GJH19] F eng-Biao Guo, Xinglai Ji,

and Jian Huang. Guest

editorial for sp ecial sec-

tion on the 7th National

Conference on Bioinformat-

ics and Systems Biology of

China. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(4):1262–1263, July 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Gopinath:2015:DKD

[GJK15] Krishnasam y Gopinath, Ra-

mara j Ja y akumarara j, and

Muth usam y Karthik ey an.

D APD: a kno wledgebase

for diab etes asso ciated pro-

teins. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(3):604–610, Ma y 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Garcia-Jimenez:2014:PPR

[GJPSV14] Beatriz Garc ´ ıa-Jim ´ enez, Tirso

P ons, Araceli Sanc his, and

Alfonso V alencia. Predict-

ing protein relationships to

h uman path w a ys through a

relational learning approac h

based on simple sequence

features. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

11(4):753–765, July 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Guillemot:2011:CSM

[GJS11] Sylv ain Guillemot, Jes-

p er Jansson, and Wing-

Kin Sung. Computing a

smallest m ultilab eled ph y-

logenetic tree from ro oted

triplets. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

8(4):1141–1147, July 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Gong:2023:SNS

[GJSB23] Tiansu Gong, F usong Ju,

Shiw ei Sun, and Dongb o

Bu. SASA-Net: a spatial-

a w are self-atten tion mec h-

anism for building pro-

tein 3D structure directly

from in ter- residue dis-

tances. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(6):3482–3488, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3240456 .

Guo:2014:RFE

[GJY

+

14] Jing Guo, Ritik a Jain, P eng

Y ang, Rui F an, Chee Keong

Kw oh, and Jie Zheng. Re-

liable and fast estimation of

recom bination rates b y con-

v ergence diagnosis and par-

allel Mark o v Chain Mon te

Carlo. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

Biolo gy and Bioinformat-

ics, 19(5):2697–2711, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3106311 .

Gregory:2014:LFD

[GMCB14] Karl B. Gregory

, Amin A.

Momin, Kevin R. Co om b es,

and V eerabhadran Baladan-

da yuthapani. Laten t fea-

ture decomp ositions for in-

tegrativ e analysis of m ulti-

platform genomic data.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 11(6):

984–994, No v em b er 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Gusev:2008:HSG

[GMP08] Alexander Gusev, Ion I.

M~ andoiu, and Bogdan P a ¸ saniuc.

Highly scalable genot yp e

phasing b y en trop y min-

imization. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 5(2):252–261, April

2008. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Ghorai:2011:CCG

[GMSD11] San tan u Ghorai, Anirban

Mukherjee, Sanghamitra

Sengupta, and Pranab K.

Dutta. Cancer classifica-

tion from gene expression data b y NPPC ensem ble.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(3):

659–671, Ma y/June 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Goni:2013:NAI

[Gon13] Osman Goni. A new ap-

proac h to implemen t ab-

sorbing b oundary condition

in biomolecular electrostat-

ics. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

10(3):799–804, Ma y 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Gossler:2011:CBM

[Gos11] Gregor Gossler. Comp onen t-

based mo deling and reac ha-

bilit y analysis of genetic net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 8(3):672–682, Ma y/June

2011. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Goutsias:2006:HMM

[Gou06] John Goutsias. A hidden

Mark o v mo del for transcrip-

tional regulation in single

cells. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

3(1):57–71, Jan uary 2006.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Guo:2020:NEE

[GPC

+

20] Qian Guo, Tianhong P an,

Shan Chen, Xiaob o Zou, and

Doroth y Y u Huang. A no v el

edge effect detection metho d

for real-time cellular ana-

lyzer using functional prin-

cipal comp onen t analysis.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 17(5):

1563–1572, Septem b er 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2903094 .

Gorec ki:2017:UDD

[GPE17] P a w el P a w el Gorec ki, Jarosla w

P aszek, and Oliv er Eulen-

stein. Unconstrained diam-

eters for deep coalescence.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 14(5):

1002–1012, Septem b er 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Gibbs:2020:A VS

[GPF

+

20] Jonathon A. Gibbs, Mic hael P .

P ound, Andrew P . F renc h,

Darren M. W ells, Erik H.

Murc hie, and T on y P . Prid-

more. Activ e vision and

surface reconstruction for

3D plan t sho ot mo delling.

IEEE/A

CM T r ansactions on Computational Biolo gy

and Bioinformatics, 17(6):

1907–1917, No v em b er 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2896908 .

Gong:2016:GBN

[GPMH16] Maoguo Gong, Zhenglin

P eng, Lijia Ma, and Jiaxi-

ang Huang. Global biological

net w ork alignmen t b y using

efficien t memetic algorithm.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 13(6):

1117–1129, No v em b er 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Gomez-Pulido:2015:ABA

[GPScF15] Juan A. Gomez-Pulido,

Bertil Sc hmidt, and W u c h un

F eng. Accelerating bioin-

formatics applications via

emerging parallel comput-

ing systems. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 12(5):971–972,

Septem b er 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ganor:2020:NGT

[GPZ20] Dor Ganor, Ron Y. Pin-

ter, and Meira v Zeha vi. A

note on GRegNetSim: a

to ol for the discrete sim u-

lation and analysis of ge-

netic regulatory net w orks.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 17(1):316–

320, Jan uary 2020. CO-

DEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2878749 .

Gramm:2004:PT A

[Gra04] Jens Gramm. A p olynomial-

time algorithm for the

matc hing of crossing con tact-

map patterns. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 1(4):171–180, Octo-

b er 2004. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Ge:2021:CMB

[GRD

+

21] Y an Ge, Philipp Rosendahl,

Claudio Dur´ an, Nicole T¨ opfner,

Sara Ciucci, Jo c hen Guc k,

and Carlo Vittorio Cannis-

traci. Cell mec hanics based

computational classification

of red blo o d cells via ma-

c hine in telligence applied to

morpho-rheological mark ers.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 18(4):1405–

1415, July/August 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2945762 .

GaneshKumar:2014:HAB

[GRD

V14] Pugalendhi GaneshKumar,

Chellasam y Rani, Duraira j

Dev ara j, and T. Aruldoss Al-

b ert Victoire. Hybrid an t b ee

algorithm for fuzzy exp ert

system based sample classi-

fication. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

11(2):347–360, Marc h 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Go effon:2008:PTN

[GRH08] Adrien Go effon, Jean-Mic hel

Ric her, and Jin-Kao Hao.

Progressiv e tree neigh b or-

ho o d applied to the max-

im um parsimon y problem.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 5(1):136–

145, Jan uary 2008. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ghasemi:2023:CDG

[GRK23] Mahdieh Ghasemi, Maseud

Rahgozar, and Ka v eh Ka v ousi.

Complex disease genes iden-

tification using a hetero-

geneous net w ork em b ed-

ding approac h. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 20(2):875–882,

Marc h 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3175598 .

Garcia:2013:GD A

[GRS

+

13] Sara P

. Garcia, Joao M. O. S.

Ro drigues, Sergio San tos,

Diogo Pratas, V era Afreixo,

Carlos Bastos, P aulo J.

S. G. F erreira, and Ar-

mando J. Pinho. A ge-

nomic distance for assem-

bly comparison based on

compressed maximal exact

matc hes. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

10(3):793–798, Ma y 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Grusea:2011:DNC

[Gru11] Simona Grusea. On the

distribution of the n um b er

of cycles in the breakp oin t

graph of a random signed

p erm utation. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 8(5):1411–1416,

Septem b er 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Grunew ald:2013:SCS

[GSB

+

13] Stefan Grunew ald, Andreas

Spillner, Sarah Bastk o wski,

Anja Bogershausen, and

Vincen t Moulton. Sup erQ:

Computing sup ernet w orks

from quartets. IEEE/A CM

T r ansactions on Computational Biolo gy and Bioin-

formatics, 10(1):151–160,

Jan uary 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Grew al:2017:EA O

[GSC17] Nivit Grew al, Shailendra

Singh, and T rilok Chand. Ef-

fect of aggregation op erators

on net w ork-based disease

gene prioritization: a case

study on blo o d disorders.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 14(6):

1276–1287, No v em b er 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Gao:2018:ISE

[GSC

+

18] Shangce Gao, Sh uangbao

Song, Jiujun Cheng, Y uki

T o do, and MengCh u Zhou.

Incorp oration of solv en t ef-

fect in to m ulti-ob jectiv e ev o-

lutionary algorithm for im-

pro v ed protein structure pre-

diction. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(4):1365–1378, July 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Gremme:2013:GCS

[GSK13] Gordon Gremme, Sasc ha

Stein biss, and Stefan Kurtz.

GenomeT o ols: a comprehen-

siv e soft w are library for ef-

ficien t pro cessing of struc-

tured genome annotations.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 10(3):645–

656, Ma y 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Guo:2018:GPS

[GSX

+

18] W eian Guo, Chengy ong Si,

Y u Xue, Y anfen Mao, Lei

W ang, and Qidi W u. A

grouping particle sw arm

optimizer with p ersonal-

b est-p osition guidance for

large scale optimization.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 15(6):

1904–1915, No v em b er 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ganaie:2024:EDR

[GT24] M. A. Ganaie and M. T an-

v eer. Ensem ble deep random

v ector functional link net-

w ork using privileged infor-

mation for Alzheimer’s dis-

ease diagnosis. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 21(4):534–545, July

2024. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2022.3170351 .

Gabr:2015:RAP

[GTDK15] Haitham Gabr, Andrei

T o dor, Alin Dobra, and

T amer Kah v eci. Reac h-

abilit y analysis in proba-

bilistic biological net w orks.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 12(1):53–66,

Jan uary 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Gao:2021:P AM

[GTL

+

21] Jianliang Gao, Ling Tian,

T engfei Lv, Jianxin W ang,

Bo Song, and Xiaoh ua

Hu. Protein2V ec: Align-

ing m ultiple PPI net w orks

with represen tation learn-

ing. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 18

(1):240–249, Jan uary 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2937771 .

Guo:2024:GBF

[GTL

+

24] Rui Guo, Xu Tian, Hanhe

Lin, Stephen McKenna,

Hong-Dong Li, F ei Guo, and

Jin Liu. Graph-based fusion

of imaging, genetic and clini-

cal data for degenerativ e dis-

ease diagnosis. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 21(1):57–68, 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3335369 .

Goldw eb er:2017:PGB

[GTTR

+

17] Scott Goldw eb er, Jamal

Theo dore, John T orcivia-

Ro driguez, V ahan Simon y an,

and Ra ja Mazumder. Pub-

cast and Genecast: Bro ws-

ing and exploring publica-

tions and asso ciated curated

con ten t in biology through

mobile devices. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 14(2):498–500,

Marc h 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Gao:2023:CCN

[GTX

+

23] Zhen Gao, Jin T ang, Jun-

feng Xia, Ch un-Hou Zheng,

and Pi-Jing W ei. CN-

NGRN: a con v olutional neu-

ral net w ork-based metho d

for gene regulatory net-

w ork inference from bulk

time-series expression data.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 20(5):

2853–2861, 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3282212 .

Gu:2016:MSO

[Gu16] Xu Gu. A m ulti-state optimization framew ork for pa-

rameter estimation in bio-

logical systems. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 13(3):472–482, Ma y

2016. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Gusfield:2004:INA

[Gus04a] Dan Gusfield. In tro duc-

tion of new Asso ciate Edi-

tors. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 1

(3):97, July 2004. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Gusfield:2004:I IA

[Gus04b] Dan Gusfield. In tro duction

to the IEEE/A

CM T rans-

actions on Computational

Biology and Bioinformat-

ics. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 1(1):2–3, Jan uary 2004.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Gusfield:2005:EST

[Gus05] Dan Gusfield. Editorial-

state of the transaction.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 2(1):

39, Jan uary 2005. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Gusfield:2006:INA

[Gus06a] Dan Gusfield. In tro duc-

tion of new Asso ciate Ed-

itors. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 3(2):97, April 2006.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Gusfield:2006:SJ

[Gus06b] Dan Gusfield. State of

the journal. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 3(1):1, Jan uary 2006.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Gusfield:2007:AEAa

[Gus07a] Dan Gusfield. Asso ciate Ed-

itor appreciation and w el-

come. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 4(1):2, Jan uary 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Gusfield:2007:AEAb

[Gus07b] Dan Gusfield. Asso ciate Ed-

itor appreciation and w el-

come. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 4(3):321, July 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Gusfield:2007:SJ

[Gus07c] Dan Gusfield. State of

the Journal. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 4(1):1, Jan uary 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Gusfield:2008:EE

[Gus08] Dan Gusfield. EIC edito-

rial. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 5(4):481, Octob er 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Gusfield:2009:FFY

[Gus09a] Dan Gusfield. Final,

fiv e-y ear end, editorial.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 6(1):1–

2, Jan uary 2009. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Gusfield:2009:OEE

[Gus09b] Dan Gusfield. Outgoing

EIC editorial for this sp e-

cial section of TCBB with

the theme of ph ylogenet-

ics. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 6(1):96, Jan uary 2009.

analyzing cancer surviv al

data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

18(2):500–511, Marc h 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2920770 .

Guan:2022:DD A

[GZYL22] Bo xin Guan, Y uhai Zhao,

Ying Yin, and Y uan Li.

Detecting disease-asso ciated

SNP–SNP in teractions us-

ing progressiv e screening

memetic algorithm. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 19(2):878–887,

Marc h 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3019256 .

Higa:2013:GSG

[HAH13] Carlos H. A. Higa, T ales P .

Andrade, and Ronaldo F u-

mio Hashimoto. Gro wing

seed genes from time se-

ries data and thresholded

Bo olean net w orks with p er-

turbation. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 10(1):37–49, Jan uary

2013. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Hashemikhabir:2012:LSS

[HAK

+

12] Sey edsasan Hashemikhabir,

Eyup Serdar Ay az, Y usuf

Ka vurucu, T olga Can, and

T amer Kah v eci. Large-

scale signaling net w ork re-

construction. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 9(6):1696–1708,

No v em b er 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Han:2010:NPC

[Han10] Xiao xu Han. Nonnegativ e

principal comp onen t analy-

sis for cancer molecular pat-

tern disco v ery . IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 7(3):537–549, July

2010. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Ha wkins:2005:ARN

[HB05] John Ha wkins and Mik ael

Bo den. The applicabilit y

of recurren t neural net w orks

for biological sequence anal-

ysis. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 2(3):243–253, July 2005.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Hudek:2011:FSL

[HB11] Alexander K. Hudek and

Daniel G. Bro wn. FEAST:

Sensitiv e lo cal alignmen t

with m ultiple rates of ev o-

lution. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 8(3):698–709, Ma y/June

2011. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Hic k ey:2011:AAN

[HBC

+

11] Glenn Hic k ey , Mathieu

Blanc hette, P az Carmi, Anil

Mahesh w ari, and Norb ert

Zeh. An appro ximation

algorithm for the Noah’s

Ark Problem with random

feature loss. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 8(2):551–556, Marc h

2011. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Huang:2016:GES

[HBG16] De-Sh uang Huang, Vi-

toan tonio Bevilacqua, and

M. Mic hael Gromiha. Guest

editorial for sp ecial sec-

tion on the 10th In terna-

tional Conference on In tel-

ligen t Computing (ICIC).

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 13(1):1–3,

Jan uary 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Huang:2017:GES

[HBG17] De-Sh uang Huang, Vitoan tonio Bevilacqua, and

M. Mic hael Gromiha. Guest

editorial for sp ecial sec-

tion on the 11th In terna-

tional Conference on In-

telligen t Computing ICIC.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 14(5):

1104–1105, Septem b er 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Huang:2018:GES

[HBG18] De-Sh uang Huang, Vi-

toan tonio Bevilacqua, and

M. Mic hael Gromiha. Guest

editorial for sp ecial sec-

tion on the 12th In terna-

tional Conference on In-

telligen t Computing ICIC.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 15(5):

1433–1435, Septem b er 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Huang:2019:GES

[HBG19] De-Sh uang Huang, Vi-

toan tonio Bevilacqua, and

M. Mic hael Gromiha. Guest

editorial for sp ecial sec-

tion on the 13th In terna-

tional Conference on In-

telligen t Computing ICIC.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(3):749–

750, Ma y 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Huang:2020:GES

[HBG20] De-Sh uang Huang, Vi-

toan tonio Bevilacqua, and

Mic hael Gromiha. Guest ed-

itorial for sp ecial section on

the 14th In ternational Con-

ference on In telligen t Com-

puting (ICIC). IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(5):1474–1475,

Septem b er 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2989800 .

Huang:2021:GES

[HBG21] De-Sh uang Huang, Vi-

toan tonio Bevilacqua, and

M. Mic hael Gromiha. Guest

editorial for sp ecial sec-

tion on the 15th In terna-

tional Conference on In tel-

ligen t Computing (ICIC).

IEEE/A

CM T r ansactions

on Computational Biol-

o gy and Bioinformatics, 18

(5):1730–1732, Septem b er/

Octob er 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3065722 .

Hanczar:2012:NMC

[HBH12] Blaise Hanczar and Avner

Bar-Hen. A new mea-

sure of classifier p erformance for gene expression data.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 9(5):

1379–1386, Septem b er 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Hartmann:2019:EAS

[HBM19] T om Hartmann, Matthias

Bern t, and Martin Midden-

dorf. An exact algorithm

for sorting b y w eigh ted pre-

serving genome rearrange-

men ts. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(1):52–62, Jan uary 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Hartmann:2021:SSP

[HBM21] T om Hartmann, Max Ban-

nac h, and Martin Midden-

dorf. Sorting signed p er-

m utations b y in v erse tan-

dem duplication random

losses. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 18

(6):2177–2188, No v em b er/

Decem b er 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2917198 .

Haac k:2013:SRL

[HBR

U13] Fiete Haac k, Kevin Bur-

rage, Ronald Redmer, and

Adelinde M. Uhrmac her.

Studying the role of lipid

rafts on protein receptor

bindings with cellular au-

tomata. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

10(3):760–770, Ma y 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Huang:2007:EGS

[HC07] D. Huang and T omm y

Cho w. Effectiv e gene selec-

tion metho d with small sam-

ple sets using gradien t-based

and p oin t injection tec h-

niques. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 4(3):467–475, July 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Hu:2013:UBT

[HC13] Allen L. Hu and Keith C. C.

Chan. Utilizing b oth top o-

logical and attribute infor-

mation for protein complex

iden tification in PPI net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

10(3):780–792, Ma y 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Healy:2014:AKM

[HC14a] John Healy and Desmond

Cham b ers. Appro ximate k - mer matc hing using fuzzy

hash maps. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 11(1):258–264,

Jan uary 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Horta:2014:SMC

[HC14b] Danilo Horta and Ricardo J.

G. B. Camp ello. Similar-

it y measures for comparing

biclusterings. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 11(5):942–954,

Septem b er 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Huang:2015:GEA

[HC15] Hsien-Da Huang and Yi-

Ping Pho eb e Chen. Guest

editorial for the 13th Asia

P acific Bioinformatics Con-

ference. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(6):1217–1218, No v em b er

2015. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Hsieh:2016:F CM

[HC16] Sun-Y uan Hsieh and Y u-

Ch un Chou. A faster cDNA

microarra y gene expression

data classifier for diagnosing

diseases. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

13(1):43–54, Jan uary 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Hu:2017:ECF

[HC17] Lun Hu and Keith C. C.

Chan. Extracting co ev olu-

tionary features from pro-

tein sequences for predict-

ing protein–protein in terac-

tions. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 14

(1):155–166, Jan uary 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

He:2018:EGC

[HC18] Tian tian He and Keith

C. C. Chan. Ev olution-

ary graph clustering for

protein complex iden tifica-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(3):892–904, Ma y 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

He:2019:MBP

[HC19] Tian tian He and Keith C. C.

Chan. Measuring b ound-

edness for protein complex

iden tification in PPI net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(3):967–979, Ma y 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

He:2024:QEQ

[HC24] Zaob o He and Zhip eng

Cai. Quan tifying the ef-

fect of quaran tine con trol

and optimizing its cost

in CO

VID-19 pandemic.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 21(4):803–

813, July 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3215559 .

Han:2010:MPC

[HCA

+

10] Ju Han, Hang Chang, Ku-

mari Andara w ew a, P aul

Y asw en, Mary Helen Barcellos-

Hoff, and Bahram P arvin.

Multidimensional profiling of

cell surface proteins and n u-

clear mark ers. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 7(1):80–90, Jan uary

2010. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Ho que:2011:TR G

[HCLS11] Md T amjidul Ho que, Madh u

Chett y , Andrew Lewis, and

Ab dul Sattar. Twin re-

mo v al in genetic algorithms

for protein structure pre-

diction using lo w-resolution

mo del. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

8(1):234–245, Jan uary 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Hartmann:2018:CTD

[HCMB18] T om Hartmann, An-Chiang

Ch u, Martin Middendorf,

and Matthias Bern t. Com-

binatorics of tandem dupli-

cation random loss m uta-

tions on circular genomes.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 15(1):83–95,

Jan uary 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Halder:2019:LI I

[HCN

+

19] An up Kumar Halder, Piy ali

Chatterjee, Mita Nasipuri,

Dariusz Plew czynski, and

Subhadip Basu. 3gClust:

Human protein cluster anal-

ysis. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

16(6):1773–1784, No v em b er

2019. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

abs/10.1109/TCBB.2018.

2840996 .

Huang:2014:SAI

[HCQ14] Y ufei Huang, Yidong Chen,

and Xiaoning Qian. Se-

lected articles from the 2012

IEEE In ternational W orkshop on Genomic Signal Pro-

cessing and Statistics (GEN-

SIPS 2012). IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 11(6):981–983,

No v em b er 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Hsiao:2024:NMC

[HD24] Y en-Che Hsiao and Ab-

hishek Dutta. Net w ork mo d-

eling and con trol of dynamic

disease path w a ys, review and

p ersp ectiv es. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 21(5):1211–1230,

Septem b er/Octob er 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3378155 .

Huson:2004:PSN

[HDKS04] Daniel H. Huson, T obias

Dezulian, T obias Klopp er,

and Mik e A. Steel. Ph ylo-

genetic sup er-net w orks from

partial trees. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 1(4):151–158, Octo-

b er 2004. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Hu:2018:FSO

[HDS

+

18] Bin Hu, Y ongqiang Dai,

Y un Su, Philip Mo ore, Xi-

ao w ei Zhang, Chengsheng

Mao, Jing Chen, and Lixin

Xu. F eature selection for

optimized high-dimensional

biomedical data using an im-

pro v ed sh uffled frog leap-

ing algorithm. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(6):1765–1773,

No v em b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Hashem:2018:CML

[HEE

+

18] Soma y a Hashem, Gamal Es-

mat, W afaa Elak el, Shahira

Habash y , Safaa Ab del Raouf,

Mohamed Elhefna wi, Mo-

hamed Elada wy , and Mah-

moud ElHefna wi. Com-

parison of mac hine learn-

ing approac hes for predic-

tion of adv anced liv er fibro-

sis in c hronic hepatitis C pa-

tien ts. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(3):861–868, Ma y 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ha y amizu:2017:CMS

[HEF17] Momok o Ha y amizu, Hiroshi

Endo, and Kenji F ukumizu.

A c haracterization of mini-

m um spanning tree-lik e met-

ric spaces. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 14(2):468–471,

Marc h 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Hamad:2018:D WU

[HEK18] Safw at Hamad, Ahmed El-

hadad, and Amal Khal-

ifa. DNA w atermarking us-

ing co don p ostfix tec hnique.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 15(5):

1605–1610, Septem b er 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Hec h t:2007:HTL

[HF07] Da vid Hec h t and Gary F o-

gel. High-throughput lig-

and screening via precluster-

ing and ev olv ed neural net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 4(3):476–484, July 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Huang:2012:GCU

[HF12] Hong Huang and Hailiang

F eng. Gene classification

using parameter-free semi-

sup ervised manifold learn-

ing. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 9(3):818–827, Ma y 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

from mixed tumor sam-

ples. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 15

(1):96–108, Jan uary 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Hafemeister:2011:SOP

[HKS11] Christoph Hafemeister, Roland

Krause, and Alexander

Sc hliep. Selecting oligon u-

cleotide prob es for whole-

genome tiling arra ys with

a cross-h ybridization p oten-

tial. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

8(6):1642–1652, No v em b er

2011. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Hirose:2018:SCT

[HKT

+

18] Osam u Hirose, Shotaro

Ka w aguc hi, T erumasa T oku-

naga, Y u T o y oshima, T ak a yuki

T eramoto, Sa yuri Kuge,

T ak eshi Ishihara, Y uic hi

Iino, and Ry o Y oshida.

SPF-CellT rac k er: T rac k-

ing m ultiple cells with

strongly-correlated mo v es

using a spatial particle filter.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 15(6):

1822–1831, No v em b er 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Han:2016:GI I

[HL16] Kyungso ok Han and Jeongho on

Lee. GeneNetFinder2: Im-

pro v ed inference of dy-

namic gene regulatory re-

lations with m ultiple regu-

lators. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

13(1):4–11, Jan uary 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Huang:2021:NCP

[HL21] Hai-Hui Huang and Y ong

Liang. A no v el Co x pro-

p ortional hazards mo del for

high-dimensional genomic

data in cancer progno-

sis. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 18

(5):1821–1830, Septem b er/

Octob er 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2961667 .

Hu:2017:GRS

[HLDZ17] Hailong Hu, Zhong Li,

Hongw ei Dong, and Tianhe

Zhou. Graphical represen-

tation and similarit y anal-

ysis of protein sequences

based on fractal in terp ola-

tion. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 14

(1):182–192, Jan uary 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Huang:2010:HRR

[HLG10] Liang-Tsung Huang, Lien-

F u Lai, and M. Mic hael

Gromiha. Human-readable

rule generator for in tegrating

amino acid sequence infor-

mation and stabilit y of m u-

tan t proteins. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 7(4):681–687, Octo-

b er 2010. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Hu:2021:DDS

[HLGS21] Y ue Hu, Jin-Xing Liu, Ying-

Lian Gao, and Junliang

Shang. DSTPCA: Double-

sparse constrained tensor

principal comp onen t analy-

sis metho d for feature se-

lection. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 18(4):1481–1491, July/

August 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2943459 .

Huang:2011:IHA

[HLH11] Chao-W en Huang, W un-

Shiun Lee, and Sun-Y uan

Hsieh. An impro v ed heuris-

tic algorithm for finding

motif signals in DNA se-

quences. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 8(4):959–975, July 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Hind:2020:NAD

[HLHAJ20] Jade Hind, P aulo Lisb oa,

Abir J. Hussain, and Dhiy a

Al-Jumeily

. A no v el ap-

proac h to detecting epista-

sis using random sampling

regularisation. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(5):1535–1545,

Septem b er 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2948330 .

He:2018:TSB

[HLL

+

18a] Xin yu He, Lish uang Li, Y ang

Liu, Xiaoming Y u, and Jun

Meng. A t w o-stage biomed-

ical ev en t trigger detection

metho d in tegrating feature

selection and w ord em b ed-

dings. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 15

(4):1325–1332, July 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Hu:2018:CBG

[HLL18b] Meng Hu, W u Li, and

Hualou Liang. A copula-

based Granger causalit y

measure for the analysis

of neural spik e train data.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 15(2):562–

569, Marc h 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Huang:2022:NMC

[HLL

+

22] Xin Huang, Zhenqian Liao,

Bing Liu, F engmei T ao,

Benzhe Su, and Xiaoh ui

Lin. A no v el metho d for

constructing classification

mo dels b y com bining dif-

feren t biomark er patterns.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(2):786–

794, Marc h 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3022076 .

Harmer:2019:BCC

[HLLO19] Russ Harmer, Yv es-Stan Le

Cornec, Sebastien Legare,

and Eugenia Osh urk o. Bio-

curation for cellular sig-

nalling: The KAMI Pro ject.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 16(5):

1562–1573, Septem b er 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Halasz:2013:ASS

[HLM

+

13] Adam M. Halasz, Hong-

Jian Lai, Meghan M. Mc-

Cab e, Krishnan Radhakrish-

nan, and Jerem y S. Ed-

w ards. Analytical solu-

tion of steady-state equa-

tions for c hemical reaction

net w orks with bilinear rate

la ws. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

10(4):957–969, July 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Lin:2011:DMF

[hLMBJ11] Tien ho Lin, Rob ert F.

Murph y , and Ziv Bar-

Joseph. Discriminativ e mo-

tif finding for predicting

protein sub cellular lo caliza-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

8(2):441–451, Marc h 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

He:2020:DSJ

[HLN20] Yic heng He, Junfeng Liu,

and Xia Ning. Drug selec-

tion via join t push and learn-

ing to rank. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(1):110–123,

Jan uary 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2848908.

Hu:2018:ARE

[HLSR18] Bin Hu, Xiao w ei Li, Sh ut-

ing Sun, and Mart yn Rat-

cliffe. A tten tion recogni-

tion in EEG-based affec-

tiv e learning researc h us-

ing CFS + KNN algo-

rithm. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(1):38–45, Jan uary 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Hak en b erg:2010:EEP

[HL V

+

10] J¨ org Hak en b erg, Rob ert

Leaman, Nguy en Ha V o,

Siddhartha Jonnalagadda,

Ry an Sulliv an, Christopher

Miller, Luis T ari, Chitta

Baral, and Graciela Gon-

zalez. Efficien t extraction

of protein-protein in terac-

tions from full-text arti-

cles. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 7(3):481–494, July 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Huang:2015:EMS

[HL W15] Lei Huang, Li Liao, and

Cath y H. W u. Ev olutionary

mo del selection and param-

eter estimation for protein–

protein in teraction net w ork

based on differen tial ev olu-

tion algorithm. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinformatics, 12(3):622–631, Ma y

2015. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Huang:2021:DSN

[HLX

+

21] Chenxi Huang, Yisha Lan,

Gao w ei Xu, Xiao jun Zhai,

Jip eng W u, F an Lin, Nian yin

Zeng, Qingqi Hong, E. Y. K.

Ng, Y onghong P eng, F ei

Chen, and Guok ai Zhang. A

deep segmen tation net w ork

of m ulti-scale feature fusion

based on atten tion mec ha-

nism for IV

OCT lumen con-

tour. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

18(1):62–69, Jan uary 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2973971 .

Hsiao:2016:PGI

[HL Y

+

16] Y u-Ting Hsiao, W ei-P o Lee,

W ei Y ang, Stefan Muller,

Christoph Flamm, Iv o Ho-

fac k er, and Philipp Ku-

gler. Practical guidelines

for incorp orating kno wledge-

based and data-driv en strate-

gies in to the inference of

gene regulatory net w orks.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 13(1):64–75,

Jan uary 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Huang:2022:CD V

[HL Y

+

22] Runh ua Huang, Chengc h uang

Lin, Aih ua Yin, Han biao

Chen, Li Guo, Gansen Zhao,

Xiaomao F an, Sh uangyin

Li, and Jinji Y ang. A

clinical dataset and v ari-

ous baselines for c hromo-

some instance segmen ta-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

19(1):31–39, Jan uary 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3089507 .

Hu:2017:PPD

[HLZ

+

17] Jun Hu, Y ang Li, Ming

Zhang, Xib ei Y ang, Hong-

Bin Shen, and Dong-Jun

Y u. Predicting protein-DNA

binding residues b y w eigh t-

edly com bining sequence-

based features and b o osting

m ultiple SVMs. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 14(6):1389–1398,

No v em b er 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Henzinger:2013:P A C

[HM13] Thomas A. Henzinger and

Maria Mateescu. The propa-

gation approac h for comput-

ing bio c hemical reaction net-

w orks. IEEE/A

CM T r ansac-

tions on Computational Biolo gy and Bioinformatics, 10

(2):310–322, Marc h 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Henriques:2015:BFP

[HM15] Rui Henriques and Sara C.

Madeira. Biclustering with

flexible plaid mo dels to

unra v el in teractions b e-

t w een biological pro cesses.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 12(4):738–

752, July 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Huang:2007:PPP

[HMK

+

07] Chengbang Huang, F aruc k

Morcos, Simon P

. Kanaan,

Stefan W uc h t y , Dann y Z.

Chen, and Jesus A. Iza-

guirre. Predicting protein-

protein in teractions from

protein domains using a set

co v er approac h. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 4(1):78–87, Jan uary

2007. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Huson:2009:SSP

[HMS09] Daniel H. Huson, Vincen t

Moulton, and Mik e Steel.

Sp ecial section: Ph yloge-

netics. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 6(1):4–6, Jan uary 2009.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Hopfensitz:2012:MBG

[HMW

+

12] Martin Hopfensitz, Christoph

Mussel, Christian W a wra,

Markus Mauc her, Mic hael

Kuhl, Heik o Neumann, and

Hans A. Kestler. Multi-

scale binarization of gene

expression data for recon-

structing Bo olean net w orks.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 9(2):487–

498, Marc h 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Harrison:2017:GEI

[HMZ17] Rob ert W. Harrison, Ion I.

Mandoiu, and Alexander Ze-

lik o vsky

. Guest editors’

in tro duction to the sp e-

cial section on bioinformat-

ics researc h and applica-

tions. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(3):576–577, Ma y 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Handok o:2012:EQA

[HOS

+

12a] Stephan us Daniel Handok o,

Xuc hang Ouy ang, Chinh

T ran T o Su, Chee Keong

Kw oh, and Y ew So on

Ong. Erratum to “Quic kVina: Accelerating AutoDo c k

Vina Using Gradien t-Based

Heuristics for Global Op-

timization”. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 9(6):1853, No v em-

b er 2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Handok o:2012:QAA

[HOS

+

12b] Stephan us Daniel Handok o,

Xuc hang Ouy ang, Chinh

T ran T o Su, Chee Keong

Kw oh, and Y ew So on

Ong. Quic kVina: Accel-

erating AutoDo c k Vina us-

ing gradien t-based heuris-

tics for global optimization.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 9(5):

1266–1272, Septem b er 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ho wison:2013:HTC

[Ho w13] Mark Ho wison. High-

throughput compression of

F ASTQ data with SeqDB.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 10(1):213–

218, Jan uary 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Hsu:2015:SBF

[HPH

+

15] Chih-Y uan Hsu, Zhen-Ming

P an, Rei-Hsing Hu, Chih-

Ch un Chang, Hsiao-Ch un

Cheng, Che Lin, and Bor-

Sen Chen. Systematic bio-

logical filter design with a de-

sired I/O filtering resp onse

based on promoter-RBS li-

braries. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(3):712–725, Ma y 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Hossain:2013:IMS

[HPL

+

13] K. S. M. T ozammel Hos-

sain, Debprak ash P atnaik,

Sriv atsan Laxman, Prateek

Jain, Chris Bailey-Kellogg,

and Naren Ramakrishnan.

Impro v ed m ultiple sequence

alignmen ts using coupled

pattern mining. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 10(5):1098–1112,

Septem b er 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Herrera-Romero:2023:GIT

[HRA GS

+

23] Bry an Herrera-Romero, Diego

Almeida-Gal´ arraga, Gra-

ciela M. Salum, F ernando

Villalba-Meneses, and Marco Es-

teban Gudi ~ no-Gomezjurado.

GUSignal: an informat-

ics to ol to analyze glu-

curonidase gene expres-

sion in A r abidopsis thaliana

ro ots. IEEE/A

CM T r ansac-

tions on Computational Biolo gy and Bioinformatics, 20

(2):1073–1080, Marc h 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3190427 .

Hulsman:2009:EOK

[HRdR09] Marc Hulsman, Marcel J. T.

Reinders, and Dic k de Rid-

der. Ev olutionary opti-

mization of k ernel w eigh ts

impro v es protein complex

comem b ership prediction.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 6(3):427–

437, July 2009. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

He:2016:MMI

[HRHP16] Dan He, Irina Rish, Da vid

Ha ws, and Laxmi P arida.

MINT: m utual information

based transductiv e feature

selection for genetic trait

prediction. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 13(3):578–583, Ma y

2016. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Hendy:2008:HCK

[HS08] Mic hael D. Hendy and Sagi

Snir. Hadamard conjuga-

tion for the Kim ura 3ST

mo del: Com binatorial pro of

using path sets. IEEE/A CM

Huang:2022:CCA

[HWM22] Zhihao Huang, Y an W ang,

and Xiaok e Ma. Cluster-

ing of cancer attributed net-

w orks b y dynamically and

join tly factorizing m ulti-

la y er graphs. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 19(5):2737–2748,

2022. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2021.3090586 .

He:2017:I IP

[HWPE17] Dan He, Zhan y ong W ang,

Laxmi P arida, and Eleazar

Eskin. IPED2: Inher-

itance path based p edi-

gree reconstruction algo-

rithm for complicated p edi-

grees. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(5):1094–1103, Septem b er

2017. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Hartmann:2018:GRI

[HWS

+

18] T om Hartmann, Nicolas

Wiesek e, Ro ded Sharan,

Martin Middendorf, and

Matthias Bern t. Genome

rearrangemen t with ILP.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 15(5):

1585–1593, Septem b er 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Huang:2023:DGE

[HWY

+

23] Zimo Huang, Jun W ang,

Zhongmin Y an, Lin W an,

and Maozu Guo. Differ-

en tial gene expression pre-

diction b y ensem ble deep

net w orks on histone mo di-

fication data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 20(1):340–351, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3139634 .

Huang:2023:TDU

[HWZ

+

23] Chengxi Huang, W ei W ang,

Xin Zhang, Sh ui-Hua W ang,

and Y u-Dong Zhang. T u-

b erculosis diagnosis using

deep transferred Efficien t-

Net. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(5):2639–2646, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3199572 .

Hu:2021:CNN

[HXS

+

21] ShanShan Hu, DeNan Xia,

Ben yue Su, P eng Chen, Bing

W ang, and Jin y an Li. A

con v olutional neural net-

w ork system to discrim-

inate drug-target in terac-

tions. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 18(4):1315–1324, July/

August 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2940187 .

Huang:2021:PHI

[HXX21] Chenxi Huang, Y utian Xiao,

and Gao w ei Xu. Pre-

dicting h uman in ten tion-

b eha vior through EEG sig-

nal analysis using m ulti-

scale CNN. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(5):1722–1729,

Septem b er/Octob er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3039834 .

Hashemikhabir:2018:FIG

[HXXJ18] Sey edsasan Hashemikhabir,

Ran Xia, Y ang Xiang,

and Sarath Chandra Janga.

A framew ork for iden tify-

ing genot ypic information

from clinical records: Ex-

ploiting in tegrated on tol-

ogy structures to transfer

annotations b et w een ICD

co des and gene on tologies.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 15(4):1259–

1269, July 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Hennings-Y eomans:2012:IPC

[HYC12] P ablo H. Hennings-Y eomans

and Gregory F. Co op er. Im-

pro ving the prediction of

clinical outcomes from ge-

nomic data using m ultireso-

lution analysis. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 9(5):1442–1450,

Septem b er 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Hu:2019:EDP

[HYL

+

19] Lun Hu, Xiaoh ui Y uan, Xing

Liu, Shengwu Xiong, and

Xin Luo. Efficien tly de-

tecting protein complexes

from protein in teraction net-

w orks via alternating direc-

tion metho d of m ultipliers.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 16(6):

1922–1935, No v em b er 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2844256 .

He:2020:IA C

[HYL

+

20] Zaob o He, Jiguo Y u, Ji Li,

Qilong Han, Guangc h un

Luo, and Yingsh u Li. In-

ference attac ks and con trols

on genot yp es and pheno-

t yp es for individual genomic

data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

17(3):930–937, Ma y 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2018.2810180 .

Hao:2019:ICG

[HYR

+

19] Xiaok e Hao, Xiaoh ui Y ao,

Shannon L. Risac her, An-

drew J. Sa ykin, Jin tai

Y u, Huifu W ang, Lan

T an, Li Shen, and Dao-

qiang Zhang. Iden tifying

candidate genetic asso cia-

tions with MRI-deriv ed AD-

related R

OI via tree-guided

sparse learning. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(6):1986–1996,

No v em b er 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2833487 .

Hsieh:2008:O AI

[HYW08] Y ong-Hsiang Hsieh, Chih-

Chiang Y u, and Biing-F eng

W ang. Optimal algorithms

for the in terv al lo cation

problem with range con-

strain ts on length and a v-

erage. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

5(2):281–290, April 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Han:2017:GSM

[HYW

+

17] F ei Han, Ch un Y ang, Y a-Qi

W u, Jian-Sheng Zh u, Qing-

Hua Ling, Y u-Qing Song,

and De-Sh uang Huang. A

gene selection metho d for

microarra y data based on

binary PSO enco ding gene-

to-class sensitivit y informa-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(1):85–96, Jan uary 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

He:2011:PSC

[HYY11] Zengy ou He, Can Y ang, and

W eic h uan Y u. A par-

tial set co v ering mo del for

protein mixture iden tifica-

tion using mass sp ectrome-

try data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

8(2):368–380, Marc h 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Hua:2016:GSM

[HYZ16] Keru Hua, Qin Y u, and

Ruiming Zhang. A guaran-

teed similarit y metric learn-

ing framew ork for biolog-

ical sequence comparison.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 13(5):

868–877, Septem b er 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Huang:2022:E

[HZG22] Xiuzhen Huang, Y u Zhang,

and Xuan Guo. Edito-

rial. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 19

(3):1334–1335, Ma y 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3131688 .

Hao:2019:ASS

[HZL19] F anChang Hao, Melvin

Zhang, and Hon W ai Leong.

A 2-appro ximation sc heme

for sorting signed p er-

m utations b y rev ersals,

transp ositions, transrev er-

sals, and blo c k-in terc hanges.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 16(5):

1702–1711, Septem b er 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

He:2020:PCI

[HZL

+

20] Zengy ou He, Can Zhao, Hao

Liang, Bo Xu, and Quan

Zou. Protein complexes

iden tification with family-

wise error rate con trol.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 17(6):

2062–2073, No v em b er 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2912602 .

Haac k:2019:CDS

[HZR

+

19] Jordan Haac k, Eli Zupk e,

Andrew Ramirez, Yi-Chieh

W u, and Ran Lib eskind-

Hadas. Computing the diam-

eter of the space of maxim um

parsimon y reconciliations in

the duplication–transfer–loss

mo del. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(1):14–22, Jan uary 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ha wkins:2012:RFP

[HZTP12] John C. Ha wkins, Hongb o

Zh u, Joan T eyra, and

M. T eresa Pisabarro. Re-

duced false p ositiv es in

PDZ binding prediction us-

ing sequence and structural

descriptors. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 9(5):1492–1503,

Septem b er 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

He:2017:PNA

[HZW

+

17] F eng He, Guangh ui Zh u,

Yin-Ying W ang, Xing-

Ming Zhao, and De-Sh uang

Huang. PCID: a no v el ap-

proac h for predicting dis-

ease comorbidit y b y in-

tegrating m ulti-scale data.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 14(3):678–

686, Ma y 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Hu:2014:PRA

[HZZT14] F ei Hu, Jun Zhou, Lingxi

Zhou, and Jijun T ang. Prob-

abilistic reconstruction of

ancestral gene orders with

insertions and deletions.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 11(4):667–

672, July 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Hao:2016:NMU

[HZZY16] Xiao-Hu Hao, Gui-Jun

Zhang, Xiao-Gen Zhou, and

Xu-F eng Y u. A no v el metho d

using abstract con v ex un-

derestimation in ab-initio

protein structure prediction

for guiding searc h in con-

formational feature space.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 13(5):

887–900, Septem b er 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Azuma:2016:P A C

[iA OSS16] Sh un ic hi Azuma, Katsuy a

Ow aki, Nobuhiro Shinohara,

and T oshiharu Sugie. P er-

formance analysis of c hemo-

taxis con trollers: Whic h

has b etter c hemotaxis con-

troller, Escherichia c oli

or Par ame cium c audatum ?

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 13(4):

730–741, 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Imani:2019:CGR

[IBN19] Mahdi Imani and Ulisses M.

Braga-Neto. Con trol of gene

regulatory net w orks using

Ba y esian in v erse reinforce-

men t learning. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(4):1250–1261,

July 2019. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Ira v ani:2023:IDL

[IC23] Sahar Ira v ani and Tim

O. F. Conrad. An in ter-

pretable deep learning ap-

proac h for biomark er detec-

tion in LC-MS proteomics

data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(1):151–161, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3141656 .

Irurozki:2011:PPH

[ICL11] Ekhine Irurozki, Borja

Calv o, and Jose A. Lozano.

A prepro cessing pro cedure

for haplot yp e inference b y

pure parsimon y . IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 8(5):1183–1195,

Septem b er 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ido:2024:MIP

[ICZ

+

24] Ry ota Ido, Sheng juan Cao,

Jianshen Zh u, Na v eed Ahmed

Azam, Kazuy a Haraguc hi,

Liang Zhao, Hiroshi Nag-

amo c hi, and T atsuy a Akutsu.

A metho d for inferring p oly-

mers based on linear regres-

sion and in teger program-

ming. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 21(6):1623–1632, 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3447780 .

Iv ano v:2013:QPP

[IDD13] Stefan Iv ano v, Iv an Dim-

itro v, and Irina Do ytc hi-

no v a. Quan titativ e pre-

diction of p eptide bind-

ing to HLA-DP1 protein.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 10(3):811–

815, Ma y 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Staff:2005:RL

[IEE05] IEEE and A

CM T rans-

actions on Computational

Biology and Bioinformat-

ics staff. 2004 review ers

list. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 2(1):77, Jan uary 2005.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Staff:2007:RL

[IEE07] IEEE and A

CM T rans-

actions on Computational

Biology and Bioinformat-

ics staff. 2006 review ers

list. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 4

(1):158–160, Jan uary 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Iglesias:2018:IAF

[IGA18] Andres Iglesias, Ak emi

Galv ez, and Andreina Avila.

Imm unological approac h for

full NURBS reconstruction

of outline curv es from noisy

data p oin ts in medical imag-

ing. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

15(6):1929–1942, No v em b er

2018. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Igel:2007:GBO

[IGM

+

07] Christian Igel, T obias Glas-

mac hers, Britta Mersc h,

Nico Pfeifer, and P eter

Meinic k e. Gradien t-based

optimization of k ernel-target

alignmen t for sequence k er-

nels applied to bacterial gene

start detection. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 4(2):216–226, April

2007. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Ironi:2018:MBT

[IL18] Liliana Ironi and Ettore Lan-

zarone. A mo del-based to ol

for the analysis and de-

sign of gene regulatory net-

w orks. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 15

(4):1301–1314, July 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ic hik a w a:2014:SPH

[IM14] Kazuki Ic hik a w a and Shinic hi

Morishita. A simple but

p o w erful heuristic metho d

for accelerating k -means

clustering of large-scale data

in life science. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinformatics, 11(4):681–692, July

2014. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Irigoien:2013:DPI

[IMA13] Itziar Irigoien, F rancesc

Mestres, and Concep cion

Arenas. The depth prob-

lem: Iden tifying the most

represen tativ e units in a data

group. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 10

(1):161–172, Jan uary 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ibrahim:2011:UQP

[INT11] Zina Ibrahim, Alioune Ngom,

and Ahmed Y. T a wfik. Us-

ing qualitativ e probabil-

it y in rev erse-engineering

gene regulatory net w orks.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 8(2):326–

334, Marc h 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ikram:2018:ICB

[IQA18] Na jm ul Ikram, Muham-

mad Ab dul Qadir, and

Muhammad T an vir Afzal.

In v estigating correlation b e-

t w een protein sequence sim-

ilarit y and seman tic similar-

it y using gene on tology anno-

tations. IEEE/A

CM T r ans-

actions on Computational

tional Biolo gy and Bioin-

formatics, 12(5):1021–1033,

Septem b er 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Jokinen:2021:DBS

[JGKP21] Elmeri M. Jokinen, Krish-

nasam y Gopinath, Sami T.

Kurkinen, and Olli T. P en-

tik¨ ainen. Detection of bind-

ing sites on SARS-CoV-

2 spik e protein receptor-

binding domain b y molecu-

lar dynamics sim ulations in

mixed solv en ts. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(4):1281–1289,

July/August 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3076259 .

Jiang:2021:NNT

[JGW

+

21] Yizhang Jiang, Xiao qing Gu,

Dongrui W u, W enlong Hang,

Jing Xue, Shi Qiu, and Chin-

T eng Lin. A no v el negativ e-

transfer-resistan t fuzzy clus-

tering mo del with a shared

cross-domain transfer laten t

space and its application to

brain CT image segmen ta-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

18(1):40–52, Jan uary 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:// dl.acm.org/doi/10.1109/

TCBB.2019.2963873 .

Jiang:2019:SSL

[JHW

+

19] Yic hen Jiang, Jenn y Hamer,

Chenghong W ang, Xiao qian

Jiang, Miran Kim, Y ongso o

Song, Y uhou Xia, Noman

Mohammed, Md Nazm us Sa-

dat, and Sh uang W ang. Se-

cureLR: Secure logistic re-

gression mo del via a h y-

brid cryptographic proto-

col. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 16

(1):113–123, Jan uary 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Jiang:2017:MDR

[JHX17] Xingp eng Jiang, Xiaoh ua

Hu, and W eiw ei Xu. Mi-

crobiome data represen-

tation b y join t nonnega-

tiv e matrix factorization

with Laplacian regulariza-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(2):353–359, Marc h 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Jiang:2015:PMI

[JHXP15] Xingp eng Jiang, Xiaoh ua

Hu, W eiw ei Xu, and E. K.

P ark. Predicting micro-

bial in teractions using v ec-

tor autoregressiv e mo del

with graph regularization.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 12(2):254–

261, Marc h 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ju:2019:ED A

[JHZL19] Rongh ui Ju, Chenh ui Hu,

P an Zhou, and Quanzheng

Li. Early diagnosis of

Alzheimer’s disease based

on resting-state brain net-

w orks and deep learning.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(1):244–

257, Jan uary 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Jiang:2010:AAP

[Jia10] Mingh ui Jiang. Appro xima-

tion algorithms for predict-

ing RNA secondary struc-

tures with arbitrary pseudo-

knots. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

7(2):323–332, April 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Jang:2012:CMP

[JJH12] W o o-Hyuk Jang, Suk-Ho on

Jung, and Dong-So o Han.

A computational mo del for

predicting protein in terac-

tions based on m ultidomain

collab oration. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 9(4):1081–1090, July

2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Jin:2022:KEM

[JJZ

+

22] Y uan yuan Jin, W endi Ji,

W ei Zhang, Xiangnan He,

Xin yu W ang, and Xiaol-

ing W ang. A K

G-enhanced

m ulti-graph neural net w ork

for atten tiv e herb recommen-

dation. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 19(5):2560–2571, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3115489 .

Jee:2023:DNM

[JK C23] Dong Jun Jee, Yixin Kong,

and Hy onho Ch un. Deep

nonnegativ e matrix factor-

ization using a v ariational

auto enco der with applica-

tion to single-cell RNA se-

quencing data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 20(2):883–893,

Marc h 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3172723 .

Joseph:2012:CPT

[JKN

+

12] Shaini Joseph, Shrey as

Karnik, Pra vin Nila w e,

V. K. Ja y araman, and Su-

san Idicula-Thomas. Clas-

sAMP: a prediction to ol for

classification of an timicro-

bial p eptides. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 9(5):1535–1538,

Septem b er 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ja v adi:2021:FSM

[JKNE21] Afsaneh Ja v adi, F aezeh

Keighobadi, V ahab Nek-

ouk ar, and Marzieh Ebrahimi.

Finite-set mo del predictiv e

con trol of melanoma can-

cer treatmen t using signal-

ing path w a y inhibitor of can-

cer stem cell. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(4):1504–1511,

July/August 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2940658 .

Jac kups:2010:CAS

[JL10] Ronald Jac kups, Jr. and

Jie Liang. Com binato-

rial analysis for sequence

and spatial motif disco v-

ery in short sequence frag-

men ts. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 7(3):524–536, July 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Jiang:2016:UGB

[JLH16] Zhenc hao Jiang, Lish uang

Li, and Degen Huang. An

unsup ervised graph based

con tin uous w ord represen ta-

tion metho d for biomedical

text mining. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 13(4):634–642, 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Jia:2024:AAD

[JLJC24] Y uhang Jia, Siyu Li, Rui

Jiang, and Shengquan Chen.

Accurate annotation for

differen tiating and im bal-

anced cell t yp es in single-

cell c hromatin accessibilit y

data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

21(3):461–471, Ma y 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3372970 .

Jiang:2021:MBR

[JLK

+

21] Xiran Jiang, Jiaxin Li,

Y angy ang Kan, T ao Y u, Shi-

jie Chang, Xianzheng Sha,

Hairong Zheng, Y ahong Luo,

and Shanshan W ang. MRI

based radiomics approac h

with deep learning for pre-

diction of v essel in v asion in

early-stage cervical cancer.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 18(3):

995–1002, Ma y/June 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2963867 .

Ji:2017:CIF

[JL W17] Hao Ji, Y aohang Li, and

Seth H. W ein b erg. Calcium

ion fluctuations alter c han-

nel gating in a sto c hastic

luminal calcium release site

mo del. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(3):611–619, Ma y 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Jeong:2011:PSS

[JLwC11] Jong Cheol Jeong, Xiaotong

Lin, and Xue w en Chen. On

p osition-sp ecific scoring ma-

trix for protein function pre-

diction. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

8(2):308–315, Marc h 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ji:2016:DFM

[JL YZ16] Junzhong Ji, Jia w ei Luo,

Cuicui Y ang, and Aidong

Zhang. Detecting functional

mo dules based on a m ultiple-

grain mo del in large-scale protein-protein in teraction

net w orks. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 13(4):610–622, 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Jiang:2012:PPF

[JM12] Jonathan Q. Jiang and

Lisa J. McQua y . Pre-

dicting protein function

b y m ulti-lab el correlated

semi-sup ervised learning.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 9(4):1059–

1069, July 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Jha:2017:GLB

[JMA17] Manjari Jha, Raunaq Malho-

tra, and Ra j Ac hary a. A gen-

eralized lattice based proba-

bilistic approac h for metage-

nomic clustering. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 14(4):749–761,

July 2017. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Jia:2023:PMP

[JMCY23] Baoli Jia, Qingfang Meng,

Y ueh ui Chen, and Hongri

Y ang. Prediction of mem-

brane protein amphiphilic

helix based on horizon-

tal visibilit y graph and

graph con v olution net w ork.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 20(6):

3567–3574, 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3305493 .

Jin:2009:PSP

[JNST09] Guoh ua Jin, Lua y Nakhleh,

Sagi Snir, and T amir T uller.

P arsimon y score of ph y-

logenetic net w orks: Hard-

ness results and a linear-

time heuristic. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 6(3):495–505, July

2009. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Jin:2021:L TD

[JQGY21] Y ong Jin, Zhenjiang Qian,

Shengrong Gong, and W eiy-

ong Y ang. Learning trans-

ferable driv en and drone as-

sisted sustainable and ro-

bust regional disease surv eil-

lance for smart healthcare.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 18(1):114–

125, Jan uary 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3017041 .

Jiang:2020:DSE

[JQH

+

20] Hao Jiang, Y ushan Qiu,

W enpin Hou, Xiao qing

Cheng, Man Yi Yim, and

W ai-Ki Ching. Drug

side-effect profiles predic-

tion: F rom empirical to

structural risk minimiza-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

17(2):402–410, Marc h 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2850884 .

Jauhari:2014:MGE

[JR14] Shaury a Jauhari and S. A. M.

Rizvi. Mining gene ex-

pression data fo cusing can-

cer therap eutics: a digest.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 11(3):533–

547, Ma y 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Jiang:2018:BET

[JRN

+

18] Nan Jiang, W enge Rong,

Yifan Nie, Yik ang Shen,

and Zhang Xiong. Biolog-

ical ev en t trigger iden tifica-

tion with noise con trastiv e

estimation. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(5):1549–1559,

Septem b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Jansson:2018:AMR

[JRSS18] Jesp er Jansson, Ramesh Ra-

jab y , Ch uanqi Shen, and

Wing-Kin Sung. Algorithms

for the ma jorit y rule + con-

sensus tree and the fre-

quency difference consensus

tree. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(1):15–26, Jan uary 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Jarvis:2012:MIP

[JS12] P eter Jarvis and Jerem y

Sumner. Mark o v in v arian ts

for ph ylogenetic rate ma-

trices deriv ed from em b ed-

ded submo dels. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 9(3):828–836, Ma y

2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Jha:2023:AEM

[JS23a] Kanc han Jha and Sriparna

Saha. Analyzing effect of

m ulti-mo dalit y in predict-

ing protein-protein in terac-

tions. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(1):162–173, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:// dl.acm.org/doi/10.1109/

TCBB.2022.3157531 .

Joseph:2023:A CM

[JS23b] Steffy Maria Joseph and

P . S. Sathidevi. An au-

tomated cDNA microarra y

image analysis for the de-

termination of gene expres-

sion ratios. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 20(1):136–150, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3135650 .

Jac kson:2008:CGM

[JSA08] Benjamin N. Jac kson, P atric k S.

Sc hnable, and Sriniv as

Aluru. Consensus genetic

maps as median orders

from inconsisten t sources.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 5(2):161–

171, April 2008. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Jia:2022:MCA

[JSM

+

22] Xibin Jia, Zheng Sun,

Qing Mi, Zhenghan Y ang,

and Da w ei Y ang. A

m ultimo dalit y-con tribution-

a w are T ripNet for histo-

logic grading of hepato cellu-

lar carcinoma. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 19(4):2003–2016,

July 2022. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2021.3079216 .

Jiao:2018:FD A

[JSS

+

18] Hongmei Jiao, Mic hael Shi,

Qikun Shen, Jun wu Zh u,

and P eng Shi. Filter de-

sign with adaptation to time-

dela y parameters for ge-

netic regulatory net w orks.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 15(1):323–

329, Jan uary 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Jetten:2018:NTB

[JvI18] Laura Jetten and Leo v an

Iersel. Non binary tree-

based ph ylogenetic net-

w orks. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 15

(1):205–217, Jan uary 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ji:2022:SSL

[JW G

+

22] Cunmei Ji, Y utian W ang,

Zhen Gao, Lei Li, Jianc heng

Ni, and Ch unhou Zheng.

A semi-sup ervised learning

metho d for MiRNA-Disease

asso ciation prediction based

on v ariational auto enco der.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(4):2049–

2059, July 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3067338 .

Jiang:2024:SSL

[JWW

+

24] Zijing Jiang, Lin y an W ang,

Y aqi W ang, Gangy ong Jia,

Guo dong Zeng, Jun W ang,

Y unxiang Li, Dec hao Chen,

Guiping Qian, and Qun Jin.

A self-sup ervised learning

based framew ork for ey e-

lid malignan t melanoma di-

agnosis in whole slide im-

ages. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

21(4):701–714, July 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3207352 .

Jia:2020:PIM

[JWZ

+

20] Huiqiang Jia, Haic hao W ei,

Daming Zh u, Jing jing Ma,

Hai Y ang, Ruizhi W ang, and

Xianzhong F eng. P

ASA:

Iden tifying more credi-

ble structural v arian ts of

Hedou12. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(5):1493–1503,

Septem b er 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

1545-5963 (prin t), 1557-9964

(electronic).

Koun touris:2012:CSF

[KAP

+

12] P etros Koun touris, Mic halis

Agatho cleous, V asilis J.

Promp onas, Georgia Christ-

o doulou, Simos Hadjicostas,

V assilis V assiliades, and

Chris Christo doulou. A

comparativ e study on filter-

ing protein secondary struc-

ture prediction. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 9(3):731–739, Ma y

2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Karacali:2012:HMV

[Kar12a] Bilge Karacali. Hierarc hi-

cal motif v ectors for predic-

tion of functional sites in

amino acid sequences using

quasi-sup ervised learning.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 9(5):

1432–1441, Septem b er 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Karafyllidis:2012:QGC

[Kar12b] Ioannis G. Karafyllidis.

Quan tum gate circuit mo del

of signal in tegration in

bacterial quorum sensing.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 9(2):571–

579, Marc h 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Kumari:2021:EMD

[KAS21] Chetna Kumari, Muham-

mad Abulaish, and Naidu

Subbarao. Exploring molec-

ular descriptors and finger-

prin ts to predict mTOR ki-

nase inhibitors using ma-

c hine learning tec hniques.

IEEE/A

CM T r ansactions

on Computational Biol-

o gy and Bioinformatics, 18

(5):1902–1913, Septem b er/

Octob er 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2964203 .

Kordi:2017:CDT

[KB17] Misagh Kordi and Mukul S.

Bansal. On the complexit y of

duplication-transfer-loss rec-

onciliation with non-binary

gene trees. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 14(3):587–599, Ma y

2017. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Kordi:2019:EAD

[KB19] Misagh Kordi and Mukul S.

Bansal. Exact algorithms for

duplication-transfer-loss rec-

onciliation with non-binary

gene trees. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(4):1077–1090,

July 2019. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Karimnezhad:2020:IPK

[KB20] Ali Karimnezhad and Da vid R.

Bic k el. Incorp orating prior

kno wledge ab out genetic

v arian ts in to the analy-

sis of genetic asso ciation

data: an empirical Ba y es ap-

proac h. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

17(2):635–646, Marc h 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2865420 .

Kifer:2017:O AD

[KBBD

+

17] Ilona Kifer, Rui M. Branca,

Amir Ben-Dor, Linh ui Zhai,

Ping Xu, Janne Leh tio, and

Zohar Y akhini. Optimizing

analytical depth and cost ef-

ficiency of IEF-LC/MS pro-

teomics. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(2):272–281, Marc h 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Kimmel:2021:DCR

[KBM21] Jacob C. Kimmel, Andrew S.

Brac k, and W allace F. Mar-

shall. Deep con v olutional

and recurren t neural netw orks for cell motilit y dis-

crimination and prediction.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 18(2):562–

574, Marc h 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2919307 .

Karbala yghareh:2019:CSC

[KBND19] Alireza Karbala yghareh,

Ulisses Braga-Neto, and Ed-

w ard R. Doughert y . Clas-

sification of single-cell gene

expression tra jectories from

incomplete and noisy data.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(1):193–

207, Jan uary 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Karbala yghareh:2018:CST

[KBNHD18] Alireza Karbala yghareh,

Ulisses Braga-Neto, Jian-

ping Hua, and Edw ard Rus-

sell Doughert y . Classifi-

cation of state tra jecto-

ries in gene regulatory net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(1):68–82, Jan uary 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Kuruppu:2012:IDC

[KBSCZ12] Shanik a Kuruppu, Bry an

Beresford-Smith, Thomas

Con w a y , and Justin Zo-

b el. Iterativ e dictionary

construction for compres-

sion of large DNA data

sets. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 9

(1):137–149, Jan uary 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Kim:2011:PMS

[K C11] Jong Ky oung Kim and Se-

ung jin Choi. Probabilis-

tic mo dels for semisup er-

vised discriminativ e motif

disco v ery in DNA sequences.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(5):

1309–1317, Septem b er 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Kim:2015:IGN

[K CCC15] Jeong-Rae Kim, Sang-Mok

Cho o, Hyung-Seok Choi,

and Kw ang-Hyun Cho. Iden-

tification of gene net w orks

with time dela y ed regulation

based on temp oral expres-

sion profiles. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 12(5):1161–1168,

Septem b er 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Kamath:2012:EAA

[K CD

+

12] Uda y Kamath, Jac k Comp-

ton, Rezarta Islama j Do-

gan, Kenneth De Jong, and

Amarda Sheh u. An ev olu-

tionary algorithm approac h

for feature generation from

sequence data and its ap-

plication to DNA splice site

prediction. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 9(5):1387–1398,

Septem b er 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Kim:2018:GNA

[K CP18] Hyunjin Kim, Sang-Min

Choi, and Sangh yun P ark.

GSEH: a no v el approac h

to select prostate cancer-

asso ciated genes using gene

expression heterogeneit y .

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 15(1):129–

146, Jan uary 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

K:2019:PDL

[K CP19] MD Aksam V. K., V. M.

Chandrasek aran, and Sun-

daram urth y P andurangan.

Protein domain lev el can-

cer drug targets in the net-

w ork of MAPK path w a ys.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 16(6):

2057–2065, No v em b er 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2829507 .

Ke:2024:DFL

[K CY

+

24] Heng jin Ke, Dan Chen,

Quanming Y ao, Y un b o

T ang, Jia W u, Jessica Mon-

aghan, P aul So wman, and

Da vid McAlpine. Deep

factor learning for ac-

curate brain neuroimag-

ing data analysis on dis-

crimination for structural

MRI and functional MRI.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 21(4):582–

595, July 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3252577 .

Kang:2015:ISO

[K CZ

+

15] Hao Kang, Kw ang-Hyun

Cho, Xiaoh ua Douglas

Zhang, T ao Zeng, and Lu-

onan Chen. Inferring se-

quen tial order of somatic

m utations during tumor-

genesis based on Mark o v

c hain mo del. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 12(5):1094–1103,

Septem b er 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Koneru:2015:DCA

[KD15] Suv arna V ani Koneru and

Bha v ani S. Durga. Di-

vide and conquer approac h

to con tact map o v erlap prob-

lem using 2D-pattern min-

ing of protein con tact net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(4):729–737, July 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Kno x:2016:MF G

[KD16] Da vid A. Kno x and Robin D.

Do w ell. A mo deling frame-

w ork for generation of p osi-

tional and temp oral sim ula-

tions of transcriptional reg-

ulation. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

13(3):459–471, Ma y 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Kumar:2024:CNL

[KDRP24] Vik ash Kumar, Aksha y

Deepak, Ashish Ranjan, and

Ara vind Prak ash. CrossPredGO:

a no v el ligh t-w eigh t cross-

mo dal m ulti-atten tion frame-

w ork for protein function

prediction. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 21(6):1709–1720,

2024. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2024.3410696 .

Kap o or:2020:GMM

[KDS

+

20] Ra jan Kap o or, Aniruddha

Datta, Chao Sima, Jian-

ping Hua, Rosana Lop es,

and Mic hael L. Bittner. A

Gaussian mixture-mo del ex-

ploiting path w a y kno wledge

for dissecting cancer hetero-

geneit y . IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

17(2):459–468, Marc h 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2869813 .

Krotzky:2014:EGB

[KFHK14] Timo Krotzky

, Thomas

F ob er, Eyk e H ¨ ullermeier,

and Gerhard Kleb e. Ex-

tended graph-based mo d-

els for enhanced similar-

it y searc h in Ca vbase.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 11(5):

878–890, Septem b er 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Kim:2012:SGE

[K G12] Haseong Kim and Erol Ge-

len b e. Sto c hastic gene

expression mo deling with

Hill function for switc h-lik e

gene resp onses. IEEE/A CM

T r ansactions on Computational Biolo gy and Bioinfor-

matics, 9(4):973–979, July

2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Kon ur:2015:PDM

[K G15] Sa v as Kon ur and Marian

Gheorghe. A prop ert y-

driv en metho dology for for-

mal analysis of syn thetic bi-

ology systems. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 12(2):360–371,

Marc h 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Kazemi:2020:MSA

[K G20] Ehsan Kazemi and Matthias

Grossglauser. MPGM: Scal-

able and accurate m ul-

tiple net w ork alignmen t.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 17(6):

2040–2052, No v em b er 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2914050 .

Kong:2014:BSD

[K GF

+

14] Ao Kong, Chinma y a Gupta,

Mauro F errari, Marco Agos-

tini, Chiara Bedin, Ali

Bouamrani, Ennio T as-

ciotti, and Rob ert Azencott.

Biomark er signature disco v-

ery from mass sp ectrometry

data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

11(4):766–772, July 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Kasarapu:2014:RPF

[K GK14] P arthan Kasarapu, Maria

Garcia De La Banda, and

Arun S. Konagurth u. On

represen ting protein fold-

ing patterns using non-

linear parametric curv es.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 11(6):

1218–1228, No v em b er 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Koba y ashi:2014:ISB

[KH14] Koic hi Koba y ashi and Ku-

nihik o Hiraishi. ILP/

SMT-based metho d for de-

sign of Bo olean net w orks

based on singleton attrac-

tors. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

11(6):1253–1259, No v em b er

2014. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Kitrungrotsakul:2021:CCB

[KHI

+

21] Titin un t Kitrungrotsakul,

Xian-Hau Han, Y utaro

Iw amoto, Satok o T ak emoto,

Hideo Y ok ota, Sari Ipp on-

jima, T omomi Nemoto, W ei

Xiong, and Y en-W ei Chen.

A cascade of 2.5D CNN and

bidirectional CLSTM net-

w ork for mitotic cell detec-

tion in 4D microscop y im-

age. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

18(2):396–404, Marc h 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2919015 .

Karim:2020:BNB

[KHO

+

20] Mohammad Bozlul Karim,

Ming Huang, Naoaki Ono,

Shigehik o Kana y a, and Md.

Altaf-Ul-Amin. BiClusO:

a no v el biclustering ap-

proac h and its application to

sp ecies-V

OC relational data.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 17(6):

1955–1965, No v em b er 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2914901 .

Kazmi:2012:HCA

[KHP12] N. Kazmi, M. A. Hossain,

and R. M. Phillips. A h ybrid

cellular automaton mo del

of solid tumor gro wth and

bioreductiv e drug transp ort.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 9(6):

1595–1606, No v em b er 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Kim:2018:ESP

[Kim18] Sun Kim. Editorial for se-

lected pap ers of a Join t Con-

ferences, Genome Informat-

ics W orkshop/In ternational

Conference on Bioinfor-

matics GIW/InCoB 2015.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 15(6):1821,

No v em b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Kim:2004:GEW

[KJ04] Junh y ong Kim and Inge

Jonassen. Guest editorial:

W ABI sp ecial section part

1. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 1

(4):137–138, Octob er 2004.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Kim:2005:GEW

[KJ05] Junh y ong Kim and Inge

Jonassen. Guest edito-

rial: W

ABI sp ecial section.

P art I I. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 2(1):1–2, Jan uary 2005.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Kim:2008:LSS

[KK08] Eagu Kim and John Ke-

cecioglu. Learning scoring

sc hemes for sequence align-

men t from partial exam-

ples. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 5

(4):546–556, Octob er 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Krejnik:2012:EEA

[KK12] Milos Krejnik and Jiri

Klema. Empirical evidence

of the applicabilit y of func-

tional clustering through

gene expression classifica-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 9(3):788–798, Ma y 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Kim ura:2019:PCB

[KK19] Kouic hi Kim ura and Asak o

Koik e. P arallel compu-

tation of the Burro ws–

Wheeler transform of short

reads using prefix paral-

lelism. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(1):3–13, Jan uary 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

nomic analysis metho d us-

ing ratios of total branc h

lengths. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

17(3):981–989, Ma y 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2018.2878564 .

Keedw ell:2005:DGN

[KN05] Edw ard Keedw ell and Ajit

Nara y anan. Disco v ering

gene net w orks with a neural-

genetic h ybrid. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 2(3):231–242, July

2005. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Kuc hero v:2005:MLF

[KNR05] Gregory Kuc hero v, Lauren t

No e, and Mikhail Ro yt-

b erg. Multiseed lossless fil-

tration. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

2(1):51–61, Jan uary 2005.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Kaski:2005:A CE

[KNS

+

05] Sam uel Kaski, Janne Nikkila,

Janne Sinkk onen, Leo Lah ti,

Juha E. A. Kn uuttila, and

Christophe Ro os. Asso cia-

tiv e clustering for explor-

ing dep endencies b et w een functional genomics data

sets. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 2(3):203–216, July 2005.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Khan:2018:RPR

[KNTB18] Sh ujaat Khan, Imran Naseem,

Rob erto T ogneri, and Mo-

hammed Bennamoun. RAFP-

Pred: Robust prediction of

an tifreeze proteins using lo-

calized analysis of n-p eptide

comp ositions. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(1):244–250,

Jan uary 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Keijsp er:2015:TCB

[K O15] Judith Keijsp er and Tim

Oosterwijk. T ractable cases

of (∗, 2)-b ounded parsimon y

haplot yping. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 12(1):234–247,

Jan uary 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ken tzoglanakis:2012:SIF

[KP12] Kyriak os Ken tzoglanakis

and Matthew P o ole. A

sw arm in telligence frame-

w ork for reconstructing gene

net w orks: Searc hing for bio-

logically plausible arc hitec-

tures. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

9(2):358–371, Marc h 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Kalathiy a:2014:MME

[KPB14] Umesh Kalathiy a, Monik ab en

P adariy a, and Maciej Ba-

ginski. Molecular mo del-

ing and ev aluation of no v el

dib enzop yrrole deriv ativ es as

telomerase inhibitors and

p oten tial drug for cancer

therap y . IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

11(6):1196–1207, No v em b er

2014. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Kang:2017:MBB

[KPK

+

17] Mingon Kang, Juy oung

P ark, Dong-Ch ul Kim,

Ashis K. Bisw as, Ch un yu

Liu, and Jean Gao. Multi-

blo c k bipartite graph for in-

tegrativ e genomic analysis.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 14(6):

1350–1358, No v em b er 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Kaloudas:2019:EEB

[KPP19] Dimitrios Kaloudas, Nik olet

P a vlo v a, and Rob ert P en-

c ho vsky

. EBWS: Essen-

tial bioinformatics W eb ser-

vices for sequence analy-

ses. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(3):942–953, Ma y 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Kaddi:2013:MHS

[KPW13] Chanc hala D. Kaddi, R. Mitc hell

P arry

, and Ma y D. W ang.

Multiv ariate h yp ergeometric

similarit y measure. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 10(6):1505–1516,

No v em b er 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Karbala yghareh:2021:OBT

[K QD21] Alireza Karbala yghareh, Xi-

aoning Qian, and Ed-

w ard R. Doughert y . Optimal

Ba y esian transfer learning

for coun t data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(2):644–655,

Marc h 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2920981 .

Kah v eci:2013:GEA

[KS13] T amer Kah v eci and Mona

Singh. Guest editorial for

A CM BCB. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 10(5):1089–1090,

Septem b er 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Kirkpatric k:2014:PPP

[KS14] Bonnie Kirkpatric k and

Kristian Stev ens. P erfect

ph ylogen y problems with

missing v alues. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 11(5):928–941,

Septem b er 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Khalid:2018:PHD

[KS18] Zo y a Khalid and Osman Ugur

Sezerman. Prediction of HIV

drug resistance b y com bin-

ing sequence and structural

prop erties. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 15(3):966–973, Ma y

2018. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Ko cabas:2016:ESM

[KSA16] Ovunc Ko cabas, T olga

So y ata, and Mehmet K.

Aktas. Emerging secu-

rit y mec hanisms for medi-

cal cyb er ph ysical systems.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 13(3):401–

416, Ma y 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Klarner:2012:TSD

[KSB12] Hannes Klarner, Heik e

Sieb ert, and Alexander

Bo c kma yr. Time series

dep enden t analysis of un-

parametrized Thomas net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

9(5):1338–1351, Septem b er

2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Kulandaisam y:2018:IAK

[KSK

+

18] A. Kulandaisam y , Am buj

Sriv asta v a, Pradeep Kumar,

R. Nagara jan, S. Binn y

Priy a, and M. Mic hael

Gromiha. Iden tification

and analysis of k ey residues

in protein-RNA complexes.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 15(5):

1436–1444, Septem b er 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Klosa:2023:FSG

[KSL

W23] Jan Klosa, Noah Simon,

V olkmar Liebsc her, and

D¨ orte Witten burg. A fit-

ted sparse-group lasso for

genome-based ev aluations.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 20(1):

30–38, 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3156805 .

Ka y ano:2014:DDC

[KSM14] Mitsunori Ka y ano, Motoki

Shiga, and Hiroshi Mamit-

suk a. Detecting differen-

tially co expressed genes from

lab eled expression data: a

brief review. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 11(1):154–167,

Jan uary 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Kapilevic h:2019:CR C

[KSMT19] Viac hesla v Kapilevic h, Shigeto

Seno, Hideo Matsuda, and

Y oic hi T ak enak a. Chromatin

3D reconstruction from c hro-

mosomal con tacts using a ge-

netic algorithm. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(5):1620–1626,

Septem b er 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ka w ano:2012:IGP

[KSN

+

12] Sh uic hi Ka w ano, T epp ei

Shimam ura, A tsushi Ni-

ida, Seiy a Imoto, Rui Y a-

maguc hi, Masao Nagasaki,

Ry o Y oshida, Cristin Prin t,

and Satoru Miy ano. Iden tify-

ing gene path w a ys asso ciated

with cancer c haracteristics

via sparse statistical meth-

o ds. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 9(4):966–972, July 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Khan:2022:CEE

[KSP22] Abhinandan Khan, Goutam

Saha, and Ra jat Kumar

P al. Con trolling the effects

of external p erturbations on

a gene regulatory net w ork

using prop ortional-in tegral-

deriv ativ e con troller. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 19(3):1531–1544,

Ma y 2022. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2020.3039038 .

Kumozaki:2015:MLB

[KSS15] Shotaro Kumozaki, Kengo

Sato, and Y asubumi Sak ak-

ibara. A mac hine learn-

ing based approac h to de

no v o sequencing of glycans

from tandem mass sp ectrom-

etry sp ectrum. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 12(6):1267–1274,

No v em b er 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Kelk:2012:EC

[KSvI12] Stev en Kelk, Celine Scor-

na v acca, and Leo v an Iersel.

On the elusiv eness of clus-

ters. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 9

(2):517–534, Marc h 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Koro di:2007:CAN

[KT07] Gergely Koro di and Ioan

T abus. Compression of anno-

tated n ucleotide sequences.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 4(3):447–

457, July 2007. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Kleftogiannis:2015:YNE

[KTLM15] Dimitrios Kleftogiannis, Kon-

stan tinos Theofilatos, Spiros

Lik othanassis, and Seferina

Ma vroudi. Y amiPred: a

no v el ev olutionary metho d

for predicting Pre-miRNAs

and selecting relev an t fea-

tures. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(5):1183–1192, Septem b er

2015. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Kuksa:2013:BSC

[Kuk13] P a v el P

. Kuksa. Biological

sequence classification with

m ultiv ariate string k ernels.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 10(5):

1201–1210, Septem b er 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Kurosh u:2013:NCP

[Kur13] Reginaldo M. Kurosh u.

Nono v erlapping clone p o ol-

ing for high-throughput se-

quencing. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 10(5):1091–1097,

Septem b er 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Kulek ci:2012:EMR

[KVX12] M. Oguzhan Kulek ci, Jef-

frey Scott Vitter, and Bo-

jian Xu. Efficien t max-

imal rep eat finding us-

ing the Burro ws-Wheeler

transform and w a v elet tree.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 9(2):421–

429, Marc h 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Kim:2007:AAD

[KWL07] Jong Hyun Kim, Mic hael S.

W aterman, and Lei M.

Li. Accuracy assessmen t

of diploid consensus se-

quences. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

4(1):88–97, Jan uary 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Kang:2023:HTS

[KWP

+

23] Y an Kang, Haining W ang,

Bin Pu, Liu T ao, Jian-

guo Chen, and Philip S.

Y u. A h ybrid t w o-stage

teac hing-learning-based op-

timization algorithm for fea-

ture selection in bioinformat-

ics. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 20

(3):1746–1760, Ma y 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3215129 .

Kw on:2019:EER

[KY19] Sun y oung Kw on and Sun-

groh Y o on. End-to-end

represen tation learning for

c hemical-c hemical in terac-

tion prediction. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(5):1436–1447,

Septem b er 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Kim:2022:DTC

[KY22] Seonho Kim and Jun tae

Y o on. Dual triggered cor-

resp ondence topic (DTCT)

mo del for MeSH annota-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

19(2):899–911, Marc h 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3016355 .

Kustra:2010:DF C

[KZ10] Rafal Kustra and Adam Za-

gdanski. Data-fusion in

clustering microarra y data:

Balancing disco v ery and in-

terpretabilit y . IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 7(1):50–63, Jan uary

2010. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Kim:2018:CPP

[KZW

+

18] Mansuc k Kim, Huan Zhang,

Charles W olosh uk, W on-Bo

Shim, and Byung-Jun Y o on.

Computational prediction of

pathogenic net w ork mo d-

ules in fusarium v erticil-

lioides. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(2):506–515, Marc h 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Labarre:2006:NBT

[Lab06] An thon y Labarre. New

b ounds and tractable in-

stances for the transp osi-

tion distance. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 3(4):380–394, Octo-

b er 2006. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Limpiti:2014:I IN

[LAI

+

14] T ula y a Limpiti, Chainarong

Amorn bunc horn v ej, Apic hart

In tarapanic h, An unc hai As-

sa w amakin, and Sissades

T ongsima. iNJclust: iter-

ativ e neigh b or-joining tree

clustering framew ork for in-

ferring p opulation structure.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 11(5):

903–914, Septem b er 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Li:2019:IRF

[LB19] Lei Li and Mukul S. Bansal.

An in tegrated reconcilia-

tion framew ork for domain,

gene, and sp ecies lev el ev o-

lution. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(1):63–76, Jan uary 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Lush b ough:2010:BSI

[LBL

+

10] Carol Lush b ough, Mic hael K.

Bergman, Carolyn J. La wrence,

Doug Jennew ein, and V olk er

Brendel. BioExtract Serv er

— an in tegrated w orkflo w-

enabling system to ac-

cess and analyze heteroge-

neous, distributed biomolec-

ular data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 7(1):12–24, Jan uary

2010. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Li:2012:CPS

[LBL12a] Sh uai Cheng Li, Dongb o Bu,

and Ming Li. Clustering

100,000 protein structure de-

co ys in min utes. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 9(3):765–773, Ma y

2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Li:2012:RSH

[LBL12b] Sh uai Cheng Li, Dongb o

Bu, and Ming Li. Residues

with similar hexagon neigh-

b orho o ds share similar side-

c hain conformations. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 9(1):240–248,

Jan uary 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Leale:2018:IUB

[LBM

+

18] Guillermo Leale, Ariel Emilio

Ba y a, Diego H. Milone,

P ablo M. Granitto, and

Li:2016:MMH

[LCZN16] Yifeng Li, Haifen Chen, Jie

Zheng, and Alioune Ngom.

The max-min high-order dy-

namic Ba y esian net w ork for

learning gene regulatory net-

w orks with time-dela y ed reg-

ulations. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 13(4):792–803, 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Lin:2021:MSA

[LDGY21] Bo Lin, Sh uiguang Deng,

Honghao Gao, and Jian w ei

Yin. A m ulti-scale activ-

it y transition net w ork for

data translation in EEG sig-

nals deco ding. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(5):1699–1709,

Septem b er/Octob er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3024228 .

Luo:2017:CPD

[LDL

+

17] Jia w ei Luo, Ping jian Ding,

Cheng Liang, Bu w en Cao,

and Xiangtao Chen. Col-

lectiv e prediction of disease-

asso ciated miRNAs based

on transduction learning.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 14(6):

1468–1475, No v em b er 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Li:2018:GGS

[LDM18] Jun tao Li, W enp eng Dong,

and Deyuan Meng. Group ed

gene selection of cancer via

adaptiv e sparse group lasso

based on conditional m utual

information. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(6):2028–2038,

No v em b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Lask er:2007:EDH

[LDS

+

07] Keren Lask er, Oranit Dror,

Maxim Shatsky

, Ruth Nussi-

no v, and Haim J. W olf-

son. EMatc h: Disco v ery

of high resolution struc-

tural homologues of pro-

tein domains in in terme-

diate resolution cry o-EM

maps. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

4(1):28–39, Jan uary 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Liu:2022:ECD

[LD YZ22] Ch uang Liu, Y ao Dai,

Keping Y u, and Zi-Ke

Zhang. Enhancing cancer

driv er gene prediction b y

protein–protein in teraction

net w ork. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

19(4):2231–2240, July 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3063532 .

Li:2023:GSI

[LDZL23] Hong-Dong Li, Chao Deng,

Xiao-Qi Zhang, and Cui-

Xiang Lin. A gene set-

in tegrated approac h for pre-

dicting disease-asso ciated

genes. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(6):3440–3450, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3214517 .

Lah ti:2011:P AP

[LEAK11] Leo Lah ti, Laura L. Elo,

T ero Aittok allio, and Sam uel

Kaski. Probabilistic analysis

of prob e reliabilit y in differ-

en tial gene expression stud-

ies with short oligon ucleotide

arra ys. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

8(1):217–225, Jan uary 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Lein w eb er:2018:GBP

[LFF18] Matthias Lein w eb er, Thomas

F ob er, and Bernd F reisleb en.

GPU-Based p oin t cloud su-

p erp ositioning for structural

comparisons of protein bind-

ing sites. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(3):740–752, Ma y 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Land:2016:MCS

[LFK16] T yler A. Land, P erry Fiz-

zano, and Robin B. Ko d-

ner. Measuring cluster sta-

bilit y in a large scale ph ylo-

genetic analysis of functional

genes in metagenomes us-

ing pplacer. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 13(2):341–349,

Marc h 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Lacroix:2006:MSG

[LFS06] Vincen t Lacroix, Cristina G.

F ernandes, and Marie-

F rance Sagot. Motif

searc h in graphs: Appli-

cation to metab olic net-

w orks. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 3

(4):360–368, Octob er 2006.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Li:2019:AIC

[LFZ

+

19] Min Li, Zhih ui F ei, Min

Zeng, F ang-Xiang W u, Y ao-

hang Li, Yi P an, and

Jianxin W ang. Auto-

mated ICD-9 co ding via

a deep learning approac h.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(4):1193–

1202, July 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Lo v ato:2015:MAP

[LGB15] Pietro Lo v ato, Alejandro

Giorgetti, and Man uele

Bicego. A m ultimo dal

approac h for protein re-

mote homology detection.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 12(5):

1193–1198, Septem b er 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Lv:2024:DLE

[LGL24] Zhihan Lv, Jink ang Guo,

and Haibin Lv. Deep

learning-emp o w ered clini-

cal big data analytics in

healthcare digital t wins.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 21(4):660–

669, July 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3252668 .

Luc k:2019:HMM

[LGN

+

19] Alexander Luc k, P ascal

Giehr, Karl Nordstrom, Jorn

W alter, and V erena W olf.

Hidden Mark o v mo delling

rev eals neigh b orho o d de-

p endence of Dnm t3a and

3b activit y . IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(5):1598–1609,

Septem b er 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Li:2020:DDM

[LGW20] F eng Li, Lin Gao, and

Bingb o W ang. Detec-

tion of driv er mo dules with

rarely m utated genes in can-

cers. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

17(2):390–401, Marc h 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2846262 .

Lu:2010:RNM

[LGX10] Xin Lu, An thon y Gamst,

and Rongh ui Xu. RD-

Curv e: a nonparametric

metho d to ev aluate the

stabilit y of ranking pro ce-

dures. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 7

(4):719–726, Octob er 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Lu:2021:HEA

[LGYW21] Huijuan Lu, Huiyun Gao,

Minc hao Y e, and Xiuh ui

W ang. A h ybrid ensem-

ble algorithm com bining Ad-

aBo ost and genetic algo-

rithm for cancer classifi-

cation with gene expres-

sion data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(3):863–870,

Ma y/June 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2952102 .

Liu:2017:SNH

[LGZ

+

17] Y uxin Liu, Chao Gao, Zili

Zhang, Y uxiao Lu, Shi

Chen, Mingxin Liang, and

Li T ao. Solving NP-hard

problems with Physarum -

based an t colon y system.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 14(1):108–

120, Jan uary 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Leung:2010:MFM

[LH10] Y uky ee Leung and Y e-

ungsam Hung. A m ultiple-

filter-m ultiple-wrapp er ap-

proac h to gene selection and

microarra y data classification. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 7

(1):108–117, Jan uary 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Lee:2020:CPP

[LH20] W o ok Lee and Kyungso ok

Han. Constructiv e predic-

tion of p oten tial RNA ap-

tamers for a protein target.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 17(5):

1476–1482, Septem b er 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2951114 .

Luo:2018:NAI

[LHC18] Jia w ei Luo, W ei Huang,

and Bu w en Cao. A no v el

approac h to iden tify the

miRNA–mRNA causal reg-

ulatory mo dules in can-

cer. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 15

(1):309–315, Jan uary 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Li:2020:DNN

[LHCL20] Y ujie Li, Heng Huang,

Han b o Chen, and Tianming

Liu. Deep neural net w orks

for In Situ h ybridization

grid completion and clus-

tering. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

17(2):536–546, Marc h 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2864262 .

Liu:2018:PWT

[LHDS18] Ke Liu, Sha Hou, Jun-

biao Dai, and Zhirong Sun.

PyMut: a W eb to ol for

o v erlapping gene loss-of-

function m utation design.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 15(4):1107–

1110, July 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ling:2016:MTH

[LHG

+

16] Cheng Ling, Tsuy oshi Hamada,

Jingy ang Gao, Guoguang

Zhao, Donghong Sun, and

W eifeng Shi. MrBa y es tgMC

3++: a high p erformance

and resource-efficien t GPU-

orien ted ph ylogenetic anal-

ysis metho d. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 13(5):845–854,

Septem b er 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Le:2013:CR T

[LHH13] Ngo c T u Le, T u Bao Ho, and Bic h Hai Ho. Com-

putational reconstruction

of transcriptional relation-

ships from ChIP-c hip data.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 10(2):300–

307, Marc h 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Liu:2019:TBP

[LHH19] Hongyu Liu, Qinmin Vi-

vian Hu, and Liang He.

T erm-based p ersonalization

for feature selection in clin-

ical hando v er form auto-

filling. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 16

(4):1219–1230, July 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Li:2019:IFI

[LHHL19] Ying Li, Y e He, Siyu

Han, and Y anc h un Liang.

Iden tification and func-

tional inference for tumor-

asso ciated long non-co ding

RNA. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(4):1288–1301, July 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Liu:2017:UBM

[LHKL17] Y un Liu, T ao Hou, Bing

Kang, and F u Liu. Unsu-

p ervised binning of metage-

nomic assem bled con tigs us-

ing impro v ed fuzzy C-means

metho d. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(6):1459–1467, No v em b er

2017. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Le:2019:FP A

[LHL

+

19a] Th uc Duy Le, T ao Hoang,

Jiuy ong Li, Lin Liu, Hua w en

Liu, and Sh u Hu. A fast PC

algorithm for high dimen-

sional causal disco v ery with

m ulti-core PCs. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(5):1483–1495,

Septem b er 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Liu:2019:CPS

[LHL

+

19b] Bingqiang Liu, Ling Han,

Xiangrong Liu, Jic hang W u,

and Qin Ma. Computational

prediction of sigma-54 pro-

moters in bacterial genomes

b y in tegrating motif finding

and mac hine learning strate-

gies. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 16

(4):1211–1218, July 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Li:2011:FSF

[LHL

Y11] Y anp eng Li, Xiaoh ua Hu,

Hongfei Lin, and Zhiahi

Y ang. A framew ork for

semisup ervised feature gen-

eration and its applications

in biomedical literature min-

ing. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 8

(2):294–307, Marc h 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Li:2014:RSA

[LHN

+

14] Jing Li, Jun Hu, Matthew

Newman, Kejun Liu, and

Huan ying Ge. RNA-

seq analysis pip eline based

on Oshell en vironmen t.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 11(5):

973–978, Septem b er 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Liu:2018:CPT

[LHQ

+

18] Min Liu, Y ue He, W eili Qian,

Y angliu W ei, and Xiao y an

Liu. Cell p opulation trac king

in a honeycom b structure us-

ing an IMM filter based 3D

lo cal graph matc hing mo del.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 15(5):

1706–1717, Septem b er 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Liu:2016:PSE

[LHS16] Y ongc hao Liu, Thomas Han-

k eln, and Bertil Sc hmidt.

P arallel and space-efficien t

construction of Burro ws–

Wheeler transform and suf-

fix arra y for big genome

data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

13(3):592–598, Ma y 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

LeF auc heur:2011:NCS

[LHTT11] Xa vier Le F auc heur, Eli

Hershk o vits, Rina T annen-

baum, and Allen T annen-

baum. Nonparametric clus-

tering for studying RNA

conformations. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 8(6):1604–1619,

No v em b er 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Li:2015:BLC

[LHWL15] Zhenh ua Li, Ying He, Lim-

so on W ong, and Jin y an Li.

Burial lev el c hange defines

a high energetic relev ance

for protein binding in ter-

faces. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 12

(2):410–421, Marc h 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Luo:2011:ICE

[LHY

+

11] Lin-Kai Luo, Deng-F eng

Huang, Ling-Jun Y e, Qi-

F eng Zhou, Gui-F ang Shao,

and Hong P eng. Impro v-

ing the computational effi-

ciency of recursiv e cluster

elimination for gene selec-

tion. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 8

(1):122–129, Jan uary 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Lin:2019:R CM

[LHZ

+

19] Xiaoh ui Lin, Xin Huang,

Lina Zhou, W eijie Ren,

Jun Zeng, W eihong Y ao,

and Xingyuan W ang. The

robust classification mo del

based on com binatorial fea-

tures. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(2):650–657, Marc h 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2017.2779512 .

Li:2020:ILM

[LJ20] Lish uang Li and Y uxin

Jiang. In tegrating lan-

guage mo del and reading

con trol gate in BLSTM-CRF

for biomedical named en-

tit y recognition. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 17(3):841–846, Ma y

Liu:2019:PCP

[LL19] Bin Liu and Sh umin Li.

ProtDet-CCH: Protein re-

mote homology detection b y

com bining long short-term

memory and ranking meth-

o ds. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 16

(4):1203–1210, July 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Li:2022:DDC

[LL22] Y an b o Li and Y u Lin.

DCHap: a divide-and-

conquer haplot yp e phas-

ing algorithm for third-

generation sequences. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 19(3):1277–1284,

Ma y 2022. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2020.3005673 .

Lop ez-Lop era:2019:SLF

[LLA19] Andres F. Lop ez-Lop era

and Mauricio A. Alv arez.

Switc hed laten t force mo dels

for rev erse-engineering tran-

scriptional regulation in gene

expression data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(1):322–335,

Jan uary 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Liu:2020:BLE

[LLBL20] Y uansheng Liu, Chao w ang

Lan, Mic hael Blumenstein,

and Jin y an Li. Bi-lev el error

correction for P acBio long

reads. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

17(3):899–905, Ma y 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2017.2780832 .

Li:2013:ISS

[LLC

+

13] Xiong Li, Bo Liao, Lijun

Cai, Zhi Cao, and W en

Zh u. Informativ e SNPs se-

lection based on t w o-lo cus

and m ultilo cus link age dis-

equilibrium: Criteria of

max-correlation and min-

redundancy

. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 10(3):688–695, Ma y

2013. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Liao:2015:HCM

[LLC

+

15] Bo Liao, Xiong Li, Li-

jun Cai, Zhi Cao, and

Hao w en Chen. A hierarc hi-

cal clustering metho d of se-

lecting k ernel SNP to unify

informativ e SNP and tag

SNP. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 12

(1):113–122, Jan uary 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Lan:2024:LPC

[LLC

+

24] W ei Lan, Ch unling Li,

Qingfeng Chen, Ning Y u,

Yi P an, Y u Zheng, and Yi-

Ping Pho eb e Chen. LGCD A:

Predicting CircRNA-Disease

asso ciation based on fu-

sion of lo cal and global fea-

tures. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 21

(5):1413–1422, Septem b er/

Octob er 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3387913 .

Liang:2021:ST A

[LLCC21] Shaoheng Liang, Qingnan

Liang, Rui Chen, and Ken

Chen. Stratified test ac-

curately iden tifies differen-

tially expressed genes un-

der batc h effects in single-

cell data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(6):2072–2079,

No v em b er/Decem b er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3094650 .

Liang:2015:ID A

[LLCZ15] Muxuan Liang, Zhizhong Li,

Ting Chen, and Jian y ang

Zeng. In tegrativ e data analysis of m ulti-platform

cancer data with a m ul-

timo dal deep learning ap-

proac h. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(4):928–937, July 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Lop ez-Lop era:2021:PIG

[LLD

´

A21] Andr ´ es F. L´ op ez-Lop era,

Nicolas Durrande, and

Mauricio A.

´

Alv arez. Ph ysically-

inspired Gaussian pro cess

mo dels for p ost-transcriptional

regulation in Dr osophila .

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 18(2):656–

666, Marc h 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2918774 .

Lin:2018:MGD

[LLES18] Congping Lin, Lauren t

Lemarc hand, Reinhardt Eu-

ler, and Imogen Spark es.

Mo deling the geometry and

dynamics of the endo-

plasmic reticulum net w ork.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 15(2):377–

386, Marc h 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Li:2007:DSD

[LLH

+

07] W en yuan Li, Ying Liu,

Hung-Ch ung Huang, Y anx-

iong P eng, Y ong jing Lin,

W ee-Keong Ng, and Kok-

Leong Ong. Dynamical sys-

tems for disco v ering protein

complexes and functional

mo dules from biological net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

4(2):233–250, April 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Lu:2014:LPC

[LLH

+

14] Meng Lu, Hy e-Seung Lee,

Da vid Hadley

, Jianh ua Z.

Huang, and Xiaoning Qian.

Logistic principal comp o-

nen t analysis for rare v ari-

an ts in gene-en vironmen t in-

teraction analysis. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 11(6):1020–1028,

No v em b er 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Li:2017:I IS

[LLH

+

17] Min Li, Zhongxiang Liao,

Yiming He, Jianxin W ang,

Jun w ei Luo, and Yi P an.

ISEA: Iterativ e seed-extension

algorithm for De No v o as-

sem bly using paired-end in-

formation and insert size

distribution. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 14(4):916–925, July

2017. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Liu:2018:PTB

[LLH18] Chengyu Liu, Rainer Leh to-

nen, and Sampsa Hau-

taniemi. P erP AS: T op ology-

based single sample path-

w a y analysis metho d. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 15(3):1022–1027,

Ma y 2018. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Lee:2023:CCP

[LLH23] W o ok Lee, Seokw o o Lee, and

Kyungso ok Han. Construct-

ing a cancer patien t-sp ecific

net w ork based on second-

order partial correlations of

gene expression and DNA

meth ylation. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 20(1):266–276, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3145796 .

Li:2015:RBC

[LLHF15] Han Li, Ch un Li, Jie Hu,

and Xiao dan F an. A resam-

pling based clustering algo-

rithm for replicated gene ex-

pression data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 12(6):1295–1303,

No v em b er 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

LeMa y:2022:PT A

[LLHW22] Matthew LeMa y , Ran Lib eskind-

Hadas, and Yi-Chieh W u.

A p olynomial-time algo-

rithm for minimizing the

deep coalescence cost for

lev el-1 sp ecies net w orks.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 19(5):

2642–2653, 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3105922 .

Lv:2023:AMC

[LLJ

+

23] Ji Lv, Guixia Liu, Y uan Ju,

Houhou Huang, and Ying

Sun. AADB: a man ually col-

lected database for com bina-

tions of an tibiotics with ad-

juv an ts. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(5):2827–2836, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3283221 .

Liu:2021:FFB

[LLK

+

21] Enze Liu, Jin Li, Gar-

rett H. Kinnebrew, P engyue

Zhang, Y an Zhang, Lijun

Cheng, and Lang Li. A fast

and furious Ba y esian net-

w ork and its application of

iden tifying colon cancer to

liv er metastasis gene regula-

tory net w orks. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(4):1325–1335,

July/August 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2944826 .

Li:2022:NED

[LLK

+

22] Hansheng Li, JianPing

Li, Y uxin Kang, Ch un bao

W ang, F eihong Liu, W enli

Hui, Qirong Bo, Lei Cui,

Jun F eng, and Lin Y ang. A

no v el enco ding and deco ding

calibration guiding path w a y

for pathological image anal-

ysis. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 19

(1):267–274, Jan uary 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3023467 .

Lo:2015:ITD

[LLL15] Leung-Y au Lo, Kw ong-

Sak Leung, and Kin-Hong

Lee. Inferring time-dela y ed

causal gene net w ork using

time-series expression data.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 12(5):

1169–1182, Septem b er 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Liang:2016:NMD

[LLL16a] Cheng Liang, Y ue Li, and Ji-

a w ei Luo. A no v el metho d

to detect functional mi-

croRNA regulatory mo d-

ules b y bicliques merging.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 13(3):549–

556, Ma y 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Liu:2016:DDS

[LLL16b] Y ang Liu, Bo w en Li, and

Jungang Lou. Distur-

bance decoupling of singular

Bo olean con trol net w orks.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 13(6):

1194–1200, No v em b er 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Liao:2020:ILI

[LLL

+

20] Xingyu Liao, Min Li, Jun-

w ei Luo, Y ou Zou, F ang-

Xiang W u, Yi P an, F eng

Luo, and Jianxin W ang.

Impro ving de novo assem-

bly based on read classifica-

tion. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 17

(1):177–188, Jan uary 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2861380 .

Lian:2021:GLE

[LLL

+

21a] Sheng Lian, Lei Li, Guiren

Lian, Xiao Xiao, Zhiming

Luo, and Shaozi Li. A

global and lo cal enhanced

residual U-Net for accurate

retinal v essel segmen tation.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 18(3):

852–862, Ma y/June 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2917188 .

Liao:2021:ESF

[LLL

+

21b] Xingyu Liao, Min Li, Jun w ei

Luo, Y ou Zou, F ang-Xiang

W u, Yi-P an, F eng Luo, and

Jianxin W ang. EPGA-SC:

a framew ork for de novo

assem bly of single-cell se-

quencing reads. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(4):1492–1503,

July/August 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2945761 .

Liu:2023:CT A

[LLL

+

23] Kun Liu, Hong-Dong Li,

Y aohang Li, Jun W ang, and

Jianxin W ang. A compar-

ison of top ologically asso ci-

ating domain callers based

on Hi-C data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 20(1):15–29, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3147805 .

Li:2023:HDT

[LLMZ23] Jian yuan Li, Xiong Luo,

Huimin Ma, and W en bing

Zhao. A h ybrid deep trans-

fer learning mo del with

k ernel metric for CO

VID-

19 pneumonia classifica-

tion using c hest CT im-

ages. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 20

(4):2506–2517, July 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3216661 .

Li:2017:UCC

[LLNW17] Min Li, Y u Lu, Zhib ei

Niu, and F ang-Xiang W u.

United complex cen tralit y

for iden tification of essen-

tial proteins from PPI net-

w orks. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 14

(2):370–380, Marc h 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Li:2016:EBE

[LLQ

+

16] Lish uang Li, Shanshan Liu,

Meiyue Qin, Yiw en W ang,

and Degen Huang. Ex-

tracting biomedical ev en t

with dual decomp osition in-

tegrating w ord em b eddings.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 13(4):

669–677, 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Li:2020:EBE

[LLQ20] Lish uang Li, Y ang Liu,

and Meiyue Qin. Ex-

tracting biomedical ev en ts

with parallel m ulti-p o oling

con v olutional neural net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

17(2):599–607, Marc h 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2868078 .

Liu:2021:DLG

[LLQW21] Min Liu, Y alan Liu, W eili

Qian, and Y aonan W ang.

DeepSeed lo cal graph matc h-

ing for densely pac k ed

cells trac king. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(3):1060–1069,

Ma y/June 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2936851 .

Lee:2023:CIC

[LLR

+

23] Seokw o o Lee, W o ok Lee,

Sh ulei Ren, Byungkyu P ark,

and Kyungso ok Han. Con-

structing in tegrativ e ceRNA

net w orks and finding prog-

nostic biomark ers in renal

cell carcinoma. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 20(5):2671–2680,

2023. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2022.3214190 .

Li:2015:PIR

[LLRZ15] Hui Li, Xiao yi Li, Murali

Ramanathan, and Aidong

Zhang. Prediction and in-

formativ e risk factor se-

lection of b one diseases.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 12(1):79–91,

Jan uary 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Liu:2010:SSV

[LL T10] Zhenqiu Liu, Shili Lin, and

Ming T an. Sparse supp ort

v ector mac hines with L

p

p enalt y for biomark er iden ti-

fication. IEEE/A

CM T r ansactions on Computational

Biolo gy and Bioinformatics,

7(1):100–107, Jan uary 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Luhmann:2019:SSP

[LL T

+

19] Nina Luhmann, Man uel La-

fond, Annelyse Thev enin,

Aida Ouangraoua, Roland

Wittler, and Cedric Chauv e.

The SCJ small parsimon y

problem for w eigh ted gene

adjacencies. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(4):1364–1373,

July 2019. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Lin:2019:ISP

[LL TC19] Hao Lin, Zhi-Y ong Liang,

Hua T ang, and W ei Chen.

Iden tifying sigma70 promot-

ers with no v el pseudo n u-

cleotide comp osition. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 16(4):1316–1321,

July 2019. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Liu:2010:MPI

[LL W10] Xiao w en Liu, Jin y an Li, and

Lusheng W ang. Mo deling

protein in teracting groups b y

quasi-bicliques: Complex-

it y , algorithm, and applica-

tion. IEEE/A

CM T r ans-

actions on Computational

(prin t), 1557-9964 (elec-

tronic).

Leitner:2010:OBI

[LMK

+

10] Florian Leitner, Scott A.

Mardis, Martin Krallinger,

Gianni Cesareni, Lynette A.

Hirsc hman, and Alfonso V a-

lencia. An o v erview of

BioCreativ e I I.5. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 7(3):385–399,

July 2010. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Leoncini:2015:CCT

[LMPT15] Mauro Leoncini, Man uela

Mon tangero, Marco P elle-

grini, and Karina P an ucia

Tillan. CMStalk er: a com-

binatorial to ol for comp osite

motif disco v ery . IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 12(5):1123–1136,

Septem b er 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Li:2024:VHI

[LMW

+

24] W eiling Li, Raunaq Malho-

tra, Stev en W u, Manjari Jha,

Allen Ro drigo, Mary P oss,

and Ra j Ac hary a. ViPRA-

Haplo: De Novo reconstruc-

tion of viral p opulations us-

ing paired end sequencing

data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

21(3):492–500, Ma y 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3374595 .

Li:2014:OSM

[LMZ14] W eiming Li, Bin Ma, and

Kaizhong Zhang. Opti-

mizing spaced k -mer neigh-

b ors for efficien t filtration

in protein similarit y searc h.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 11(2):398–

406, Marc h 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Li:2020:IPC

[LMZ

+

20] Min Li, Xiangmao Meng,

Ruiqing Zheng, F ang-Xiang

W u, Y aohang Li, Yi P an,

and Jianxin W ang. Iden-

tification of protein com-

plexes b y using a spatial

and temp oral activ e pro-

tein in teraction net w ork.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 17(3):817–

827, Ma y 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2017.2749571 .

Liu:2017:API

[LMZL17] Yi Liu, Bin Ma, Kaizhong

Zhang, and Gilles La joie. An

approac h for p eptide iden-

tification b y De No v o se-

quencing of mixture sp ec-

tra. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 14

(2):326–336, Marc h 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Li:2013:NLS

[LN13] Yifeng Li and Alioune Ngom.

Nonnegativ e least-squares

metho ds for the classification

of high-dimensional biologi-

cal data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

10(2):447–456, Marc h 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

L:2017:BD W

[LN17] Biji C. L. and Ac h uth-

sank ar S. Nair. Benc h-

mark dataset for whole

genome sequence compres-

sion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(6):1228–1236, No v em b er

2017. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Le:2021:PFB

[LN21] Nguy en Quo c Khanh Le and

Binh P

. Nguy en. Predic-

tion of FMN binding sites

in electron transp ort c hains

based on 2-D CNN and

PSSM profiles. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(6):2189–2197,

No v em b er/Decem b er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2932416 .

Liu:2005:TMB

[LNC

+

05] Ying Liu, Shamk an t B.

Na v athe, Jorge Civ era,

V en u Dasigi, Ash win Ram,

Brian J. Ciliax, and Ra y

Dingledine. T ext mining

biomedical literature for dis-

co v ering gene-to-gene re-

lationships: a compara-

tiv e study of algorithms.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 2(1):62–76,

Jan uary 2005. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Li:2019:CRP

[LNC

+

19] Min Li, P eng Ni, Xiaop ei

Chen, Jianxin W ang, F ang-

Xiang W u, and Yi P an.

Construction of refined pro-

tein in teraction net w ork for

predicting essen tial proteins.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(4):1386–

1397, July 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Liu:2009:BWT

[LNR

+

09] Kevin Liu, Serita Nelesen,

Sindh u Ragha v an, C. Randal

Linder, and T andy W arno w.

Barking up the wrong tree-

length: The impact of gap

p enalt y on alignmen t and

tree accuracy

. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 6(1):7–21, Jan uary

2009. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Liu:2020:MDN

[LNW20] Y e Liu, Mic hael K. Ng,

and Stephen W u. Multi-

domain net w orks asso cia-

tion for biological data us-

ing blo c k signed graph clus-

tering. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

17(2):435–448, Marc h 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2848904 .

Ling:2005:GEIb

[LNY05a] C. X. Ling, W. S. Noble,

and Q. Y ang. Guest Edi-

tor’s in tro duction to the Sp e-

cial Issue: Mac hine Learn-

ing for Bioinformatics—P art

2. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

2(3):177–178, July 2005.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ling:2005:GEIa

[LNY05b] Charles X. Ling, William Stafford

Noble, and Qiang Y ang.

Guest Editors’ in tro duc-

tion to the Sp ecial Is-

sue: Mac hine Learning

for Bioinformatics—P art 1.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 2(2):81–

82, April 2005. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Liu:2015:IDN

[LP15] Xueming Liu and Linqiang

P an. Iden tifying driv er

no des in the h uman sig-

naling net w ork using struc-

tural con trollabilit y analy-

sis. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 12

(2):467–472, Marc h 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Lyne:2021:CP A

[LP21] Anne-Marie Lyne and Le ¨ ıla

P eri ´ e. Comparing ph yloge-

netic approac hes to recon-

structing cell lineage from

microsatellites with missing

data. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 18

(6):2291–2301, No v em b er/

Decem b er 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2992813 .

Liu:2013:CFS

[LPH

+

13] Hsi-Che Liu, P ei-Chen P eng,

Tzung-Chien Hsieh, Ting-

Chi Y eh, Chih-Jen Lin,

Chien-Y u Chen, Jen-Yin

Hou, Lee-Y ung Shih, and

Der-Cherng Liang. Com-

parison of feature selec-

tion metho ds for cross-

lab oratory microarra y anal-

ysis. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

10(3):593–604, Ma y 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Lee:2018:SBP

[LPH18] W o ok Lee, Byungkyu P ark,

and Kyungso ok Han. Sequence-

based prediction of putativ e

transcription factor binding

sites in DNA sequences of

an y length. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(5):1461–1469,

Septem b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Li:2021:AMI

[LPH

+

21] Dong Li, Zhisong P an, Guyu

Hu, Graham Anderson, and

Shan He. Activ e mo dule iden tification from m ul-

tila y er w eigh ted gene co-

expression net w orks: a con-

tin uous optimization ap-

proac h. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

18(6):2239–2248, No v em-

b er/Decem b er 2021. CO-

DEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2970400 .

Lozano:2008:ST A

[LPR

+

08] An toni Lozano, Ron Y. Pin-

ter, Oleg Rokhlenk o, Gabriel

V alien te, and Mic hal Ziv-

Uk elson. Seeded tree align-

men t. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 5

(4):503–513, Octob er 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Li:2023:CSS

[LQJ

+

23] Kailong Li, Lijun Quan, Y elu

Jiang, Y an Li, Yiting Zhou,

Tingfang W u, and Qiang

Lyu. ctP

2

ISP: Protein–

protein in teraction sites pre-

diction using con v olution

and transformer with data

augmen tation. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 20(1):297–306, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3154413 .

Lamiable:2013:A GT

[LQV

+

13] Alexis Lamiable, F ranc k

Quessette, Sandrine Vial,

Dominique Barth, and

Alain Denise. An algo-

rithmic game-theory ap-

proac h for coarse-grain pre-

diction of RNA 3D struc-

ture. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 10

(1):193–199, Jan uary 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Lin:2023:EIC

[LQW

+

23] Xuan Lin, Zhe Quan, Zhi-

Jie W ang, Y an Guo, Xiangx-

iang Zeng, and Philip S.

Y u. Effectiv ely iden tify-

ing comp ound-protein in ter-

action using graph neural

represen tation. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 20(2):932–943,

Marc h 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3198003 .

Lv:2021:AML

[LQWP21] Zhihan Lv, Liang Qiao,

Qing jun W ang, and F rancesco

Piccialli. Adv anced mac hine-

learning metho ds for brain-

computer in terfacing. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 18(5):1688–1698,

Septem b er/Octob er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3010014 .

Liu:2020:JIV

[LQY

+

20] Jian Liu, Zhi Qu, Mo Y ang,

Jialiang Sun, Sh uh ui Su, and

Lei Zhang. Join tly in te-

grating V

CF-based v arian ts

and O

WL-based biomedi-

cal on tologies in MongoDB.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 17(5):

1504–1515, Septem b er 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2951137 .

Lecca:2020:RBM

[LR20] P aola Lecca and Angela Re.

A reaction-based mo del of

the state space of c hem-

ical reaction systems en-

ables efficien t sim ulations.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 17(2):469–

482, Marc h 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2019.2894699.

Lazarsfeld:2022:MV C

[LRE

+

22] John Lazarsfeld, Jonathan

Ro dr ´ ıguez, Mert Erden,

Y uelin Liu, and Lenore J.

Co w en. Ma jorit y v ote cas-

cading: a semi-sup ervised

framew ork for impro ving

protein function prediction.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(4):1933–

1945, July 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3059812 .

Lee:2008:IEN

[LRM08] George Lee, Carlos Ro-

driguez, and Anan t Madab-

h ushi. In v estigating the ef-

ficacy of nonlinear dimen-

sionalit y reduction sc hemes

in classifying gene and

protein expression studies.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 5(3):368–

384, July 2008. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Lin:2012:MPT

[LRM12] Y u Lin, V aibha v Ra jan,

and Bernard M. E. Moret.

A metric for ph ylogenetic

trees based on matc hing.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 9(4):1014–

1022, July 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Lancia:2008:HD A

[LRR08] Giusepp e Lancia, R. Ra vi,

and Romeo Rizzi. Haplo-

t yping for disease asso cia-

tion: a com binatorial ap-

proac h. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

5(2):245–251, April 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Linz:2009:HNT

[LS09] Simone Linz and Charles

Semple. Hybridization in

non binary trees. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 6(1):30–45, Jan-

uary 2009. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Lan:2010:EIF

[LS10] Man Lan and Jian Su. Em-

pirical in v estigations in to

full-text protein in teraction

article categorization task

(A CT) in the BioCreativ e

I I.5 c hallenge. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 7(3):421–427, July

2010. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Loriot:2011:CSD

[LSB

+

11] Sebastien Loriot, Sushan t

Sac hdev a, Karine Bastard,

Chan tal Prev ost, and F red-

eric Cazals. On the

c haracterization and selec-

tion of div erse conforma-

tional ensem bles with ap-

plications to flexible do c k-

ing. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 8

(2):487–498, Marc h 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Li:2022:ESI

[LSL

+

22a] Chao Li, Jun Sun, Li-W ei

Li, Xiao jun W u, and V asile

P alade. An effectiv e sw arm

in telligence optimization al-

gorithm for flexible ligand

do c king. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 19(5):2672–2684, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3103777 .

Liu:2022:EIB

[LSL22b] Jian Liu, Jialiang Sun, and

Y ongzh uang Liu. Effec-

tiv e iden tification of bac-

terial genomes from short

and long read sequencing

data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 19(5):2806–2816, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3095164 .

Le:2021:UCS

[LSM

+

21] Thien Le, Aaron Sy

, Erin K.

Mollo y , Qiuyi Zhang, Satish

Rao, and T andy W arno w.

Using constrained-INC for

large-scale gene tree and

sp ecies tree estimation.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 18(1):2–15,

Jan uary 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2990867 .

Lamers:2008:PRX

[LSMF08] Susanna L. Lamers, Marco

Salemi, Mic hael S. McGrath,

and Gary B. F ogel. Pre-

diction of R5, X4, and

R5X4 HIV-1 coreceptor us-

age with ev olv ed neural net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

5(2):291–300, April 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Liu:2011:CBA

[LSMW11] W eiguo Liu, Bertil Sc hmidt,

and W olfgang Muller-Wittig.

CUD A-BLASTP: Acceler-

ating BLASTP on CUD A-

enabled graphics hardw are.

cancer lymph-no de metas-

tasis from LncRNA ex-

pression profiles using lo-

cal linear reconstruction

guided distance metric learn-

ing. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 19(6):3179–3189, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3149791 .

Liu:2022:EHF

[L TW

+

22] Liangliang Liu, Shao jie

T ang, F ang-Xiang W u, Y u-

Ping W ang, and Jianxin

W ang. An ensem ble

h ybrid feature selection

metho d for neuropsyc hi-

atric disorder classification.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(3):1459–

1471, Ma y 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3053181 .

Lieb erman:2011:VEA

[L TwG

+

11] Mic hael D. Lieb erman, Sima

T aheri, whatev er Guo, F ate-

meh Mirrashed, In bal Y aha v,

Aleks Aris, and Ben Shnei-

derman. Visual exploration

across biomedical databases.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 8(2):536–

550, Marc h 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Lv:2021:DPR

[L TX21] Jinxiong Lv, Shikui T u,

and Lei Xu. Detection of

phenot yp e-related m utations

of CO

VID-19 via the whole

genomic data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(4):1242–1249,

July/August 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3049836 .

Langdon:2010:SSD

[LUdSCH10] W. B. Langdon, G. J. G.

Upton, R. da Silv a Ca-

margo, and A. P

. Harri-

son. A surv ey of spa-

tial defects in Homo Sapi-

ens Affymetrix GeneChips.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 7(4):647–

653, Octob er 2010. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Labarre:2014:MPL

[L V14] An thon y Labarre and Sicco

V erw er. Merging partially la-

b elled trees: hardness and a

declarativ e programming so-

lution. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 11

(2):389–397, Marc h 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Leuc h ten b erger:2024:LAN

[LvH24] Alina F. Leuc h ten b erger and

Arndt v on Haeseler. Learn-

ing from an artificial neu-

ral net w ork in ph ylogenet-

ics. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

21(2):278–288, Marc h 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3352268 .

Liu:2013:NBC

[L W13a] Kuan-Liang Liu and Tzu-

Tsung W ong. Na ¨ ıv e

Ba y esian classifiers with

m ultinomial mo dels for

rRNA taxonomic assign-

men t. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 10(5):1, Septem b er 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Luo:2013:ARA

[L W13b] Chao Luo and Xingyuan

W ang. Algebraic repre-

sen tation of async hronous

m ultiple-v alued net w orks

and its dynamics. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 10(4):927–938,

July 2013. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Luo:2015:GES

[L W15] F eng Luo and Xin tao W u.

Guest editorial for sp e-

cial section on BIBM 2013.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 12(2):252–

253, Marc h 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Li:2017:TUG

[L W17] Jianqiang Li and F ei W ang.

T o w ards unsup ervised gene

selection: a matrix factoriza-

tion framew ork. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 14(3):514–521, Ma y

2017. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Li:2018:CSI

[L W18] Xiangtao Li and Ka-Ch un

W ong. A comparativ e

study for iden tifying the

c hromosome-wide spatial

clusters from high-throughput

c hromatin conformation cap-

ture data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 15(3):774–787, Ma y

2018. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Li:2019:EGW

[L W19a] Xiangtao Li and Ka-Ch un

W ong. Elucidating genome-

wide protein-RNA in terac-

tions using differen tial ev olu-

tion. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 16

(1):272–282, Jan uary 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Liu:2019:SPL

[L W19b] Cheng Liu and Hau San

W ong. Structured p enalized

logistic regression for gene

selection in gene expression

data analysis. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(1):312–321,

Jan uary 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Lu:2024:RPC

[L W24] P engli Lu and Y uehao

W ang. RDGAN: Prediction

of circRNA-disease asso cia-

tions via resistance distance

and graph atten tion net-

w ork. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 21

(5):1445–1457, Septem b er/

Octob er 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3402248 .

Lu:2021:FFR

[L WD

+

21] Xinguo Lu, Xin yu W ang,

Li Ding, Jinxin Li, Y an

Gao, and Keren He. fr-

Driv er: a functional region

driv er iden tification for pro-

tein sequence. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(5):1773–1783,

Septem b er/Octob er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3020096 .

Liu:2014:MCP

[L W G

+

14] Xiao qing Liu, Jun W u,

Haip eng Gong, Shengc h un

Deng, and Zengy ou He. Min-

ing conditional phosphory-

lation motifs. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 11(5):915–927,

Septem b er 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Liu:2018:RNN

[L W G

+

18] Jin-Xing Liu, Dong W ang,

Ying-Lian Gao, Ch un-Hou

Zheng, Y ong Xu, and Jiguo

Y u. Regularized non-

negativ e matrix factoriza-

tion for iden tifying differen-

tially expressed genes and

clustering samples: a sur-

v ey . IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

15(3):974–987, Ma y 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Lan:2018:PMD

[L WL

+

18] W ei Lan, Jianxin W ang, Min

Li, Jin Liu, F ang-Xiang W u,

and Yi P an. Predicting

MicroRNA-disease asso cia-

tions based on impro v ed Mi-

croRNA and disease simi-

larities. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(6):1774–1782, No v em b er

2018. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Luo:2019:CDR

[L WL

+

19] Huimin Luo, Jianxin W ang,

Min Li, Jun w ei Luo, P eng

Ni, Kaijie Zhao, F ang-Xiang

W u, and Yi P an. Com-

putational drug rep osition-

ing with random w alk on

a heterogeneous net w ork.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 16(6):

1890–1900, No v em b er 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2832078 .

Liu:2020:SSS

[L WL

+

20] Y ong Liu, Min W u, Cheng-

hao Liu, Xiao-Li Li, and

Jie Zheng. SL

2

MF: Pre-

dicting syn thetic lethalit y in h uman cancers via lo-

gistic matrix factorization.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 17(3):748–

757, Ma y 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2909908 .

Li:2021:DLB

[L WL

+

21] Menglu Li, Y anan W ang,

F uyi Li, Y un Zhao, Mengy a

Liu, Sijia Zhang, Y annan

Bin, A. Ian Smith, Ge-

offrey I. W ebb, Jian Li,

Jiangning Song, and Jun-

feng Xia. A deep learning-

based metho d for iden tifi-

cation of bacteriophage-host

in teraction. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(5):1801–1810,

Septem b er/Octob er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3017386 .

Li:2022:I IM

[L WL

+

22] Jin Li, Jingru W ang, Hao

Lv, Zh uo xuan Zhang, and

Zaixia W ang. IMCHGAN:

Inductiv e matrix completion

with heterogeneous graph at-

ten tion net w orks for drug-

target in teractions predic-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

19(2):655–665, Marc h 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3088614 .

Lo oh uis:2014:IDD

[L WM14] Lo es Olde Lo oh uis, Andreas

Witzel, and Bud Mishra. Im-

pro ving detection of driv er

genes: p o w er-la w n ull mo del

of cop y n um b er v ariation

in cancer. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 11(6):1260–1263,

No v em b er 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Luo:2020:GGF

[L WS

+

20] Jun w ei Luo, Jianxin W ang,

Juan Shang, Huimin Luo,

Min Li, F ang-Xiang W u, and

Yi P an. GapReduce: a

gap filling algorithm based

on partitioned read sets.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 17(3):877–

886, Ma y 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2018.2789909 .

Liu:2018:IAD

[L WT

+

18] Jin Liu, Jianxin W ang,

Zhenjun T ang, Bin Hu,

F ang-Xiang W u, and Yi P an.

Impro ving Alzheimer’s dis-

ease classification b y com-

bining m ultiple measures.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 15(5):

1649–1659, Septem b er 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Li:2021:CDD

[L WW

+

21] Bing Nan Li, Xinle W ang,

Rong W ang, T eng Zhou,

Rongk e Gao, Edw ard J.

Ciaccio, and P eter H. Green.

Celiac disease detection

from video capsule endoscop y

images using strip prin-

cipal comp onen t analysis.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 18(4):1396–

1404, July/August 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2953701 .

Li:2022:ILM

[L WXX22] W en Li, Sh ulin W ang, Jun-

lin Xu, and Ju Xiang. In-

ferring laten t MicroRNA–

disease asso ciations on a

gene-mediated tripartite het-

erogeneous m ultiplexing net-

w ork. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 19(6):3190–3201, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3143770 .

Luo:2021:NDR

[L WY

+

21] Huimin Luo, Jianxin W ang,

Cheng Y an, Min Li, F ang-

Xiang W u, and Yi P an.

A no v el drug rep osition-

ing approac h based on col-

lab orativ e metric learning.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 18(2):463–

471, Marc h 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2926453 .

Li:2023:PMD

[L WY

+

23] Zheng-W ei Li, Qian-Kun

W ang, Chang-An Y uan,

P eng-Y ong Han, Zh u-Hong

Y ou, and Lei W ang. Pre-

dicting MiRNA-Disease as-

so ciations b y graph rep-

resen tation learning based

on jumping kno wledge net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(5):2629–2638, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3196394 .

Liu:2012:IBS

[L WZ12] Li-Zhi Liu, F ang-Xiang W u,

and W. J. Zhang. Inference

of biological S-system us-

ing the separable estimation metho d and the genetic algo-

rithm. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 9(4):955–965, July 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Li:2021:DDL

[L WZ

+

21a] Min Li, Y ak e W ang, Ruiqing

Zheng, Xingh ua Shi, Y ao-

hang Li, F ang-Xiang W u,

and Jianxin W ang. DeepDSC:

a deep learning metho d

to predict drug sensitiv-

it y of cancer cell lines.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 18(2):575–

582, Marc h 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2919581 .

Liu:2021:SIE

[L WZ

+

21b] Sh uaiqi Liu, Xu W ang, Ling

Zhao, Jie Zhao, Qi Xin, and

Sh ui-Hua W ang. Sub ject-

indep enden t emotion recog-

nition of EEG signals based

on dynamic empirical con-

v olutional neural net w ork.

IEEE/A

CM T r ansactions

on Computational Biol-

o gy and Bioinformatics, 18

(5):1710–1721, Septem b er/

Octob er 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3018137 .

Liu:2021:DPM

[L WZ

+

21c] Y ue Liu, Sh u-Lin W ang,

Jun-F eng Zhang, W ei Zhang,

Su Zhou, and W en Li.

DMFMD

A: Prediction of

microb e-disease asso ciations

based on deep matrix factor-

ization using Ba y esian p er-

sonalized ranking. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 18(5):1763–1772,

Septem b er/Octob er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3018138 .

Lim:2021:NWI

[LX21] Hansaim Lim and Lei Xie.

A new w eigh ted imputed

neigh b orho o d-regularized tri-

factorization one-class col-

lab orativ e filtering algo-

rithm: Application to target

gene prediction of transcrip-

tion factors. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(1):126–137,

Jan uary 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2968442 .

Li:2024:ICF

[LX C

+

24] Zheng Li, Xiaolong Xu, Xue-

fei Cao, W en tao Liu, Yiw en Zhang, Deh ua Chen,

and Haip eng Dai. In te-

grated CNN and federated

learning for CO

VID-19 de-

tection on c hest X-ra y im-

ages. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

21(4):835–845, July 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3184319 .

Liu:2016:CIB

[LX G

+

16] Jin-Xing Liu, Y ong Xu,

Ying-Lian Gao, Ch un-Hou

Zheng, Dong W ang, and

Qi Zh u. A class-information-

based sparse comp onen t

analysis metho d to iden-

tify differen tially expressed

genes on RNA-Seq data.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 13(2):392–

398, Marc h 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Li:2021:MVM

[LXL

+

21] Cheng Li, Jingxu Xu, Qiegen

Liu, Y ong jin Zhou, Lisha

Mou, Zuh ui Pu, Y ong

Xia, Hairong Zheng, and

Shanshan W ang. Multi-

view mammographic den-

sit y classification b y dilated

and atten tion-guided resid-

ual learning. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

1021, Ma y 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Liu:2017:IMD

[LZHZ17] Y uansheng Liu, Xiangxiang

Zeng, Zengy ou He, and Quan

Zou. Inferring MicroRNA-

disease asso ciations b y ran-

dom w alk on a heterogeneous

net w ork with m ultiple data

sources. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(4):905–915, July 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Li:2019:MSM

[LZL

+

19] Min Li, Ruiqing Zheng, Y ao-

hang Li, F ang-Xiang W u,

and Jianxin W ang. MGT–

SM: a metho d for construct-

ing cellular signal transduc-

tion net w orks. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(2):417–424,

Marc h 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2017.2705143 .

Li:2020:MMT

[LZL

+

20] T ao Li, Xiank ai Zhang, F eng

Luo, F ang-Xiang W u, and

Jianxin W ang. MultiMo-

tifMak er: a m ulti-thread

to ol for iden tifying DNA meth ylation motifs from

P acbio reads. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(1):220–225,

Jan uary 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2861399 .

Li:2022:APD

[LZL

+

22] Lec h uan Li, Chonghao

Zhang, Shiyu Liu, Han-

nah Guan, and Y u Zhang.

Age prediction b y DNA

meth ylation in neural net-

w orks. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 19

(3):1393–1402, Ma y 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3084596 .

Li:2024:TTS

[LZL

+

24] Minglie Li, Sh usen Zhou,

T ong Liu, Chanjuan Liu,

Mujun Zang, and Qing jun

W ang. TSVM: T rans-

fer supp ort v ector mac hine

for predicting MPRA v al-

idated regulatory v arian ts.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 21(3):472–

479, Ma y 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3374413 .

Li:2022:DMD

[LZM22] Dongyuan Li, Sh uy ao Zhang,

and Xiaok e Ma. Dynamic

mo dule detection in temp o-

ral attributed net w orks of

cancers. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

19(4):2219–2230, July 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3069441 .

Liu:2020:BBP

[LZQ

+

20] Guang-Hui Liu, Bei-W ei

Zhang, Gang Qian, Bin

W ang, Bo Mao, and Isab elle

Bic hindaritz. Bioimage-

based prediction of protein

sub cellular lo cation in h u-

man tissue with ensem ble

features and deep net w orks.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 17(6):

1966–1980, No v em b er 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2917429 .

Liu:2023:GID

[LZS23] Sh uh ui Liu, Y up ei Zhang,

and Xuequn Shang. GLas-

sonet: Iden tifying discrim-

inativ e gene sets among

molecular subt yp es of breast

cancer. IEEE/A

CM T r ansactions on Computational

Biolo gy and Bioinformatics,

20(3):1905–1916, Ma y 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3220623 .

Li:2020:NIM

[LZW20] Xiangtao Li, Shixiong Zhang,

and Ka-Ch un W ong. Nature-

inspired m ultiob jectiv e epis-

tasis elucidation from genome-

wide asso ciation studies.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 17(1):226–

237, Jan uary 2020. CO-

DEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2849759 .

Liu:2021:GET

[LZW21] Liu Liu, Reza Zare, and

Sh uih ua W ang. Guest edito-

rial: T ransfer learning meth-

o ds used in medical imag-

ing and health informat-

ics. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

18(1):38–39, Jan uary 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3020460 .

Li:2022:APH

[LZW

+

22] Yiming Li, Min Zeng, Yi-

fan W u, Y aohang Li, and

Min Li. Accurate predic-

tion of h uman essen tial pro-

teins using ensem ble deep

learning. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 19(6):3263–3271, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3122294 .

Liu:2023:CPC

[LZW

+

23a] Niannian Liu, Zequn Zhang,

Y anan W u, Yinglong W ang,

and Ying Liang. CRBSP:Prediction

of CircRNA–RBP bind-

ing sites based on m ul-

timo dal in termediate fu-

sion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(5):2898–2906, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3272400 .

Liu:2023:CEM

[LZW23b] Qiaoming Liu, Xudong

Zhao, and Guoh ua W ang. A

clustering ensem ble metho d

for cell t yp e detection b y

m ultiob jectiv e particle op-

timization. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 20(1):1–14, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:// dl.acm.org/doi/10.1109/

TCBB.2021.3132400 .

Lin:2019:IBE

[LZX

+

19] Y an Lin, F a-Zhan Zhang,

Kai Xue, Yi-Zhou Gao, and

F eng-Biao Guo. Iden tify-

ing bacterial essen tial genes

based on a feature-in tegrated

metho d. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(4):1274–1279, July 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Lin:2020:ECH

[LZX20] Xiaoli Lin, Xiaolong Zhang,

and Xin Xu. Efficien t clas-

sification of hot sp ots and

h ub protein in terfaces b y

recursiv e feature elimina-

tion and gradien t b o osting.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 17(5):

1525–1534, Septem b er 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2931717 .

Li:2021:NAP

[LZX

+

21] Jiec hen Li, Hao c hen Zhao,

Zhan w ei Xuan, Jingw en Y u,

Xiang F eng, Bo Liao, and

Lei W ang. A no v el ap-

proac h for p oten tial h uman

LncRNA-disease asso ciation

prediction based on lo cal

random w alk. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(3):1049–1059,

Ma y/June 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2934958 .

Lin:2022:CNA

[LZY

+

22] Chengc h uang Lin, Gansen

Zhao, Zhirong Y ang, Aih ua

Yin, Xinming W ang, Li Guo,

Han biao Chen, Zhaoh ui Ma,

Lei Zhao, Hao yu Luo, Tianx-

ing W ang, Bic hao Ding,

Xiongw en P ang, and Qiren

Chen. CIR-Net: Auto-

matic classification of h u-

man c hromosome based on

Inception-ResNet arc hitec-

ture. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 19

(3):1285–1293, Ma y 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3003445 .

Liu:2016:NMP

[LZZ

+

16] Y uanning Liu, Qi Zhao, Hao

Zhang, Rui Xu, Y ang Li,

and Liy an W ei. A new

metho d to predict RNA

secondary structure based

on RNA folding sim ulation.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 13(5):

990–995, Septem b er 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Li:2024:TPC

[LZZ24a] Zeqian Li, Yijia Zhang, and

P eixuan Zhou. T emp o-

ral protein complex iden ti-

fication based on dynamic

heterogeneous protein infor-

mation net w ork represen ta-

tion learning. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 21(5):1154–1164,

Septem b er/Octob er 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3351078 .

Lu:2024:CCM

[LZZ

+

24b] F angfang Lu, Zhihao Zhang,

Sh uai Zhao, Xian tian Lin,

Zhengyu Zhang, Bei Jin,

W eiy an Gu, Jing jing Chen,

and Xiao xin W u. CMM:

a CNN-MLP mo del for

CO VID-19 lesion segmen-

tation and sev erit y grad-

ing. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

21(4):789–802, July 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3253901 .

Mimaroglu:2012:DDC

[MA12] Selim Mimaroglu and Emin

Aksehirli. DICLENS: Di-

visiv e clustering ensem ble

with automatic cluster n um-

b er. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 9

(2):408–420, Marc h 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ma:2022:GES

[Ma22] Jian Ma. Guest ed-

itorial for selected pa-

p ers from A

CM-BCB 2019.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 19(4):

1919, July 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3140625 .

Mahata:2010:ECH

[Mah10] Pritha Mahata. Ex-

ploratory consensus of hi-

erarc hical clusterings for

melanoma and breast can-

cer. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 7

(1):138–152, Jan uary 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Maitra:2009:IPO

[Mai09] Ranjan Maitra. Initializing

partition-optimization algo-

rithms. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

6(1):144–157, Jan uary 2009.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Mamitsuk a:2005:ELK

[Mam05] Hiroshi Mamitsuk a. Es-

sen tial laten t kno wledge

for protein-protein in ter-

actions: Analysis b y an

unsup ervised learning ap-

proac h. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

2(2):119–130, April 2005.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Matsen:2007:OCT

[Mat07] F rederic k Matsen. Opti-

mization o v er a class of tree

shap e statistics. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 4(3):506–512, July

2007. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Matsen:2009:FTI

[Mat09] F rederic k A. Matsen. F ourier

transform inequalities for

ph ylogenetic trees. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 6(1):89–95, Jan-

uary 2009. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Matthews:2015:HCL

[Mat15] Suzanne J. Matthews. Het-

erogeneous compression of

large collections of ev olu-

tionary trees. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 12(4):807–814, July

2015. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Mazza:2012:HPC

[Maz12] T ommaso Mazza. High p er-

formance computational sys-

tems biology

. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 9(3):641–642, Ma y

2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Mazrouee:2022:AAR

[Maz22] Sepideh Mazrouee. ARHap:

Asso ciation rule haplot yp e

phasing. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 19(6):3281–3294, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3119955 .

Mo ore:2016:EMF

[MB16] Erin Jessica Mo ore and Thir-

mac hos Bourlai. Exp ecta-

tion maximization of fre-

quen t patterns, a sp ecific,

lo cal, pattern-based biclus-

tering algorithm for biological datasets. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 13(5):812–824,

Septem b er 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Mallik:2020:WW C

[MB20] Saura v Mallik and Sang-

hamitra Bandy opadh y a y .

W eCoMXP: W eigh ted con-

nectivit y measure in tegrat-

ing co-meth ylation, co-

expression and protein-

protein in teractions for gene-

mo dule detection. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 17(2):690–703,

Marc h 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2868348 .

Mondal:2023:GDG

[MB23] Abhijit Mondal and Mukul S.

Bansal. Generalizing the

domain-gene-sp ecies recon-

ciliation framew ork to mi-

crobial genes and domains.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 20(6):

3511–3522, 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3294480.

Murugesan:2017:BMI

[MBB

+

17] Sugeerth Murugesan, Kristo-

pher Bouc hard, Jesse A.

Bro wn, Bernd Hamann,

William W. Seeley

, Andrew

T rujillo, and Gun ther H. W e-

b er. Brain mo dulyzer: In-

teractiv e visual analysis of

functional brain connectiv-

it y . IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

14(4):805–818, July 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Muselli:2011:MMV

[MBF

+

11] Marco Muselli, Alb erto

Bertoni, Marco F rasca,

Alessandro Beghini, F rancesca

Ruffino, and Giorgio V alen-

tini. A mathematical

mo del for the v alidation

of gene selection metho ds.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(5):

1385–1392, Septem b er 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Murth y:2013:CA C

[MBF

+

13] Abhishek Murth y , Ezio Bar-

to cci, Fla vio H. F en ton,

James Glimm, Ric hard A.

Gra y , Elizab eth M. Cherry ,

Scott A. Smolk a, and Radu

Grosu. Curv ature analysis

of cardiac excitation w a v e-

fron ts. IEEE/A

CM T r ansactions on Computational Bi-

olo gy and Bioinformatics, 10

(2):323–336, Marc h 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Mazza:2012:R TP

[MBGP12] T ommaso Mazza, P aolo Bal-

larini, Rosita Guido, and

Da vide Prandi. The rele-

v ance of top ology in parallel

sim ulation of biological net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 9(3):911–923, Ma y 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Mic hels:2019:RBM

[MBJ19] Tim Mic hels, Dimitri Berh,

and Xiao yi Jiang. An

RJMCMC-based metho d for

trac king and resolving col-

lisions of Dr osophila lar-

v ae. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

16(2):465–474, Marc h 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2017.2779141 .

Matsen:2018:TR T

[MBKK18] F rederic k A. Matsen, Sara C.

Billey

, Arnold Kas, and Mat-

jaz Kon v alink a. T angle-

grams: a reduction to ol

for mathematical ph yloge-

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(4):1152–1166,

July 2018. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Markin:2019:CMP

[ME19a] Alexey Markin and Oliv er

Eulenstein. Computing

Manhattan path-difference

median trees: a practi-

cal lo cal searc h approac h.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(4):1063–

1076, July 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Markin:2019:CMT

[ME19b] Alexey Markin and Oliv er

Eulenstein. Cophenetic me-

dian trees. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(5):1459–1470,

Septem b er 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Markin:2019:ELS

[ME19c] Alexey Markin and Oliv er

Eulenstein. Efficien t lo-

cal searc h for Euclidean

path-difference median trees.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(4):1374–

1385, July 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Messaoudi:2014:BSS

[MEOL14] Imen Messaoudi, Afef Elloumi-

Oueslati, and Zied Lac hiri.

Building sp ecific signals from

frequency c haos game and

rev ealing p erio dicities using

a smo othed F ourier analysis.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 11(5):

863–877, Septem b er 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Mon teiro:2018:UML

[MFF

+

18] Miguel Mon teiro, Ana Cata-

rina F onseca, Ana T eresa

F reitas, T eresa Pinho e

Melo, Alexandre P . F ran-

cisco, Jose M. F erro, and

Arlindo L. Oliv eira. Us-

ing mac hine learning to im-

pro v e the prediction of func-

tional outcome in isc hemic

strok e patien ts. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(6):1953–1959,

No v em b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Mazza:2015:FIA

[MFS

+

15] T ommaso Mazza, Cate-

rina F usilli, Chiara Sara-

cino, Gianluigi Mazzo ccoli,

F rancesca T a v ano, Manlio

Vinciguerra, and V alerio

P azienza. F unctional impact

of autophagy-related genes

on the homeostasis and dy-

namics of pancreatic can-

cer cell lines. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 12(3):667–678, Ma y

2015. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Mina:2014:IRL

[MG14] Marco Mina and Pietro Hi-

ram Guzzi. Impro ving the

robustness of lo cal net w ork

alignmen t: design and exten-

siv e assessmen t of a Mark o v

clustering-based approac h.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 11(3):561–

572, Ma y 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Myk o wiec k a:2019:CEE

[MG19] Agnieszk a Myk o wiec k a and

P a w el Gorec ki. Credibilit y of

ev olutionary ev en ts in gene

trees. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(3):713–726, Ma y 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Milano:2019:GNA

[MGC19] Marianna Milano, Pietro Hi-

ram Guzzi, and Mario Can-

nataro. GLAlign: a no v el algorithm for lo cal net w ork

alignmen t. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(6):1958–1969,

No v em b er 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2830323 .

Mak:2008:PPS

[MGK08] Man-W ai Mak, Jian Guo,

and Sun-Y uan Kung. P air-

ProSVM: Protein sub cellu-

lar lo calization based on lo-

cal pairwise profile align-

men t and SVM. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 5(3):416–422, July

2008. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Mohammadi:2017:T A T

[MGK

G17] Shahin Mohammadi, Da vid F.

Gleic h, T amara G. Kolda,

and Anan th Grama. T ri-

angular alignmen t T AME:

a tensor-based approac h for

higher-order net w ork align-

men t. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(6):1446–1458, No v em b er

2017. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Ma:2012:SBP

[MGL

+

12] Xin Ma, Jing Guo, Hong-

De Liu, Jian-Ming Xie, and

Xiao Sun. Sequence-based

prediction of DNA-binding

residues in proteins with

conserv ation and correlation

information. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 9(6):1766–1775,

No v em b er 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Martins:2022:LPM

[MGP

+

22] Andreia S. Martins, Marta

Gromic ho, Susana Pin to,

Mamede de Carv alho, and

Sara C. Madeira. Learn-

ing prognostic mo dels us-

ing disease progression pat-

terns: Predicting the need

for non-in v asiv e v en tilation

in am y otrophic lateral scle-

rosis. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 19(5):2572–2583, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3078362 .

Manipur:2023:CDP

[MGP

+

23] Ic hc ha Manipur, Maurizio

Giordano, Marina Piccir-

illo, Seetharaman P arash u-

raman, and Lucia Mad-

dalena. Comm unit y detec-

tion in protein–protein in ter-

action net w orks and appli-

cations. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(1):217–237, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3138142 .

Mottelet:2017:MF A

[MGS17] Stephane Mottelet, Gil

Gaullier, and Georges Sadak a.

Metab olic flux analysis in

isotop e lab eling exp erimen ts

using the adjoin t approac h.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 14(2):491–

497, Marc h 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Mahesh w ari:2021:CV A

[MGS

+

21] Sidharth Mahesh w ari, V enk atesh-

w arlu Y. Gudur, Rishad

Shafik, Ian Wilson, Alex

Y ak o vlev, and Amit Ac haryy a.

CORAL: V erification-a w are

Op enCL based read mapp er

for heterogeneous systems.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 18(4):1426–

1438, July/August 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2943856 .

Mahapatra:2022:DNN

[MGSP22] Sat y a jit Mahapatra, Viv ek Ra j

Gupta, Sitansh u Sekhar

Sah u, and Ganapati P anda.

Deep neural net w ork and

extreme gradien t b o ost-

ing based h ybrid classi-

fier for impro v ed prediction

of protein-protein in terac-

tion. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 19

(1):155–165, Jan uary 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3061300 .

Ma:2015:PPR

[MGXS15] Xin Ma, Jing Guo, Ke Xiao,

and Xiao Sun. PRBP: Pre-

diction of RNA-binding pro-

teins using a random for-

est algorithm com bined with

an RNA-binding residue pre-

dictor. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(6):1385–1393, No v em b er

2015. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Huang:2013:EEO

[mHB13] Y ao ming Huang and Chris

Bystroff. Expanded explo-

rations in to the optimiza-

tion of an energy function for

protein design. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 10(5):1176–1187,

Septem b er 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ma:2020:CIH

[MHHJ20] Y uan yuan Ma, Xiaoh ua Hu,

Tingting He, and Xing-

p eng Jiang. Clustering

and in tegrating of hetero-

geneous microbiome data

b y join t symmetric nonneg-

ativ e matrix factorization

with Laplacian regulariza-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

17(3):788–795, Ma y 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2017.2756628 .

Marsc hall:2012:P AA

[MHKR12] T obias Marsc hall, Ink e

Herms, Hans-Mic hael Kalten bac h,

and Sv en Rahmann. Proba-

bilistic arithmetic automata

and their applications. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 9(6):1737–1750,

No v em b er 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ma:2022:SBS

[MHTJ22] Ying jun Ma, Tingting He,

Y uting T an, and Xingp eng

Jiang. Seq-BEL: Sequence-

based ensem ble learning

for predicting virus-h uman

protein–protein in teraction.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(3):1322–

1333, Ma y 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3008157 .

Mic hal:2007:F CM

[MIC

+

07] Shahar Mic hal, T or Ivry ,

Omer Cohen, Moshe Sipp er,

and Dann y Barash. Find-

ing a common motif of RNA

sequences using genetic pro-

gramming: The GeRNAMo

system. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

4(4):596–610, Octob er 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Mirzal:2014:NTR

[Mir14] Andri Mirzal. Nonpara-

metric Tikhono v regular-

ized NMF and its appli-

cation in cancer clustering.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 11(6):

1208–1217, No v em b er 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Milenk o vic:2018:GLB

[MJ18] Tijana Milenk o vic and Sarath Chan-

dra Janga. Great Lak es

Bioinformatics Conference

GLBIO 2015 sp ecial sec-

tion editorial. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(4):1229–1230,

July 2018. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Mou:2023:STD

[MJ23] Chenqi Mou and W en w en

Ju. Sparse triangular decom-

p osition for computing equi-

libria of biological dynamic

systems based on c hordal

graphs. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

20(3):1667–1678, Ma y 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3156759 .

Marczyk:2020:GXA

[MJPP20] Mic hal Marczyk, Roman

Jaksik, Andrzej P olan-

ski, and Joanna P olansk a.

GaMRed-adaptiv e filtering

of high-throughput biologi-

cal data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 17(1):149–157, Jan uary

2020. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

abs/10.1109/TCBB.2018.

2858825 .

Ma:2022:AHS

[MJZY22] Jing jing Ma, Haitao Jiang,

Daming Zh u, and Run-

min Y ang. Algorithms

and hardness for scaffold

filling to maximize in-

creased duo-preserv ations.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(4):2071–

2079, July 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3083896 .

Marhon:2016:PPC

[MK16] Sa jid A. Marhon and Ste-

fan C. Kremer. Prediction of

protein co ding regions using

a wide-range w a v elet win-

do w metho d. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 13(4):742–753, 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Mozaffari-Kermani:2016:ISS

[MKARB16] Mehran Mozaffari-Kermani,

Reza Azarderakhsh, Kui

Ren, and Jean-Luc Beuc hat.

In tro duction to the sp ecial

section on emerging securit y

trends for biomedical com-

putations, devices, and in-

frastructures: guest edito-

rial. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

13(3):399–400, Ma y 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ma ji:2020:SEA

[MK G20] Ranjan Kumar Ma ji, Sunir-

mal Khatua, and Zh um ur

Ghosh. A sup ervised en-

sem ble approac h for sensi-

tiv e microRNA target pre-

diction. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

17(1):37–46, Jan uary 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2858252 .

Mern b erger:2011:SSG

[MKH11] Marco Mern b erger, Gerhard

Kleb e, and Eyk e Huller-

meier. SEGA: Semiglobal

graph alignmen t for structure-

based protein comparison.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(5):

1330–1343, Septem b er 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Miy a w aki-Ku w ak ado:2020:PMC

[MKKS20] A tsuk o Miy a w aki-Ku w ak ado,

Soic hiro Komori, and F umi-

hide Shiraishi. A promis-

ing metho d for calculating

true steady-state metab olite

concen trations in large-scale

metab olic reaction net w ork

mo dels. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

17(1):27–36, Jan uary 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2853724.

Matsiev a:2017:RSF

[MKS

+

17] Julia Matsiev a, Stev en Kelk,

Celine Scorna v acca, Chris

Whidden, and Dan Gus-

field. A resolution of the

static form ulation question

for the problem of com-

puting the history b ound.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 14(2):404–

417, Marc h 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Mey er:2018:MMP

[ML18] Karlene Nicole Mey er and

Mic helle R. Lacey

. Mo d-

eling meth ylation patterns

with long read sequencing

data. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 15

(4):1379–1389, July 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Manduc hi:2022:GA C

[MLFM22] Elisab etta Manduc hi, T rang T.

Le, W eixuan F u, and Ja-

son H. Mo ore. Genetic

analysis of coronary artery

disease using tree-based

automated mac hine learn-

ing informed b y biology-

based feature selection.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(3):1379–

1386, Ma y 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3099068 .

Mo:2017:NMB

[MLZ17] Hongw ei Mo, Lili Liu, and

Jiao Zhao. A new magne-

totactic bacteria optimiza-

tion algorithm based on mo-

men t migration. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 14(1):15–26, Jan uary

2017. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Min:2018:NRS

[MLZ18] W en w en Min, Juan Liu, and

Shih ua Zhang. Net w ork-

regularized sparse logistic

regression mo dels for clin-

ical risk prediction and

biomark er disco v ery . IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 15(3):944–953,

Ma y 2018. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Ma:2024:PPP

[MLZ

+

24] Ke Ma, Jia w ei Li, Mengyuan

Zhao, Ibrahim Zamit, Bin

Lin, F ei Guo, and Jijun

T ang. PPR

TGI: a p erson-

alized P ageRank graph neu-

ral net w ork for TF-target

gene in teraction detection.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 21(3):480–

491, Ma y 2024. CODEN

dl.acm.org/doi/10.1109/

TCBB.2021.3132339 .

Meskin:2013:PEB

[MNND13] N. Meskin, H. Nounou,

M. Nounou, and A. Datta.

P arameter estimation of bio-

logical phenomena: an un-

scen ted Kalman filter ap-

proac h. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

10(2):537–543, Marc h 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Mandou:2010:GEI

[MNPZ10] Ion Mandou, Giri Narasimhan,

Yi P an, and Y anqing Zhang.

Guest Editors’ in tro duction

to the sp ecial section on

bioinformatics researc h and

applications. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 7(4):577–578, Octo-

b er 2010. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Ma:2009:GCU

[MNR09] Jianmin Ma, Minh N.

Nguy en, and Jagath C.

Ra japakse. Gene classi-

fication using co don us-

age and supp ort v ector ma-

c hines. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

6(1):134–143, Jan uary 2009.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Moret:2004:PNM

[MNW

+

04] Bernard M. E. Moret, Lua y

Nakhleh, T andy W arno w,

C. Randal Linder, Anna

Tholse, Annek e P adolina,

Jerry Sun, and Ruth Timme.

Ph ylogenetic net w orks: Mo d-

eling, reconstructibilit y , and

accuracy

. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 1(1):13–23, Jan uary

2004. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Madeira:2004:BAB

[MO04] Sara C. Madeira and Ar-

lindo L. Oliv eira. Biclus-

tering algorithms for biolog-

ical data analysis: a sur-

v ey . IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

1(1):24–45, Jan uary 2004.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Mossel:2007:DMT

[Mos07] Elc hanan Mossel. Dis-

torted metrics on trees

and ph ylogenetic forests.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 4(1):108–

116, Jan uary 2007. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ma ji:2013:RF C

[MP13] Pradipta Ma ji and Sushmita

P aul. Rough-fuzzy cluster-

ing for grouping functionally

similar genes from microar-

ra y data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

10(2):286–299, Marc h 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Malik:2019:R CS

[MP19] Laraib Malik and Rob P atro.

Ric h c hromatin structure

prediction from Hi-C data.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 16(5):

1448–1458, Septem b er 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Madh umita:2022:FW A

[MP22] Madh umita and Sushmita

P aul. A feature w eigh ting-

assisted approac h for can-

cer subt yp es iden tification

from paired expression pro-

files. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 19

(3):1403–1414, Ma y 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3041723 .

Misra:2015:PMI

[MP A15] Sanc hit Misra, Kiran P am-

nan y , and Sriniv as Aluru.

P arallel m utual informa-

tion based construction of

genome-scale net w orks on

the In tel Xeon Phi copro-

cessor. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(5):1008–1020, Septem b er

2015. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Mahoney:2012:MOB

[MPF12] Arth ur W. Mahoney

, Gre-

gory J. P o dgorski, and

Nic holas S. Flann. Multiob-

jectiv e optimization based-

approac h for disco v ering

no v el cancer therapies. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 9(1):169–184,

Jan uary 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Minh:2009:BPD

[MPKvH09] Bui Quang Minh, F abio

P ardi, Steffen Klaere, and

Arndt v on Haeseler. Bud-

geted ph ylogenetic div er-

sit y on circular split sys-

tems. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

6(1):22–29, Jan uary 2009.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Mitrofano v a:2011:PPF

[MPM11] An tonina Mitrofano v a, Vladimir

P a vlo vic, and Bud Mishra.

Prediction of protein func-

tions with gene on tology

and in tersp ecies protein ho-

mology data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 8(3):775–784, Ma y/

June 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Manica:2020:F AA

[MPP

+

20] Matteo Manica, Raphael

P olig, Mitra Purandare,

Roland Mathis, Christoph

Hagleitner, and Mar ´ ıa Ro dr

´ ıguez

Mart ´ ınez. FPGA accel-

erated analysis of Bo olean

gene regulatory net w orks.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 17(6):

2141–2147, No v em b er 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2936836 .

Mizera:2019:T AA

[MPQY19] Andrzej Mizera, Jun P ang,

Hongy ang Qu, and Qixia

Y uan. T aming async hron y

for attractor detection in

large Bo olean net w orks.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(1):31–42,

Jan uary 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Maximo v a:2018:SGP

[MPS18] T atiana Maximo v a, Erion

Plaku, and Amarda Sheh u.

Structure-guided protein

transition mo deling with a

probabilistic roadmap algo-

rithm. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(6):1783–1796, No v em b er

2018. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Mizera:2018:APT

[MPSY18] Andrzej Mizera, Jun P ang,

Cui Su, and Qixia Y uan.

ASSA-PBN: a to olb o x for

probabilistic Bo olean net-

w orks. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 15

(4):1203–1216, July 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Mandoiu:2009:GEI

[MPSZ09] Ion Mandoiu, Yi P an, Ra j

Sunderraman, and Alexan-

der Zelik o vsky

. Guest Ed-

itors’ in tro duction to the

sp ecial section on bioinfor-

matics researc h and applica-

tions. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

6(2):178–179, April 2009.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Mizera:2018:R TS

[MPY18] Andrzej Mizera, Jun P ang,

and Qixia Y uan. Reviv-

ing the t w o-state Mark o v

c hain approac h. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(5):1525–1537,

Septem b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Mandoiu:2007:GEI

[MPZ07] Ion I. M~ andoiu, Yi P an, and

Alexander Zelik o vsky

. Guest

Editors’ in tro duction to the

Sp ecial Section on Bioinfor-

matics Researc h and Appli-

cations. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

4(4):513–514, Octob er 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Mandoiu:2008:GEI

[MPZ08] Ion I. Mandoiu, Yi P an, and

Alexander Zelik o vsky

. Guest

Editors’ in tro duction to the

sp ecial section on bioinfor-

matics researc h and applica-

tions. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 5(3):321–322, July 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Mahara j:2021:CNE

[MQOH21] Sridevi Mahara j, T aotao

Qian, Zarin Ohiba, and

W a yne Ha y es. Common

neigh b ors extension of the

stic ky mo del for PPI net-

w orks ev aluated b y global

and lo cal graphlet similar-

it y . IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

18(1):16–26, Jan uary 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3017374 .

Mossel:2010:ILS

[MR10] Elc hanan Mossel and Se-

bastien Ro c h. Incom-

plete lineage sorting: Con-

sisten t ph ylogen y estima-

tion from m ultiple lo ci.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 7(1):166–

171, Jan uary 2010. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ma:2012:RNH

[MRB12] Lingyu Ma, Marco Reis-

ert, and Hans Burkhardt.

RENNSH: a no v el α -helix

iden tification approac h for

in termediate resolution elec-

tron densit y maps. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 9(1):228–239,

Jan uary 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Morris:2024:ED A

[MRB

+

24] Jordan Morris, Ash ur Rafiev,

Graeme M. Bragg, Mark L.

V ousden, Da vid B. Thomas,

Alex Y ak o vlev, and An-

drew D. Bro wn. An ev en t-

driv en approac h to geno-

t yp e imputation on a custom

RISC-V cluster. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 21(1):26–35, 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3328714 .

Ma:2018:MLR

[MRK18] Eddie Y. T. Ma, Sujee-

v an Ratnasingham, and Ste-

fan C. Kremer. Mac hine

learned replacemen t of N -

lab els for basecalled se-

quences in DNA barco d-

ing. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 15

(1):191–204, Jan uary 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Mossel:2009:SEA

[MRS09] Elc hanan Mossel, Sebastien

Ro c h, and Mik e Steel.

Shrink age effect in ances-

tral maxim um lik eliho o d.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 6(1):126–

133, Jan uary 2009. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Munoz:2010:RPG

[MS10] Adriana Munoz and Da vid

Sank off. Rearrangemen t

ph ylogen y of genomes in con-

tig form. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

7(4):579–587, Octob er 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Mauc h:2011:EFE

[MS11] Sean Mauc h and Mark

Stalzer. Efficien t form ula-

tions for exact sto c hastic

sim ulation of c hemical sys-

tems. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

8(1):27–35, Jan uary 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ma ji:2017:SFS

[MS17] Pradipta Ma ji and Ekta

Shah. Significance and func-

tional similarit y for iden-

tification of disease genes.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 14(6):

1419–1433, No v em b er 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Medhat:2021:FRA

[MS21] Belal Medhat and Ahmed

Sha wish. FLR: a rev olu-

tionary alignmen t-free sim-

ilarit y analysis metho dol-

ogy for DNA-sequences.

IEEE/A

CM T r ansactions

on Computational Biol-

o gy and Bioinformatics, 18

(5):1924–1936, Septem b er/

Octob er 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2967385 .

Mandal:2019:BIC

[MSB19] Ko y el Mandal, Rosy Sarmah,

and Dhruba Kumar Bhat-

tac haryy a. Biomark er iden-

tification for cancer dis-

ease using biclustering ap-

proac h: an empirical study .

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(2):490–

509, Marc h 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2820695 .

Myk o wiec k a:2018:IGS

[MSG18] Agnieszk a Myk o wiec k a, P a w el

Szczesn y , and P a w el Gorec ki.

Inferring gene-sp ecies as-

signmen ts in the presence

of horizon tal gene transfer.

IEEE/A

CM T r ansactions on Computational Biolo gy

and Bioinformatics, 15(5):

1571–1578, Septem b er 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Magni:2011:SPI

[MSH

+

11] P aolo Magni, Angela Sime-

one, Sandra Healy

, An-

tonella Isacc hi, and Rob erta

Bosotti. Summarizing prob e

in tensities of Affymetrix

GeneChip 3’ expression

arra ys taking in to ac-

coun t da y-to-da y v ariabilit y .

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(5):

1425–1430, Septem b er 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Malhotra:2019:PTE

[MSJP19] An vita Gupta Malhotra,

Sudha Singh, Mohit Jha,

and Kh ushhali M. P andey .

A parametric targetabil-

it y ev aluation approac h

for vitiligo proteome ex-

tracted through in tegration

of gene on tologies and pro-

tein in teraction top ologies.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 16(6):

1830–1842, No v em b er 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2835459.

Mirzaei:2019:PSP

[MSK

C19] Shok oufeh Mirzaei, T omer

Sidi, Chen Keasar, and Sil-

via Criv elli. Purely struc-

tural protein scoring func-

tions using supp ort v ec-

tor mac hine and ensem-

ble learning. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(5):1515–1523,

Septem b er 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Mandon:2019:ASR

[MSP

+

19] Hugues Mandon, Cui Su,

Jun P ang, Soum y a P aul, Ste-

fan Haar, and Loic P aulev e.

Algorithms for the sequen tial

reprogramming of Bo olean

net w orks. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(5):1610–1619,

Septem b er 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ma:2018:ICS

[MSQ18] Xiaok e Ma, P enggang Sun,

and Guimin Qin. Iden tify-

ing condition-sp ecific mo d-

ules b y clustering m ulti-

ple net w orks. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(5):1636–1648,

Septem b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Meng:2013:W A C

[MSS

+

13a] T ao Meng, Ahmed T. Soli-

man, Mei-Ling Sh yu, Yimin

Y ang, Sh u-Ching Chen, S. S.

Iy engar, John Y ordy

, and

Puneeth Iy engar. W a v elet

analysis in curren t cancer

genome researc h: a surv ey .

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 10(6):

1442–14359, No v em b er 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Mollo y:2013:PSE

[MSS13b] Kevin Mollo y , Sameh Saleh,

and Amarda Sheh u. Prob-

abilistic searc h and energy

guidance for biased deco y

sampling in ab initio pro-

tein structure prediction.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 10(5):

1162–1175, Septem b er 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ma jumder:2019:CMD

[MSS19a] Aurpan Ma jumder, Mri-

t yunja y Sark ar, and Pro-

la y Sharma. A comp osite

mo de differen tial gene regu-

latory arc hitecture based on

temp oral expression profiles.

IEEE/A

CM T r ansactions

on Computational Biolo gy

Decem b er 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3099915 .

Martin-Vide:2021:A CBa

[MVVR21b] Carlos Mart ´ ın-Vide and

Miguel A. V ega-Ro dr ´ ıguez.

Algorithms for Computa-

tional Biology: Sixth edi-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 18(1):1, Jan uary 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3023866 .

Martin-Vide:2023:A CB

[MVVR23] Carlos Mart ´ ın-Vide and

Miguel A. V ega-Ro dr ´ ıguez.

Algorithms for computa-

tional biology: Eigh th edi-

tion. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 20

(3):1626–1627, Ma y 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3218808 .

Muraro:2013:IGN

[MVW

+

13] Daniele Muraro, Ute V ob,

Mic hael Wilson, Malcolm

Bennett, Helen Byrne, Iv e

De Smet, Charlie Ho dgman,

and John King. Inference

of the genetic net w ork regulating lateral ro ot initia-

tion in A r abidopsis thaliana .

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 10(1):50–60,

Jan uary 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Mirzaei:2016:F CN

[MW16] Sa jad Mirzaei and Y ufeng

W u. F ast construction

of near parsimonious h y-

bridization net w orks for

m ultiple ph ylogenetic trees.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 13(3):565–

570, Ma y 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Mazrouee:2020:PMF

[MW20] Sepideh Mazrouee and W ei

W ang. P olyCluster: Min-

im um fragmen t disagree-

men t clustering for p oly-

ploid phasing. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(1):264–277,

Jan uary 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2858803 .

Mu:2021:CML

[MW21] Quanh ua Mu and Jiguang

W ang. CNAPE: a ma-

c hine learning metho d for

cop y n um b er alteration pre-

diction from gene expres-

sion. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 18

(1):306–311, Jan uary 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2944827 .

Murph y:2011:T AP

[MWD11] James T. Murph y , Ra y W al-

she, and Marc Dev o celle. A

theoretical analysis of the

Pro drug deliv ery system for

treating an tibiotic-resistan t

bacteria. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 8(3):650–658, Ma y/June

2011. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Ma:2023:PD A

[MWH

+

23] Y uxin Ma, Sh uo W ang,

Y ang Hua, Ruh ui Ma, T ao

Song, Zhengui Xue, Heng

Cao, and Haibing Guan.

P erceptual data augmen ta-

tion for biomedical coro-

nary v essel segmen tation.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 20(4):2494–

2505, July 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3188148 .

Ma:2012:EAA

[MWL

+

12] Christopher Ma, Thomas

K. F. W ong, T. W. Lam,

W. K. Hon, K. Sadak ane,

and S. M. Yiu. An ef-

ficien t alignmen t algorithm

for searc hing simple pseudo-

knots o v er long genomic se-

quence. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

9(6):1629–1638, No v em b er

2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Mukund:2018:CEN

[MWLS18] Ka vitha Mukund, Sam uel R.

W ard, Ric hard L. Lieb er,

and Shank ar Subrama-

niam. Co-expression net-

w ork approac h to study-

ing the effects of Botulin um

Neuroto xin-A. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(6):2009–2016,

No v em b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Mo oney:2012:GGU

[MWSM12] Mic hael Mo oney

, Beth Wilmot,

The Bip olar Genome Study ,

and Shannon McW eeney .

The GA and the GW AS:

Using genetic algorithms to

searc h for m ultilo cus asso ci-

ations. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 9(3):899–910, Ma y 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Mandoiu:2013:GEI

[MWZ13] Ion I. Mandoiu, Jianxin

W ang, and Alexander Ze-

lik o vsky

. Guest Editors’

in tro duction to the sp ecial

section on bioinformatics

researc h and applications.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 10(6):

1345–1346, No v em b er 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

McDermott:2020:DLB

[MWZ

+

20] Matthew B. A. McDermott,

Jennifer W ang, W en-Ning

Zhao, Stev en D. Sheridan,

P eter Szolo vits, Isaac Ko-

hane, Stephen J. Haggart y ,

and Ro y H. P erlis. Deep

learning b enc hmarks on

l1000 gene expression data.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 17(6):

1846–1857, No v em b er 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2910061 .

Ma:2017:EBS

[MWZY17] Lic h un Ma, Debb y D. W ang,

Bin Zou, and Hong Y an.

An eigen-binding site based

metho d for the analysis of an ti-EGFR drug resistance

in lung cancer treatmen t.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 14(5):

1187–1194, Septem b er 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ma:2012:MRD

[MYCW12] W enji Ma, Y ong Y ang, Zhi-

Zhong Chen, and Lusheng

W ang. Mutation region de-

tection for closely related in-

dividuals without a kno wn

p edigree. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 9(2):499–510, Marc h

2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Man u:2024:GF G

[MYLS24] Daniel Man u, Jing jing Y ao,

W uji Liu, and Xiang Sun.

GraphGANF ed: a federated

generativ e framew ork for

graph-structured molecules

to w ards efficien t drug dis-

co v ery . IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

21(2):240–253, Marc h 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3349990 .

Ma:2017:OIS

[MZ17] Tianle Ma and Aidong

Zhang. Omics informatics:

F rom scattered individual

soft w are to ols to in tegrated

w orkflo w managemen t sys-

tems. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(4):926–946, July 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Meng:2015:GSI

[MZL15] Jun Meng, Jing Zhang, and

Y ushi Luan. Gene selection

in tegrated with biological

kno wledge for plan t stress re-

sp onse using neigh b orho o d

system and rough set the-

ory . IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

12(2):433–444, Marc h 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ma:2022:BBR

[MZLL22] Jiani Ma, Lin Zhang, Shao-

jie Li, and Hui Liu. BRPCA:

Bounded robust principal

comp onen t analysis to incor-

p orate similarit y net w ork for

N7-meth ylguanosine(mo

7

G)

site-disease asso ciation pre-

diction. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 19(6):3295–3306, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3109055 .

Macw an:2016:RSC

[MZS

+

16] Isaac G. Macw an, Zihe Zhao,

Omar T. Sobh, Ishita Muk-

erji, Bh ushan Dharmad-

hik ari, and Prabir K. P atra.

Residue sp ecific and c hiralit y

dep enden t in teractions b e-

t w een carb on nanotub es and

flagellin. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

13(3):541–548, Ma y 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Mao:2019:MEP

[MZSL19] Chengsheng Mao, Y uan

Zhao, Mengxin Sun, and

Y uan Luo. Are m y EHRs

priv ate enough? Ev en t-

lev el priv acy protection.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(1):103–

112, Jan uary 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Neb el:2011:AFE

[NA11] Markus E. Neb el and Sc heid

Anik a. Analysis of the free

energy in a sto c hastic RNA

secondary structure mo del.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(6):

1468–1482, No v em b er 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Noriega-A tala:2020:EIS

[NAHT

+

20] Enrique Noriega-A tala, P aul D.

Hein, Shraddha S. Th umsi,

Zec h y W ong, Xia W ang,

Sean M. Hendryx, and Cla y-

ton T. Morrison. Extracting

in ter-sen tence relations for

asso ciating biological con-

text with ev en ts in biomed-

ical texts. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(6):1895–1906,

No v em b er 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2904231 .

Nakhleh:2010:MSR

[Nak10] Lua y Nakhleh. A met-

ric on the space of re-

duced ph ylogenetic net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

7(2):218–222, April 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Nanni:2019:BCH

[NBGL19] Loris Nanni, Sheryl Brah-

nam, Stefano Ghidoni, and

Alessandra Lumini. Bioim-

age classification with hand-

crafted and learned fea-

tures. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(3):874–885, Ma y 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Newman:2024:DDI

[NCJ24] T ara Newman, Hiu F ung Kevin

Chang, and Hosna Jab-

bari. DinoKnot: Du-

plex in teraction of n ucleic

acids with PseudoKnots.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 21(3):348–

359, Ma y 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3362308 .

Ni:2023:MMS

[NCL

+

23] Zhic hen Ni, Honglong Chen,

Zhe Li, Xiaomeng W ang,

Na Y an, W eifeng Liu, and

F eng Xia. MSCET: a m ulti-

scenario offloading sc hed-

ule for biomedical data

pro cessing and analysis in

cloud-edge-terminal collab-

orativ e v ehicular net w orks.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 20(4):2376–

2386, July 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3131177 .

Nep om uceno-Chamorro:2015:BT A

[NCMCAR15] Isab el A. Nep om uceno-

Chamorro, Alfonso Marquez-

Chamorro, and Jesus S.

Aguilar-Ruiz. Building tran-

scriptional asso ciation net-

w orks in cytoscap e with Reg-

NetC. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(4):823–824, July 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Norkus:2012:AAL

[NFM

+

12] Mindaugas Norkus, Damien

F a y , Mary J. Murph y , F rank

Barry

, Gearoid OLaighin,

and Liam Kilmartin. On the

application of activ e learn-

ing and Gaussian pro cesses

in p ostcry opreserv ation cell

mem brane in tegrit y exp eri-

men ts. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 9(3):846–856, Ma y 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ni:2016:PME

[NGY

+

16] Xumin Ni, W ei Guo, Kai

Y uan, Xiong Y ang, Zhim-

ing Ma, Sh uh ua Xu, and

Shih ua Zhang. A prob-

abilistic metho d for esti-

mating the sharing of iden-

tit y b y descen t for p op-

ulations with migration.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 13(2):281–

290, Marc h 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ni:2022:AES

[NGZ

+

22] Xinzhe Ni, Bohao Geng,

Hao yu Zheng, Jia w ei Shi,

Gang Hu, and Jianzhao

Gao. Accurate estima-

tion of single-cell differ-

en tiation p otency based

on net w ork top ology and

gene on tology information.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 19(6):

3255–3262, 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3112951 .

Nguy en:2017:NSC

[NHH

+

17] V an-Nui Nguy en, Kai-Y ao

Huang, Chien-Hsun Huang,

K. Rob ert Lai, and Tzong-

Yi Lee. A new sc heme

to c haracterize and iden-

tify protein ubiquitination

sites. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 14

(2):393–403, Marc h 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Niu:2017:SBA

[NHTD17] Ben Niu, Huali Huang, Li-

jing T an, and Qiqi Duan.

Sym biosis-based alternativ e

learning m ulti-sw arm par-

ticle sw arm optimization.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 14(1):4–14,

Jan uary 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Noman:2007:IGR

[NI07] Nasim ul Noman and Hi-

toshi Iba. Inferring gene

regulatory net w orks us-

ing differen tial ev olution

with lo cal searc h heuris-

tics. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 4

(4):634–647, Octob er 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Na jafi:2019:SAM

[NJMF19] Amir Na jafi, Sep ehr Janghor-

bani, Sey ed Ab olfazl Mo-

tahari, and Emad F atem-

izadeh. Statistical asso cia-

tion mapping of p opulation-

structured genetic data.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(2):638–

649, Marc h 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2017.2786239 .

Nanni:2012:IBV

[NLGG12] Loris Nanni, Alessandra Lu-

mini, Dinesh Gupta, and

Aarti Garg. Iden tifying bacterial virulen t proteins b y

fusing a set of classifiers

based on v arian ts of Chou’s

pseudo amino acid comp o-

sition and on ev olutionary

information. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 9(2):467–475, Marc h

2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Nguy en:2017:BAR

[NLHL17] Thao Thi Ph uong Nguy en,

Vinh Sy Le, Hai Bic h Ho,

and Quang Si Le. Build-

ing ancestral recom bination

graphs for whole genomes.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 14(2):478–

483, Marc h 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Niu:2018:CSR

[NL W

+

18] Ben Niu, Jing Liu, T eresa

W u, Xiangh ua Ch u, Zhengxu

W ang, and Y anmin Liu.

Co ev olutionary structure-

redesigned-based bacterial

foraging optimization. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 15(6):1865–1876,

No v em b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3104734 .

Nalban toglu:2019:MAM

[NS19] O. Ufuk Nalban toglu and

Khalid Sa y o o d. MIMOSA:

Algorithms for microbial

profiling. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(6):2023–2034,

No v em b er 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2830324 .

Nishida:2019:EEP

[NSAH19] Shimp ei Nishida, Sh un

Sakuraba, Kiy oshi Asai, and

Mic hiaki Hamada. Esti-

mating energy parameters

for RNA secondary struc-

ture predictions using b oth

exp erimen tal and computa-

tional data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(5):1645–1655,

Septem b er 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Na w ab:2017:IBA

[NSC17] Rao Muhammad Adeel

Na w ab, Mark Stev enson,

and P aul Clough. An

IR-based approac h utiliz-

ing query expansion for plagiarism detection in MED-

LINE. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(4):796–804, July 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Nizami:2019:EAS

[NSMH19] Bilal Nizami, Elham Mousa vinezhad

Sarasia, Meh bub I. K.

Momin, and Bahareh Honarpar-

v ar. Estrogenic activ e stil-

b ene deriv ativ es as an ti-

cancer agen ts: a DFT and

QSAR study

. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(2):560–568,

Marc h 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2017.2779505 .

Nishiy ama:2019:R CN

[NSNA19] Y uhei Nishiy ama, Alek-

sandar Sh urb evski, Hiroshi

Nagamo c hi, and T atsuy a

Akutsu. Resource cut, a

new b ounding pro cedure to

algorithms for en umerating

tree-lik e c hemical graphs.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(1):77–90,

Jan uary 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

No or:2012:IGR

[NSNN12] Amina No or, Erc hin Ser-

p edin, Mohamed Nounou,

and Hazem Nounou. In-

ferring gene regulatory net-

w orks via nonlinear state-

space mo dels and exploiting

sparsit y . IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

9(4):1203–1211, July 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Nguy en:2015:EA O

[NSZK15] Th uy-Diem Nguy en, Bertil

Sc hmidt, Zejun Zheng, and

Chee-Keong Kw oh. Effi-

cien t and accurate OTU

clustering with GPU-based

sequence alignmen t and dy-

namic dendrogram cutting.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 12(5):

1060–1073, Septem b er 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Noland:2024:ESP

[NT24] Jonas Kristiansen Nøland

and Steinar Thorv aldsen.

The exact sto c hastic pro-

cess of the haploid m ulti-

allelic W righ t–Fisher m uta-

tion mo del. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 21(1):69–83, 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3336850 .

Neri:2007:AMA

[NTCO07] F erran te Neri, Jari T oiv a-

nen, Giusepp e Leonardo

Cascella, and Y ew-So on

Ong. An adaptiv e m ulti-

meme algorithm for design-

ing HIV m ultidrug thera-

pies. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

4(2):264–278, April 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Nguy en:2022:EED

[NTL

+

22] T rinh-T rung-Duong Nguy en,

The-Anh T ran, Nguy en-

Quo c-Khanh Le, Dinh-Minh

Pham, and Y u-Y en Ou. An

extensiv e examination of dis-

co v ering 5-meth ylcytosine

sites in genome-wide DNA

promoters using mac hine

learning based approac hes.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(1):87–94,

Jan uary 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3082184 .

Nogueira:2016:BBW

[NTR16] Da vid Nogueira, P edro

T omas, and Nuno Roma.

Bo wMapCL: Burro ws–Wheeler

mapping on m ultiple hetero-

geneous accelerators. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 13(5):926–938,

Septem b er 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Nagara jan:2006:CSC

[NU06] Radhakrishnan Nagara jan

and Meenakshi Upreti. Cor-

relation statistics for cDNA

microarra y image analysis.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 3(3):232–

238, July 2006. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Nguy en:2022:IMG

[NVL22] Giang T. T. Nguy en, Hoa D.

V u, and Duc-Hau Le. In-

tegrating molecular graph

data of drugs and m ulti-

ple -omic data of cell lines

for drug resp onse predic-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

19(2):710–717, Marc h 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3096960 .

Nguy en:2018:HTN

[NVSH18] Nha Nguy en, An V o, Haibin

Sun, and Heng Huang.

Hea vy-tailed noise suppres-

sion and deriv ativ e w a v elet

scalogram for detecting

DNA cop y n um b er ab erra-

tions. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(5):1625–1635, Septem b er

2018. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Niu:2019:PPI

[NWW19] Y un Niu, Hongmei W u,

and Y u w ei W ang. Protein-

protein in teraction iden ti-

fication using a similarit y-

constrained graph mo del.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(2):607–

616, Marc h 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2017.2777448 .

Ni:2020:CDS

[NWZ

+

20] P eng Ni, Jianxin W ang, Ping

Zhong, Y aohang Li, F ang-

Xiang W u, and Yi P an. Con-

structing disease similarit y

net w orks based on disease

mo dule theory

. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 17(3):906–915, Ma y

2020. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2018.2817624 .

Ny e:2014:A CP

[Ny e14] T om M. W. Ny e. An algo-

rithm for constructing prin-

cipal geo desics in ph yloge-

netic treespace. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 11(2):304–315,

Marc h 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ng:2015:F AL

[NYOL15] Y en Kao w Ng, Linzhi

Yin, Hirotak a Ono, and

Sh uai Cheng Li. Finding

all longest common segmen ts

in protein structures effi-

cien tly . IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(3):644–655, Ma y 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ning:2022:NMI

[NZM22] Qiao Ning, Xiao w ei Zhao,

and Zhiqiang Ma. A no v el

metho d for iden tification

of glutarylation sites com-

bining b orderline-SMOTE

with T omek links tec h-

nique in im balanced data.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 19(5):

2632–2641, 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:// dl.acm.org/doi/10.1109/

TCBB.2021.3095482 .

Nguy en:2011:TBU

[NZR11] Minh N. Nguy en, Jacek M.

Zurada, and Jagath C. Ra-

japakse. T o w ard b etter

understanding of protein

secondary structure: Ex-

tracting prediction rules.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(3):

858–864, Ma y/June 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ozgul:2021:CDC

[

¨

OBT21] Ozan Firat

¨

Ozg ¨ ul, Batuhan

Bardak, and Mehmet T an.

A con v olutional deep cluster-

ing framew ork for gene ex-

pression time series. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 18(6):2198–2207,

No v em b er/Decem b er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2988985 .

Ozso y:2013:DCA

[OC13] Oyku Eren Ozso y and T olga

Can. A divide and conquer

approac h for construction

of large-scale signaling net-

w orks from PPI and RNAi

data using linear program-

ming. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

10(4):869–883, July 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Oc hs:2014:O A T

[OF C

+

14] Mic hael F. Oc hs, Jason E.

F arrar, Mic hael Considine,

Yingying W ei, Soheil Mesh-

inc hi, and Rob ert J. Arceci.

Outlier analysis and top

scoring pair for in tegrated

data analysis and biomark er

disco v ery . IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 11(3):520–532, Ma y

2014. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Oh:2011:FKD

[OG11] Jung Hun Oh and Jean Gao.

F ast k ernel discriminan t

analysis for classification of

liv er cancer mass sp ectra.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(6):

1522–1534, No v em b er 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Occ hipin ti:2021:DEM

[OHK

+

21] Annalisa Occ hipin ti, Y oussef

Hamadi, Hillel Kugler,

Christoph M. Win tersteiger,

Bo y an Y ordano v, and Clau-

dio Angione. Disco v ering

essen tial m ultiple gene ef-

fects through large scale

optimization: an application to h uman cancer

metab olism. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(6):2339–2352,

No v em b er/Decem b er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2973386 .

Oliv eira:2021:SPI

[OJF

+

21] Andre Ro drigues Oliv eira,

G ´ eraldine Jean, Guillaume

F ertin, Klairton Lima Brito,

Ulisses Dias, and Zanoni

Dias. Sorting p erm uta-

tions b y in tergenic op era-

tions. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 18

(6):2080–2093, No v em b er/

Decem b er 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3077418 .

Ov ask a:2013:GR O

[OLS

+

13] Kristian Ov ask a, Lauri Lyly ,

Bisw a jy oti Sah u, Olli A.

Janne, and Sampsa Hau-

taniemi. Genomic region op-

eration kit for flexible pro-

cessing of deep sequencing

data. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 10

(1):200–206, Jan uary 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Oh:2011:ELA

[OLZ11] Sangy o on Oh, Min Su Lee,

and By oung-T ak Zhang. En-

sem ble learning with activ e

example selection for im bal-

anced biomedical data classi-

fication. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

8(2):316–325, Marc h 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ogul:2007:SLP

[OM07] Hasan Ogul and Erk an U.

Mumcuo˘ glu. Sub cellu-

lar lo calization prediction

with new protein enco ding

sc hemes. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

4(2):227–232, April 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Omon y:2012:EDS

[OMAdG

+

12] Jimm y Omon y , Astrid R.

Mac h-Aigner, Leo H. de Graaff,

Gerrit v an Straten, and An-

ton J. B. v an Bo xtel. Ev al-

uation of design strategies

for time course exp erimen ts

in genetic net w orks: Case

study of the XlnR regu-

lon in Asp er gil lus niger .

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 9(5):

1316–1325, Septem b er 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Olman:2009:PCA

[OMWX09] Victor Olman, F englou Mao,

Hongw ei W u, and Ying Xu.

P arallel clustering algorithm

for large data sets with

applications in bioinformat-

ics. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

6(2):344–352, April 2009.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ow en:2011:F A C

[OP11] Megan Ow en and J. Scott

Pro v an. A fast algorithm

for computing geo desic

distances in tree space.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 8(1):2–13,

Jan uary 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Oakley:2013:PSO

[OR CJ13] Mark T. Oakley

, Eliza-

b eth Grace Ric hardson, Har-

riet Carr, and Ro y L. John-

ston. Protein structure opti-

mization with a “Lamarc k-

ian” an t colon y algorithm.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 10(6):

1548–1552, No v em b er 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ozden:2021:DDR

[OSA

+

21] F urk an Ozden, Metin Can

Sip er, Necmi Acarso y , T u-

grulcan Elmas, Bry an Mart y ,

Xinjian Qi, and A. Ercumen t

Cicek. DORMAN: Database

of Reconstructed MetAb olic

Net w orks. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(4):1474–1480,

July/August 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2944905 .

Ogunley e:2020:XMC

[O W20] Adeola Ogunley e and Qing-

Guo W ang. X

GBo ost

mo del for c hronic kidney dis-

ease diagnosis. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(6):2131–2140,

No v em b er 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2911071 .

Ou-Y ang:2015:DPC

[O YDZ15] Le Ou-Y ang, Dao-Qing

Dai, and Xiao-F ei Zhang.

Detecting protein com-

plexes from signed protein-

protein in teraction net w orks.

IEEE/A

CM T r ansactions

on Computational Biolo gy and Bioinformatics, 12(6):

1333–1344, No v em b er 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ogundijo:2021:CIT

[OZW

A21] Oy etunji E. Ogundijo, Kaiyi

Zh u, Xiao dong W ang, and

Dimitris Anastassiou. Char-

acterizing in tra-tumor het-

erogeneit y from somatic m u-

tations without cop y-neutral

assumption. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(6):2271–2280,

No v em b er/Decem b er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2973635 .

Ozyurt:2012:AIC

[Ozy12] I. Burak Ozyurt. Au-

tomatic iden tification and

classification of noun argu-

men t structures in biomed-

ical literature. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 9(6):1639–1648,

No v em b er 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

P aul:2022:NFS

[P A22] Madh usudan P aul and Ashish

Anand. A new family of

similarit y measures for scor-

ing confidence of protein in-

Cai. Iden tifying protein

sub cellular lo cations with

em b eddings-based node2loc .

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(2):666–

675, Marc h 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3080386 .

P eng:2019:CMC

[PCY

+

19] Shaoliang P eng, Yingb o Cui,

Sh un yun Y ang, W enhe Su,

Xiao yu Zhang, T englilang

Zhang, W eiguo Liu, and

Xing-Ming Zhao. A CPU–

MIC collab orated parallel

framew ork for GR OMA CS

on Tianhe-2 sup ercomputer.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(2):425–

433, Marc h 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2017.2713362 .

p our:2020:OBF

[pD20] Ali F oroughi p our and

Lori A. Dalton. Opti-

mal Ba y esian filtering for

biomark er disco v ery: P er-

formance and robustness.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 17(1):250–

263, Jan uary 2020. CO-

DEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2858814 .

P on te-F ernandez:2022:EEM

[PF GDCRM22] Christian P on te-F ern´ andez,

Jorge Gonz´ alez-Dom ´ ınguez,

An tonio Carv a jal-Ro dr ´ ıguez,

and Mar ´ ıa J. Mart ´ ın. Ev al-

uation of existing metho ds

for high-order epistasis de-

tection. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

19(2):912–926, Marc h 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3030312 .

P an:2019:KFP

[PFJ

+

19] T on y P an, P atric k Flic k,

Chirag Jain, Y ongc hao

Liu, and Sriniv as Aluru.

Kmerind: a flexible paral-

lel library for K -mer index-

ing of biological sequences

on distributed memory sys-

tems. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 16

(4):1117–1131, July 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Pirinen:2006:F CG

[PG06] Matti Pirinen and Dario

Gasbarra. Finding consis-

ten t gene transmission pat-

terns on large and com-

plex p edigrees. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 3(3):252–262, July

2006. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

P apadakis:2012:SSD

[PG12] George P apadakis and Elec-

tra Gizeli. In silico searc h of

DNA drugs targeting onco-

genes. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

9(6):1826–1830, No v em b er

2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

P aszek:2018:EA G

[PG18] Jarosla w P aszek and P a w el

Gorec ki. Efficien t algo-

rithms for genomic duplica-

tion mo dels. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(5):1515–1524,

Septem b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

P oirier:2018:D AB

[PGF18] Carl P oirier, Benoit Gos-

selin, and P aul F ortier. DNA

assem bly with de Bruijn

graphs using an FPGA plat-

form. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 15

(3):1003–1009, Ma y 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

P ang:2012:GSU

[PGHT12] Herb ert P ang, Stephen L.

George, Ken Hui, and Tiejun

T ong. Gene selection us-

ing iterativ e feature elimina-

tion random forests for sur-

viv al outcomes. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 9(5):1422–1431,

Septem b er 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

P elik an:2010:EPL

[PH10a] Ric hard P elik an and Mi-

los Hauskrec h t. Effi-

cien t p eak-lab eling algo-

rithms for whole-sample

mass sp ectrometry pro-

teomics. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

7(1):126–137, Jan uary 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

P erkins:2010:TBS

[PH10b] Theo dore J. P erkins and

Mic hael T. Hallett. A trade-

off b et w een sample complex-

it y and computational com-

plexit y in learning Bo olean

net w orks from time-series

data. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 7

(1):118–125, Jan uary 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Pham:2023:CBE

[Pha23] T uan D. Pham. Classifica-

tion of Caenorhab ditis ele-

gans lo comotion b eha viors

with eigenfeature-enhanced

long short-term memory net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(1):206–216, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3153668 .

P ark er:2008:SPT

[PHX

+

08] Douglass Stott P ark er, Ruey-

Lung Hsiao, Yi Xing,

Alissa M. Resc h, and

Christopher J. Lee. Solv-

ing the problem of trans-

genomic query with align-

men t tables. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 5(3):432–447, July

2008. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

P aul:2009:PCC

[PI09] T op on Kumar P aul and Hi-

toshi Iba. Prediction of

cancer class with ma jor-

it y v oting genetic program-

ming classifier using gene ex-

pression data. IEEE/A CM

T r ansactions on Computational Biolo gy and Bioinfor-

matics, 6(2):353–367, April

2009. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

P atra:2018:RAP

[PIPC18] Pranjal P atra, T atsuo Iza w a,

and Lourdes P ena-Castillo.

REP A: Applying path w a y

analysis to genome-wide

transcription factor binding

data. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 15

(4):1270–1283, July 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

P atton:2014:HPI

[PJN

+

14] Kristopher L. P atton, Da vid J.

John, James L. Norris,

Daniel R. Lewis, and Glo-

ria K. Muda y . Hierar-

c hical probabilistic in terac-

tion mo deling for m ulti-

ple gene expression repli-

cates. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

11(2):336–346, Marc h 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Pio v esan:2013:SFP

[PK13] T eresa Pio v esan and Stev en

Kelk. A simple fixed pa-

rameter tractable algorithm

for computing the h ybridiza-

tion n um b er of t w o (not

necessarily binary) trees.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 10(1):18–25,

Jan uary 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Pyne:2020:RR T

[PKA20] Saptarshi Pyne, Alok Ran-

jan Kumar, and Ashish

Anand. Rapid recon-

struction of time-v arying

gene regulatory net w orks.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 17(1):278–

291, Jan uary 2020. CO-

DEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2861698 .

P op escu:2006:FMG

[PKM06] Mihail P op escu, James M.

Keller, and Jo yce A. Mitc hell.

F uzzy measures on the gene

on tology for gene pro d-

uct similarit y . IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 3(3):263–274, July

2006. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

P altun:2022:DBD

[PKM22] Bet ¨ ul G ¨ uv en¸ c P altun, Sam uel

Kaski, and Hiroshi Mamit-

suk a. DIVERSE: Ba y esian

Data In tegratiVE learning

for precise drug Resp onSE prediction. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 19(4):2197–2207,

July 2022. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2021.3065535 .

P aoletti:2012:INC

[PKRD12] Da vid R. P aoletti, Dan E.

Krane, Mic hael L. Ra ymer,

and T ra vis E. Do om. In-

ferring the n um b er of con-

tributors to mixed DNA pro-

files. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 9

(1):113–122, Jan uary 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

P eng:2017:HNB

[PL17] Chen P eng and Ao Li.

A heterogeneous net w ork

based metho d for iden tifying

GBM-related genes b y in-

tegrating m ulti-dimensional

data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(3):713–720, Ma y 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

P aoletti:2020:DDR

[PLC

+

20] Nicola P aoletti, Kin Sum

Liu, Hongk ai Chen, Scott A.

Smolk a, and Shan Lin.

Data-driv en robust con-

trol for a closed-lo op artifi-

cial pancreas. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(6):1981–1993,

No v em b er 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2912609 .

P eng:2017:PPF

[PLCW17] W ei P eng, Min Li, Lu Chen,

and Lusheng W ang. Pre-

dicting protein functions

b y using un balanced ran-

dom w alk algorithm on

three biological net w orks.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 14(2):360–

369, Marc h 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

P eng:2023:MVF

[PLD

+

23] W ei P eng, Ming Liu, W ei

Dai, Tielin Chen, Y u F u,

and Yi P an. Multi-view fea-

ture aggregation for predict-

ing microb e-disease asso ci-

ation. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(5):2748–2758, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3132611 .

P asserini:2012:PMB

[PLF12] Andrea P asserini, Marco

Lippi, and P aolo F ras-

coni. Predicting metal-

binding sites from protein se-

quence. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

9(1):203–213, Jan uary 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

P ark:2022:NAD

[PLH22] Byungkyu P ark, W o ok Lee,

and Kyungso ok Han. A

new approac h to deriv-

ing prognostic gene pairs

from cancer patien t-sp ecific

gene correlation net w orks.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(3):1267–

1276, Ma y 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3017209 .

P aoletti:2012:MCM

[PLMV12] Nicola P aoletti, Pietro Lio,

Eman uela Merelli, and

Marco Vicecon ti. Multilev el

computational mo deling and

quan titativ e analysis of b one

remo deling. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 9(5):1366–1378,

Septem b er 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Pu:2022:DDT

[PL TG22] Y uqian Pu, Jia w ei Li, Jijun

T ang, and F ei Guo. DeepF u-

sionDT

A: Drug-target bind-

ing affinit y prediction with

information fusion and h y-

brid deep-learning ensem ble

mo del. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 19(5):2760–2769, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3103966 .

P aul:2020:IRS

[PM20] Sushmita P aul and Madh u-

mita. RF CM

3

: Compu-

tational metho d for iden ti-

fication of miRNA–mRNA

regulatory mo dules in cer-

vical cancer. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(5):1729–1740,

Septem b er 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2910851 .

P ouy an:2017:ICP

[PN17] Maziy ar Baran P ouy an and

Mehrdad Nourani. Iden-

tifying cell p opulations in

flo w cytometry data us-

ing phenot ypic signatures.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 14(4):880–

891, July 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

P an:2020:FBG

[PNA20] T on y P an, Rah ul Nihalani,

and Sriniv as Aluru. F ast

de Bruijn graph compaction

in distributed memory en-

vironmen ts. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(1):136–148,

Jan uary 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2858797 .

P esonen:2018:CPN

[PNP

+

18] Maiju P esonen, Jaakk o

Nev alainen, Stev en P otter,

Somnath Datta, and Sus-

mita Datta. A com bined

PLS and negativ e bino-

mial regression mo del for

inferring asso ciation net-

w orks from next-generation

sequencing coun t data.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 15(3):760–

773, Ma y 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

P oury ah y a:2022:ANI

[POJ

+

22] Mary am P oury ah y a, Jung Hun

Oh, P edram Ja v anmard,

James C. Mathews, Zehor

Belkhatir, Joseph O. Deasy ,

and Allen R. T annen baum.

aW Cluster: a no v el in te-

grativ e net w ork-based clus-

tering of m ultiomics for

subt yp e analysis of cancer

data. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 19

(3):1472–1483, Ma y 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3039511 .

P oleksic:2011:O WU

[P ol11] Aleksandar P oleksic. Opti-

mizing a widely used protein

structure alignmen t measure

in exp ected p olynomial time.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(6):

1716–1720, No v em b er 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

P oleksic:2012:CPS

[P ol12] Aleksandar P oleksic. On

complexit y of protein struc-

ture alignmen t problem

under distance constrain t.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 9(2):511–

516, Marc h 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

P oleksic:2013:IAM

[P ol13] Aleksandar P oleksic. Im-

pro v ed algorithms for matc h-

ing r -separated sets with ap-

plications to protein struc-

ture alignmen t. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 10(1):226–229,

Jan uary 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Pizzi:2018:EAS

[POS

+

18] Cinzia Pizzi, Mattia Or-

namen ti, Simone Spangaro,

Simona E. Rom b o, and

Laxmi P arida. Efficien t al-

gorithms for sequence anal-

ysis with en tropic profiles.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 15(1):117–

128, Jan uary 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Pic hene:2020:MVP

[PPF

G20] Matthieu Pic hen ´ e, Suc heen-

dra K. P alaniappan, Eric

F abre, and Blaise Genest.

Mo deling v ariabilit y in p op-

ulations of cells using ap-

pro ximated m ultiv ariate dis-

tributions. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(5):1691–1702,

Septem b er 2020. CODEN

ITCBCY. ISSN 1545-5963

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 12(6):

1464–1469, No v em b er 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

P aul:2020:EA T

[PSPM20] Soum y a P aul, Cui Su, Jun

P ang, and Andrzej Mizera.

An efficien t approac h to-

w ards the source-target con-

trol of Bo olean net w orks.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 17(6):

1932–1945, No v em b er 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2915081 .

P alacio:2024:DPC

[PSR

+

24] Ana Le´ on P alacio, Al-

b erto Garc ´ ıa S., Jos ´ e

F abi´ an Rey es Rom´ an, Mireia

Costa, and Oscar P astor.

The Delfos Platform: a

conceptual mo del-based so-

lution for the enhance-

men t of precision medicine.

IEEE/A

CM T r ansactions

on Computational Biol-

o gy and Bioinformatics, 21

(5):1242–1253, Septem b er/

Octob er 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3377928 .

P ark:2009:NBI

[PSS09] Y ong jin P ark, Stanley Shac k-

ney , and Russell Sc h w artz.

Net w ork-based inference of

cancer progression from mi-

croarra y data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 6(2):200–212, April

2009. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Prak ash:2009:ADM

[PT09] Amol Prak ash and Martin

T ompa. Assessing the discor-

dance of m ultiple sequence

alignmen ts. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 6(4):542–551, Octo-

b er 2009. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

P eng:2018:JTL

[PTH

+

18] Xin P eng, Y ang T ang, W an-

gli He, W enli Du, and

F eng Qian. A just-in-

time learning based monitor-

ing and classification metho d

for h yp er/h yp o calcemia di-

agnosis. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(3):788–801, Ma y 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

P atoary:2019:PSD

[PTM

+

19] Mohammad Nazrul Ish-

lam P atoary

, Carl T rop-

p er, Rob ert A. McDou-

gal, Zhongw ei Lin, and

William W. Lytton. P ar-

allel sto c hastic discrete

ev en t sim ulation of cal-

cium dynamics in neuron.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(3):1007–

1019, Ma y 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Puljiz:2016:DGV

[PV16] Zrink a Puljiz and Haris

Vik alo. Deco ding genetic

v ariations: comm unications-

inspired haplot yp e assem-

bly . IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

13(3):518–530, Ma y 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Pirola:2012:FP A

[PVB

+

12] Y uri Pirola, Gianluca Della

V edo v a, Stefano Biffani,

Alessandra Stella, and P aola

Bonizzoni. A fast and prac-

tical approac h to genot yp e

phasing and imputation on

a p edigree with erroneous

and incomplete information.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 9(6):

1582–1594, No v em b er 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

P athak:2020:PSR

[PvR V

+

20] Shrey asi P athak, Jorit v an

Rossen, Onno Vijlbrief,

Jero en Geerdink, Christin

Seifert, and Maurice v an

Keulen. P ost-structuring ra-

diology rep orts of breast can-

cer patien ts for clinical qual-

it y assurance. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(6):1883–1894,

No v em b er 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2914678 .

P attabiraman:2021:PHM

[PW21] Srilakshmi P attabiraman

and T andy W arno w. Profile

hidden Mark o v mo dels are

not iden tifiable. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(1):162–172,

Jan uary 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2933821 .

P eng:2015:UAI

[PW C

+

15] W ei P eng, Jianxin W ang,

Ying jiao Cheng, Y u Lu,

F angxiang W u, and Yi P an.

UDoNC: an algorithm for

iden tifying essen tial proteins

based on protein domains

and protein–protein in terac-

tion net w orks. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 12(2):276–288,

Marc h 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

P ehk onen:2010:HBS

[PWT10] P etri P ehk onen, Garry

W ong, and P etri T oronen.

Heuristic Ba y esian segmen-

tation for disco v ery of co-

expressed genes within ge-

nomic regions. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 7(1):37–49, Jan uary

2010. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

P eng:2021:PMM

[PWY

+

21] Cheng P eng, Xin yu W u,

W en Y uan, Xinran Zhang,

Y u Zhang, and Ying Li.

MGRFE: Multila y er re-

cursiv e feature elimination

based on an em b edded ge-

netic algorithm for cancer

classification. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(2):621–632,

Marc h 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2921961 .

P eng:2015:IPC

[PWZW15] W ei P eng, Jianxin W ang,

Bihai Zhao, and Lusheng

W ang. Iden tification of

protein complexes using

w eigh ted P ageRank–Nibble

algorithm and core-attac hmen t

structure. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 12(1):179–192,

Jan uary 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

P eng:2021:DPS

[PYL

+

21] Shaoliang P eng, Y aning

Y ang, W ei Liu, F ei Li, and

Xiangk e Liao. Discrimi-

nan t pro jection shared dic-

tionary learning for classifi-

cation of tumors using gene

expression data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(4):1464–1473,

July/August 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2950209 .

P eng:2023:AMC

[PZC

+

23] Xiao qing P eng, W enjin

Zhang, W anxin Cui, Bin-

rong Ding, Qingtong Lyu,

and Jianxin W ang. AD-

meth: a man ually curated

database for the differen tial

meth ylation in Alzheimer’s

disease. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

20(2):843–851, Marc h 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3178087 .

P eng:2020:CNB

[PZH20] Chen P eng, Y ang Zheng, and

De-Sh uang Huang. Cap-

sule net w ork based mo del-

ing of m ulti-omics data for

disco v ery of breast cancer-

related genes. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(5):1605–1612,

Septem b er 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2909905 .

P eng:2020:HSC

[PZS

+

20] Shaoliang P eng, Xiao yu

Zhang, W enhe Su, Dong

Dong, Y utong Lu, Xiangk e

Liao, Kai Lu, Canqun

Y ang, Jie Liu, W eiliang Zh u,

and Dongqing W ei. High-

scalable collab orated paral-

lel framew ork for large-scale

molecular dynamic sim ula-

tion on Tianhe-2 sup ercom-

puter. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

17(3):804–816, Ma y 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2018.2805709 .

P eng:2020:MRA

[PZW

C20] Jia jie P eng, Linjiao Zh u,

Y adong W ang, and Jin

Chen. Mining relation-

ships among m ultiple en ti-

ties in biological net w orks.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 17(3):769–

776, Ma y 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2904965 .

Quev edo:2012:DLP

[QBPEL12] Jose R. Quev edo, An tonio

Bahamonde, Miguel P erez-

Enciso, and Oscar Luaces.

Disease liabilit y prediction

from large scale genot yping

data using classifiers with a

reject option. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 9(1):88–97, Jan uary

2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Qian:2012:IGR

[QD12] Xiaoning Qian and Ed-

w ard R. Doughert y . In ter-

v en tion in gene regulatory

net w orks via phenot ypically

constrained con trol p olicies

based on long-run b eha v-

ior. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 9

(1):123–136, Jan uary 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Qin:2021:OIR

[QDZ

+

21] Ruiqi Qin, Lei Duan, Huiru

Zheng, Jesse Li-Ling, Kai-

w en Song, and Yidan Zhang.

An on tology-indep enden t

represen tation learning for

similar disease detection

based on m ulti-la y er simi-

larit y net w ork. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(1):183–193,

Jan uary 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2941475 .

Qiu:2014:UHD

[Qiu14] P eng Qiu. Unfold high-

dimensional clouds for ex-

haustiv e gating of flo w cy-

tometry data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 11(6):1045–1051,

No v em b er 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Qiao:2018:QD A

[QK

¨

O18] Shi Qiao, Mehmet Ko yut ¨ urk,

and Meral Z.

¨

Ozso y o˘ glu.

Querying of disparate as-

so ciation and in teraction

data in biomedical applica-

tions. IEEE/A

CM T r ansac-

tions on Computational Biolo gy and Bioinformatics, 15

(4):1052–1065, July 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Qiu:2009:FMK

[QL09] Shibin Qiu and T erran Lane.

A framew ork for m ultiple

k ernel supp ort v ector re-

gression and its applications

to siRNA efficacy predic-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

6(2):190–199, April 2009.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Qi:2016:PEP

[QL16] Yi Qi and Jia w ei Luo. Pre-

diction of essen tial pro-

teins based on lo cal in ter-

action densit y . IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 13(6):1170–1182,

No v em b er 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Qi:2010:SGR

[QLLX10] Xingqin Qi, Guo jun Li,

Sh uguang Li, and Ying

Xu. Sorting genomes b y

recipro cal translo cations,

insertions, and deletions.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 7(2):365–

374, April 2010. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Qin:2016:ID A

[QLZ16] Gui-Min Qin, Rui-Yi Li, and

Xing-Ming Zhao. Iden tifying

disease asso ciated miRNAs

based on protein domains.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 13(6):

1027–1035, No v em b er 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Qian:2022:PSC

[QLZZ22] Ying Qian, Xuelian Li,

Qian Zhang, and Jiongmin

Zhang. SPP-CPI: Predict-

ing comp ound–protein in ter-

actions based on neural net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

19(1):40–47, Jan uary 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3084397 .

Qiu:2021:P AR

[QQD

+

21] Jingxuan Qiu, Tian yi Qiu,

Qingli Dong, Dongp o Xu,

Xiang W ang, Qi Zhang, Jing

P an, and Qing Liu. Predict-

ing the an tigenic relationship

of fo ot-and-mouth disease

virus for v accine selection

through a computational

mo del. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

18(2):677–685, Marc h 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2923396 .

Qa yyum:2023:HDE

[QR T

+

23] Ab dul Qa yyum, Imran Raz-

zak, M. T an v eer, Mo ona

Mazher, and Bandar Al-

haqbani. High-densit y

electro encephalograph y and

sp eec h signal based deep

framew ork for clinical de-

pression diagnosis. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 20(4):2587–2597,

July 2023. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2023.3257175 .

Qingge:2020:A OS

[QSJ

+

20] Letu Qingge, Killian Smith,

Sean Jungst, Baih ui W ang,

Qing Y ang, and Binhai Zh u.

Approac hing the one-sided

exemplar adjacency n um-

b er problem. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(6):1946–1954,

No v em b er 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2913834.

Qiu:2015:IMA

[QTZ15] Y u-Qing Qiu, Xue Tian, and

Shih ua Zhang. Infer metage-

nomic abundance and re-

v eal homologous genomes

based on the structure of

taxonom y tree. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 12(5):1112–1122,

Septem b er 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Qi:2017:SCM

[QV17] Zhen Qi and Eb erhard O.

V oit. Strategies for compar-

ing metab olic profiles: Im-

plications for the inference

of bio c hemical mec hanisms

from metab olomics data.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 14(6):

1434–1445, No v em b er 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Qu:2016:PSL

[QW C

+

16] Xumi Qu, Dong W ang, Y ue-

h ui Chen, Shanping Qiao,

and Qing Zhao. Predict-

ing the sub cellular lo caliza-

tion of proteins with m ulti-

ple sites based on m ultiple

features fusion. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 13(1):36–42, Jan uary

2016. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Qureshi:2023:CMA

[QZA

+

23] Rizw an Qureshi, Bin Zou,

T an vir Alam, Jia W u, Vic-

tor H. F. Lee, and Hong

Y an. Computational meth-

o ds for the analysis and pre-

diction of EGFR-m utated

lung cancer drug resistance:

Recen t adv ances in drug

design, c hallenges and fu-

ture prosp ects. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 20(1):238–255, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3141697 .

Qiu:2022:CR C

[QZD

+

22] Y ang Qiu, Y ang Zhang, Yi-

fan Deng, Shic hao Liu, and

W en Zhang. A compre-

hensiv e review of compu-

tational metho ds for drug-

drug in teraction detection.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(4):1968–

1985, July 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3081268 .

Qian:2023:PCM

[QZJ

+

23] Y urong Qian, Jing jing Zheng,

Ying Jiang, Shao qiu Li,

Rizzi:2019:HCA

[R CM

+

19] Romeo Rizzi, Massimo

Cairo, V eli Makinen, Alexan-

dru I. T omescu, and Daniel

V alenzuela. Hardness of co v-

ering alignmen t: Phase tran-

sition in p ost-sequence ge-

nomics. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(1):23–30, Jan uary 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Raisaro:2018:PPS

[R CP

+

18] Jean Louis Raisaro, Gw ang-

bae Choi, Sylv ain Prader-

v and, Raphael Colsenet,

Nathalie Jacquemon t, Nico-

las Rosat, Vincen t Mo oser,

and Jean-Pierre Hubaux.

Protecting priv acy and secu-

rit y of genomic data in i2b2

with homomorphic encryp-

tion and differen tial priv acy .

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 15(5):

1413–1426, Septem b er 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Raza:2024:ICD

[RD24] Shaina Raza and Chen

Ding. Impro ving clini-

cal decision making with a

t w o-stage recommender sys-

tem. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 21

(5):1180–1190, Septem b er/

Octob er 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3318209 .

Rasm ussen:2009:MVU

[RdlCGW09] Carl Rasm ussen, Bernard

de la Cruz, Zoubin Ghahra-

mani, and Da vid Wild. Mo d-

eling and visualizing uncer-

tain t y in gene expression

clusters using Diric hlet pro-

cess mixtures. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 6(4):615–628, Octo-

b er 2009. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Requeno:2013:TLP

[RdMCBC13] Jose Ignacio Requeno, Gre-

gorio de Miguel Casado,

Rob erto Blanco, and Jose Man uel

Colom. T emp oral log-

ics for ph ylogenetic anal-

ysis via mo del c hec king.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 10(4):1058–

1070, July 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Riesen:2020:A GE

[RFB20] Kaspar Riesen, Miquel F er-

rer, and Horst Bunk e. Ap-

pro ximate graph edit dis-

tance in quadratic time.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 17(2):483–

494, Marc h 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2015.2478463 .

Ranjan:2022:ETI

[RFBTD22] Ashish Ranjan, Da vid F ern´ andez-

Baca, Sudhak ar T ripathi,

and Aksha y Deepak. An

ensem ble Tf-Idf based ap-

proac h to protein function

prediction via sequence seg-

men tation. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 19(5):2685–2696,

2022. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2021.3093060 .

Ranjan:2020:DRF

[RFFB

+

20] Ashish Ranjan, Md Shah

F ahad, Da vid F ern´ andez-

Baca, Aksha y Deepak, and

Sudhak ar T ripathi. Deep

robust framew ork for pro-

tein function prediction us-

ing v ariable-length protein

sequences. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(5):1648–1659,

Septem b er 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2911609 .

Rap oso:2016:CAM

[R G16] Adriano N. Rap oso and Ab el

J. P

. Gomes. Computational

3D assem bling metho ds for

DNA: a surv ey . IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 13(6):1068–1085,

No v em b er 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ragh u:2021:PIT

[R GB

+

21] Vineet K. Ragh u, Xiao yu

Ge, Arun Bala jiee, Daniel J.

Shirer, Isha Das, P ana yio-

tis V. Benos, and P anos K.

Chrysan this. A pip eline for

in tegrated theory and data-

driv en mo deling of biomed-

ical data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(3):811–822,

Ma y/June 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3019237 .

Rogers:2005:LPD

[R GCB05] Simon Rogers, Mark Giro-

lami, Colin Campb ell, and

Rainer Breitling. The la-

ten t pro cess decomp osition

of cDNA microarra y data

sets. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

2(2):143–156, April 2005.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ra jabli:2013:ADS

[R GI13] F arid Ra jabli, Unal Goktas,

and Gul Inan. Application

of Dempster–Sc hafer metho d

in family-based asso ciation

studies. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

10(4):1071–1075, July 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ro ytb erg:2009:SSP

[R GN

+

09] Mikhail Ro ytb erg, Anna

Gam bin, Lauren t No e, Sla-

w omir Lasota, Eugenia

F urleto v a, Ew a Szczurek,

and Gregory Kuc hero v. On

subset seeds for protein

alignmen t. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 6(3):483–494, July

2009. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Rossi:2024:IMC

[R GVP24] Nicol` o Rossi, Nicola Gi-

gan te, Nicola Vitacolonna,

and Carla Piazza. Inferring

Mark o v c hains to describ e

con v ergen t tumor ev olution

with CIMICE. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 21(1):106–119, 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3337258 .

Ren:2023:MIS

[R GZ

+

23] Sheng Ren, Keh ua Guo,

Xiaok ang Zhou, Bin Hu,

F eihong Zh u, and En tao

Luo. Medical image sup er-

resolution based on seman-

tic p erception transfer learn-

ing. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 20

(4):2598–2609, July 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3212343 .

Ra japakse:2005:MED

[RH05] Jagath C. Ra japakse and

Loi Sy Ho. Mark o v en-

co ding for detecting sig-

nals in genomic sequences.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 2(2):131–

142, April 2005. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Rathore:2013:RSC

[RHAK13] Saima Rathore, Muta w arra

Hussain, Ahmad Ali, and

Asifullah Khan. A recen t

surv ey on colon cancer detec-

tion tec hniques. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 10(3):545–563, Ma y

2013. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Ren:2016:FRA

[RHH16] Hai-P eng Ren, Xiao-Na

Huang, and Jia-Xuan Hao.

Finding robust adaptation

gene regulatory net w orks us-

ing m ulti-ob jectiv e genetic

algorithm. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 13(3):571–577, Ma y

2016. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Rathore:2014:GGE

[RHK14] Saima Rathore, Muta w arra

Hussain, and Asifullah

Khan. GECC: gene expres-

sion based ensem ble clas-

sification of colon samples.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 11(6):

1131–1145, No v em b er 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Rho des:2020:TMT

[Rho20] John A. Rho des. T op olog-

ical metrizations of trees,

and new quartet metho ds of

tree inference. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(6):2107–2118,

No v em b er 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:// dl.acm.org/doi/10.1109/

TCBB.2019.2917204 .

Rehman:2024:DL T

[RHZ

+

24] Amjad Rehman, Ma jid

Harouni, F arzaneh Zogh,

T anzila Saba, Mohsen Karimi,

F aten S. Alamri, and

Gw anggil Jeon. Detec-

tion of lungs tumors in

CT scan images using con-

v olutional neural net w orks.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 21(4):769–

777, July 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3315303 .

Rydzewski:2018:CSB

[RJNN18] Jakub Rydzewski, Rafal

Jakub o wski, Giusepp e Nicosia,

and Wiesla w No w ak. Con-

formational sampling of a

biomolecular rugged energy

landscap e. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 15(3):732–739, Ma y

2018. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Raiford:2010:AIT

[RKDR10] Douglas W. Raiford, Dan E.

Krane, T ra vis E. Do om, and

Mic hael L. Ra ymer. Au-

tomated isolation of trans-

lational efficiency bias that

resists the confounding ef-

fect of GC(A

T)-con ten t.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 7(2):238–

250, April 2010. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Raiford:2011:GO A

[RKDR11] Douglas W. Raiford, Dan E.

Krane, T ra vis E. Do om, and

Mic hael L. Ra ymer. A ge-

netic optimization approac h

for isolating translational ef-

ficiency bias. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 8(2):342–352, Marc h

2011. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Ra y:2016:IA C

[RKZ16] Meredith Ra y , Jian Kang,

and Hongmei Zhang. Iden-

tifying activ ation cen ters

with spatial Co x p oin t pro-

cesses using fMRI data.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 13(6):

1130–1141, No v em b er 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Rahman:2020:PPM

[RLR20] Mohammad Arifur Rah-

man, Nathan LaPierre, and

Huzefa Rangw ala. Pheno-

t yp e prediction from metage-

nomic data using clustering

and assem bly with m ultiple instance learning (CAMIL).

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 17(3):828–

840, Ma y 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2017.2758782 .

Ramalho:2018:PEF

[RLRH18] Ro drigo F. Ramalho, Su-

jun Li, Predrag Radi-

v o jac, and Matthew W.

Hahn. Proteomic evidence

for in-frame and out-of-

frame alternativ ely spliced

isoforms in h uman and

mouse. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(4):1284–1289, July 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Romashc henk o:2023:CPM

[RLRP23] Nik olai Romashc henk o, Ben-

jamin Linard, Eric Ri-

v als, and F abio P ardi.

Computing ph ylo-k -mers.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 20(5):

2889–2897, 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3278049 .

Raphael:2004:UPM

[RL V04] Benjamin Raphael, Lung-

Tien Liu, and George V argh-

ese. A uniform pro jec-

tion metho d for motif dis-

co v ery in DNA sequences.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 1(2):91–

94, April 2004. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ra japakse:2013:MGS

[RM13] Jagath C. Ra japakse and

Piyushkumar A. Mundra.

Multiclass gene selection us-

ing P areto-fron ts. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 10(1):87–97, Jan-

uary 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ra y:2018:DPM

[RM18] Suman ta Ra y and Ujjw al

Maulik. Disco v ering p ertur-

bation of mo dular structure

in HIV progression b y in te-

grating m ultiple data sources

through non-negativ e matrix

factorization. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 15(3):869–877, Ma y

2018. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Rubiolo:2015:MGR

[RMS15] Mariano Rubiolo, Diego H.

Milone, and Georgina Stegma y er.

Mining gene regulatory net-

w orks b y neural mo deling

of expression time-series.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 12(6):

1365–1373, No v em b er 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Re:2012:FRA

[RMV12] Matteo Re, Marco Mesiti,

and Giorgio V alen tini. A

fast ranking algorithm for

predicting gene functions

in biomolecular net w orks.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 9(6):

1812–1818, No v em b er 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Razzak:2024:CME

[RNAR

+

24] Imran Razzak, Saeeda Naz,

Hamid Alinejad-Rokn y , T u N.

Nguy en, and F ahmi Khal-

ifa. A cascaded m ultireso-

lution ensem ble deep learn-

ing framew ork for large

scale Alzheimer’s disease de-

tection using brain MRIs.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 21(4):573–

581, July 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3219032.

Ro c h:2006:SPP

[Ro c06] Sebastien Ro c h. A short

pro of that ph ylogenetic tree

reconstruction b y maxi-

m um lik eliho o d is hard.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 3(1):92–94,

Jan uary 2006. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ro c ha:2011:GCL

[Ro c11] J. Ro c ha. Graph com-

parison b y log-o dds score

matrices with application

to protein top ology analy-

sis. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 8

(2):564–569, Marc h 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Rosen b erg:2013:CHC

[Ros13] Noah A. Rosen b erg. Coales-

cen t histories for caterpillar-

lik e families. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 10(5):1253–1262,

Septem b er 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ra y:2013:RSS

[RP13] Sh ubhra Sank ar Ra y and

Sank ar K. P al. RNA sec-

ondary structure prediction using soft comput-

ing. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

10(1):2–17, Jan uary 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Rahman:2013:REM

[RPB

+

13] Ahsan ur Rahman, Christo-

pher L. P oirel, Da vid J. Bad-

ger, Craig Estep, and T. M.

Murali. Rev erse engineer-

ing molecular h yp ergraphs.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 10(5):

1113–1124, Septem b er 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Russo:2018:CPN

[RPBP18] Giulia Russo, Marzio P en-

nisi, Rob erta Boscarino, and

F rancesco P appalardo. Con-

tin uous P etri nets and mi-

croRNA analysis in melanoma.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 15(5):

1492–1499, Septem b er 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ragi:2023:AID

[RRD

+

23] Shank arac hary Ragi, Md Hafizur

Rahman, Jamison Duc k-

w orth, Kalim uth u Ja w a-

harra j, P arv athi Ch undi,

and V enk ataramana Gad-

1545-5963 (prin t), 1557-9964

(electronic).

Reinert:2007:LLE

[R W07] Gesine Reinert and Mic hael S.

W aterman. On the length

of the longest exact p osi-

tion matc h in a random se-

quence. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

4(1):153–156, Jan uary 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Rub el:2010:IDC

[R WH

+

10] Oliv er Rub el, Gun ther H.

W eb er, Min-Y u Huang,

E. W es Bethel, Mark D. Big-

gin, Charless C. F o wlk es,

Cris L. Luengo Hendriks,

Soile V. E. Keranen, Mic hael B.

Eisen, Da vid W. Kno wles,

Jitendra Malik, Hans Hagen,

and Bernd Hamann. In te-

grating data clustering and

visualization for the anal-

ysis of 3D gene expression

data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

7(1):64–79, Jan uary 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ra vikumar:2023:EIS

[RXAH

+

23] Visw esw aran Ra vikumar,

T ong Xu, W a jd N. Al-

Holou, Salar F attahi, and

Arvind Rao. Efficien t in-

ference of spatially-v arying

Gaussian Mark o v random

fields with applications in

gene regulatory net w orks.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 20(5):

2920–2932, 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3282028 .

Rhee:2019:ILC

[R YK

+

19] Je-Keun Rhee, Jinseon Y o o,

Kyu Ryung Kim, Jeey o on

Kim, Y ong-Jae Lee, By-

oung Ch ul Cho, and T ae-Min

Kim. Iden tification of lo cal

clusters of m utation hotsp ots

in cancer-related genes and

their biological relev ance.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 16(5):

1656–1662, Septem b er 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ra japakse:2007:GEI

[RZF07] Jagath C. Ra japakse, Y an-

Qing Zhang, and Gary B. F o-

gel. Guest Editors’ in tro duc-

tion to the Sp ecial Section:

Computational In telligence

Approac hes in Computa-

tional Biology and Bioinfor-

matics. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

4(2):161–162, April 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Ra jaraman:2017:A CR

[RZMC17] Ashok Ra jaraman, Joao

P aulo P ereira Zanetti, Jan

Man uc h, and Cedric Chauv e.

Algorithms and complex-

it y results for genome map-

ping problems. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 14(2):418–430,

Marc h 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Ra v eh:2015:RFM

[RZMT15] Alon Ra v eh, Y oram Zarai,

Mic hael Margaliot, and

T amir T uller. Rib osome flo w

mo del on a ring. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 12(6):1429–1439,

No v em b er 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Setubal:2015:TSS

[SA15] Jo~ ao C. Setubal and Nalv o

Almeida. TCBB sp ecial sec-

tion on the Brazilian Sym-

p osium on Bioinformatics

2013. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 12(3):499, Ma y 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Sark ar:2020:EAI

[SAE

+

20] Aisharjy a Sark ar, Yilmaz

A ta y , Alana Lorraine Er-

ic kson, Iv an Arisi, Cesare

Saltini, and T amer Kah v eci.

An efficien t algorithm for

iden tifying m utated subnet-

w orks asso ciated with sur-

viv al in cancer. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(5):1582–1594,

Septem b er 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2911069 .

Sagot:2009:EE

[Sag09a] Marie-F rance Sagot. EIC ed-

itorial. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 6(2):177, April 2009.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Sagot:2009:EEI

[Sag09b] Marie-F rance Sagot. EIC ed-

itorial: In tro ducing new As-

so ciate Editors. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 6(3):369, July 2009.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Sagot:2009:NEE

[Sag09c] Marie-F rance Sagot. New

EIC editorial. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 6(1):3, Jan uary 2009.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Sagot:2010:EE

[Sag10] Marie-F rance Sagot. EIC ed-

itorial. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

7(2):193–194, April 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Sagot:2011:EEa

[Sag11a] Marie-F rance Sagot. EIC ed-

itorial. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 8(1):1, Jan uary 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Sagot:2011:EEb

[Sag11b] Marie-F rance Sagot. EIC ed-

itorial. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

8(2):289–291, Marc h 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Sagot:2012:EE

[Sag12] Marie-F rance Sagot. EIC ed-

itorial. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

9(6):1553–1557, No v em b er

2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Singh:2021:IBC

[SAK

+

21] Risha v Singh, T an v eer Ahmed,

Abhina v Kumar, Amit Ku-

mar Singh, Anil Kumar

P andey

, and Sanja y Ku-

mar Singh. Im balanced

breast cancer classifica-

tion using transfer learn-

ing. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

18(1):83–93, Jan uary 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2980831 .

Sadat:2019:SSG

[SAM

+

19] Md Nazm us Sadat, Md Momin

Al Aziz, Noman Mohammed,

F eng Chen, Xiao qian Jiang,

and Sh uang W ang. SAFETY:

Secure gwAs in F ederated

En vironmen t through a hY-

brid Solution. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(1):93–102,

Jan uary 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Siniosoglou:2023:PPF

[SAS

+

23] Ilias Siniosoglou, V asileios

Argyriou, P anagiotis Sari-

giannidis, Thomas Lagk as,

An tonios Sarigiannidis, Sotirios K.

Goudos, and Shaoh ua W an.

P ost-pro cessing fairness ev al-

uation of federated mo dels:

an unsup ervised approac h

in healthcare. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 20(4):2518–2529,

July 2023. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2023.3269767 .

Sun:2009:DPP

[SB09] Y anni Sun and Jerem y Buh-

ler. Designing patterns

and profiles for faster HMM

searc h. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

6(2):232–243, April 2009.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Sengupta:2012:NDP

[SB12] Soumi Sengupta and Sang-

hamitra Bandy opadh y a y . De

no v o design of p oten tial

RecA inhibitors using Mul-

tiOb jectiv e optimization.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 9(4):1139–

1154, July 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Stamoulis:2016:OSD

[SB16] Catherine Stamoulis and Re-

b ecca A. Betensky

. Optimization of signal decom-

p osition matc hed filtering

(SDMF) for impro v ed detec-

tion of cop y-n um b er v aria-

tions. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

13(3):584–591, Ma y 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Siqueira:2021:HGR

[SBDD21] Gabriel Siqueira, Klair-

ton Lima Brito, Ulisses Dias,

and Zanoni Dias. Heuris-

tics for genome rearrange-

men t distance with repli-

cated genes. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(6):2094–2108,

No v em b er/Decem b er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3095021 .

Sriw asta v a:2015:PPP

[SBM15] Brijesh K. Sriw asta v a, Sub-

hadip Basu, and Ujjw al

Maulik. Predicting protein-

protein in teraction sites

with a no v el mem b ership

based fuzzy SVM classifier.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 12(6):

1394–1404, No v em b er 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Saheed:2023:MGE

[SBO

A23] Y akub K. Saheed, Buk ola F.

Balogun, Braimah Joseph

Oduna y o, and Mustapha

Ab dulsalam. Microarra y

gene expression data classi-

fication via Wilco xon sign

rank sum and no v el grey w olf

optimized ensem ble learning

mo dels. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(6):3575–3587, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3305429 .

Song:2011:MSS

[SBRK11] Bin Song,

˙

I Esra B ¨ uy ¨ uktah takin,

Sanja y Rank a, and T amer

Kah v eci. Manipulating the

steady state of metab olic

path w a ys. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 8(3):732–747, Ma y/

June 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Sengupta:2015:CA U

[SBW15] T. Sengupta, M. Bh ushan,

and P . P . W angik ar. A

computational approac h us-

ing ratio statistics for iden-

tifying housek eeping genes

from cDNA microarra y data.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 12(6):

1457–1463, No v em b er 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Sun:2012:DFF

[SBY12] Y anni Sun, Jerem y Buh-

ler, and Cheng Y uan. De-

signing filters for fast-

kno wn NcRNA iden tifica-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 9(3):774–787, Ma y 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Shah:2011:GF A

[SC11] Mohak Shah and Jacques

Corb eil. A general frame-

w ork for analyzing data from

t w o short time-series mi-

croarra y exp erimen ts. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 8(1):14–26, Jan-

uary 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Storato:2022:PKD

[SC22a] Da vide Storato and Mat-

teo Comin. K2Mem: Dis-

co v ering discriminativ e K -

mers from sequencing data

for metagenomic reads clas-

sification. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 19(1):220–229,

Jan uary 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3117406 .

Sun:2022:E

[SC22b] Sunn y Sun and Yi-Ping Pho eb e

Chen. Editorial. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 19(1):1–2, Jan-

uary 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3089195 .

Song:2015:PBM

[SCC

+

15] Dandan Song, Jiaxing Chen,

Guang Chen, Ning Li, Jin

Li, Jun F an, Dongb o Bu,

and Sh uai Cheng Li. P a-

rameterized BLOSUM ma-

trices for protein alignmen t.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 12(3):686–

694, Ma y 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Sotirop oulos:2009:MRM

[SCCDK09] V assilios Sotirop oulos, Marrie-

Nathalie Con tou-Carrere,

Pro dromos Daoutidis, and

Yiannis N. Kaznessis. Mo del

reduction of m ultiscale c hem-

ical Langevin equations:

a n umerical case study .

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 6(3):470–

482, July 2009. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Stella:2019:DDB

[SCM19] Sabrina Stella, Rob erto

Chignola, and Edoardo

Milotti. Dynamical detec-

tion of b oundaries and ca vi-

ties in bioph ysical cell-based

sim ulations of gro wing tu-

mor tissues. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(6):1901–1911,

No v em b er 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2827374 .

Sw enson:2012:KMA

[SCPS12] Krister M. Sw enson, Eric

Chen, Nic holas D. P atten-

gale, and Da vid Sank off. The

k ernel of maxim um agree-

men t subtrees. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 9(4):1023–1031, July

2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Sc hliep:2005:A GE

[SCSS05] Alexander Sc hliep, Iv an G.

Costa, Christine Steinhoff,

and Alexander Sc honh uth.

Analyzing gene expression

time-courses. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 2(3):179–193, July

2005. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Solanki:2024:ESV

[SCU

+

24] Arna v Solanki, James Cor-

nette, Julia Udell, George

V asmatzis, and Marc Riedel.

Ev asiv e spik e v arian ts eluci-

date the preserv ation of T

cell imm une resp onse to the

SARS-CoV-2 omicron v ari-

an t. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

21(3):450–460, Ma y 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3372100 .

Sebastian:2006:ST A

[SD A

+

06] Rafael Sebastian, Maria-

Elena Diaz, Guillermo Ay-

ala, Kresimir Letinic, Jose

Monc ho-Bogani, and Derek

T o omre. Spatio-temp oral

analysis of constitutiv e ex-

o cytosis in epithelial cells.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 3(1):17–32,

Jan uary 2006. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Seetan:2014:RRH

[SD AA

+

14] Raed I. Seetan, Anne M.

Den ton, Omar Al-Azzam,

Aja y Kumar, M. Ja v ed

Iqbal, and Shahry ar F. Kia-

nian. Reliable radiation

h ybrid maps: an efficien t

scalable clustering-based ap-

proac h. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 11(5):788–800, Septem-

b er 2014. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Sridhar:2007:AEN

[SDB

+

07] Srinath Sridhar, Kedar

Dhamdhere, Guy Blello c h,

Eran Halp erin, R. Ra vi,

and Russell Sc h w artz. Al-

gorithms for efficien t near-

p erfect ph ylogenetic tree re-

construction in theory and

practice. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

4(4):561–571, Octob er 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Sheng:2011:IA G

[SDCW11] Jinh ua Sheng, Hong-W en

Deng, Vince Calhoun, and

Y u-Ping W ang. In tegrated

analysis of gene expression

and cop y n um b er data on

gene sha ving using indep en-

den t comp onen t analysis.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(6):

1568–1579, No v em b er 2011.

CODEN ITCBCY. ISSN

Sc haller:2023:BMG

[SGHS23] Da vid Sc haller, Man uela

Geiß, Marc Hellm uth, and

P eter F. Stadler. Best

matc h graphs with binary

trees. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 20

(3):1679–1690, Ma y 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3143870 .

Sun:2012:RBC

[SGK12] Jian y ong Sun, Jonathan M.

Garibaldi, and Kim Kenobi.

Robust Ba y esian cluster-

ing for replicated gene ex-

pression data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 9(5):1504–1514,

Septem b er 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Sok olo vsky:2020:DLA

[SGP

+

20] Mic hael Sok olo vsky , F ran-

cisco Guerrero, Sarun P ais-

arnsrisomsuk, Carolina Ruiz,

and Sergio A. Alv arez. Deep

learning for automated fea-

ture disco v ery and clas-

sification of sleep stages.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 17(6):

1835–1845, No v em b er 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2912955 .

Sto jano vic:2017:MHQ

[SGR

+

17] Jelena Sto jano vic, Djordje

Gligorijevic, Vladan Ra-

dosa vljevic, Nemanja Djuric,

Miha jlo Grb o vic, and Zo-

ran Obrado vic. Mo del-

ing healthcare qualit y via

compact represen tations of

electronic health records.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 14(3):545–

554, Ma y 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Sabnis:2011:CTD

[SH11a] Amit Sabnis and Rob ert W.

Harrison. A con tin uous-

time, discrete-state metho d

for sim ulating the dynam-

ics of bio c hemical systems.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 8(2):335–

341, Marc h 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Shibb eru:2011:SAP

[SH11b] Y osi Shibb eru and Allen

Holder. A sp ectral approac h

to protein structure align-

men t. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 8(4):867–875, July 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Sheng:2023:SCM

[SHG

+

23] Nan Sheng, Lan Huang, Ling

Gao, Y angkun Cao, Xup-

ing Xie, and Y an W ang.

A surv ey of computational

metho ds and databases for

lncRNA-MiRNA in teraction

prediction. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 20(5):2810–2826,

2023. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2023.3264254 .

Sharan:2006:ITP

[SHI06] Ro ded Sharan, Bjarni V.

Halldorsson, and Sorin Is-

trail. Islands of tractabil-

it y for parsimon y haplot yp-

ing. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 3(3):303–311, July 2006.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Shibuy a:2010:FHD

[Shi10] T etsuo Shibuy a. F ast

hinge detection algorithms

for flexible protein struc-

tures. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

7(2):333–341, April 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Smalter:2010:GGP

[SHJL10] Aaron Smalter, Jun Huan,

Yi Jia, and Gerald Lushing-

ton. GPD: a graph pattern

diffusion k ernel for accurate

graph classification with ap-

plications in c heminformat-

ics. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

7(2):197–207, April 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Saeed:2014:CR C

[SHK14] F ahad Saeed, Jason D. Hof-

fert, and Mark A. Knep-

p er. CAMS–RS: cluster-

ing algorithm for large-scale

mass sp ectrometry data us-

ing restricted searc h space

and in telligen t random sam-

pling. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 11

(1):128–141, Jan uary 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Siederdissen:2015:PGA

[SHS15] Christian H¨ oner Zu Siederdis-

sen, Iv o L. Hofac k er, and

P eter F. Stadler. Pro duct

grammars for alignmen t and

folding. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(3):507–519, Ma y 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Siragusa:2019:L T A

[SHUP19] Enrico Siragusa, Niina

Haiminen, Filipp o Utro,

and Laxmi P arida. Lin-

ear time algorithms to con-

struct p opulations fitting

m ultiple constrain t distri-

butions at genomic scales.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(4):1132–

1142, July 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Som-In:2020:EPS

[SIK20] Sara w o ot Som-In and W arangkhana

Kimpan. Enhancing of

particle sw arm optimiza-

tion based metho d for m ul-

tiple motifs detection in

DNA sequences collections.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 17(3):990–

998, Ma y 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2018.2872978 .

Sharma:2012:TRF

[SIM12] Alok Sharma, Seiy a Imoto,

and Satoru Miy ano. A

top-r feature selection algo-

rithm for microarra y gene

expression data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 9(3):754–764, Ma y

2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Sudo:2019:SWM

[SJNS19] Hiroki Sudo, Masanobu

Jim b o, Ko ji Nuida, and

Kana Shimizu. Secure

w a v elet matrix: Alphab et-

friendly priv acy-preserving

string searc h for bioinfor-

matics. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(5):1675–1684, Septem b er

2019. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Sharifi:2019:AR C

[SJS19] Mary am Sharifi, Arta A.

Jamshidi, and Nazanin Na-

mazi Sarv estani. An adap-

tiv e robust con trol strat-

egy in a cancer tumor-

imm une system under uncer-

tain ties. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(3):865–873, Ma y 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Sun:2023:HPS

[SJWW23] Jun w ei Sun, Haoping Ji,

Yingcong W ang, and Y an-

feng W ang. Hybrid pro-

jectiv e sync hronization via

PI con troller based on

DNA Strand displacemen t.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 20(2):1081–

1091, Marc h 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3190397 .

Shen:2019:MSS

[SJZ19] Bairong Shen, Xiao qian

Jiang, and Xingming Zhao.

Mo deling and sim ulation

studies of complex bio-

logical systems for preci-

sion medicine and health-

care. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(1):91–92, Jan uary 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Sc hliep:2008:EA C

[SK08] Alexander Sc hliep and Roland

Krause. Efficien t algorithms

for the computational de-

sign of optimal tiling ar-

ra ys. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 5

(4):557–567, Octob er 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Stein biss:2012:NED

[SK12] Sasc ha Stein biss and Stefan

Kurtz. A new efficien t data

structure for storage and retriev al of m ultiple biose-

quences. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

9(2):345–357, Marc h 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Shao:2019:THM

[SK19] Mingfu Shao and Carl Kings-

ford. Theory and a heuris-

tic for the minim um path

flo w decomp osition prob-

lem. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

16(2):658–670, Marc h 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2017.2779509 .

Sadeghi:2021:AR C

[SK21] Sey edeh Shagha y egh Sadeghi

and Mohammad Reza Key-

v anp our. An analytical re-

view of computational drug

repurp osing. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(2):472–488,

Marc h 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2933825 .

Sjahputera:2007:RA C

[SKD

+

07] Ozy Sjahputera, James M.

Keller, J. W ade Da vis,

Kristen H. T a ylor, F arah-

naz Rahmatpanah, Huidong

Shi, Derek T. Ander-

son, Sam uel N. Blisard,

Rob ert H. Luk e, Mihail

P op escu, Gerald C. Arth ur,

and Charles W. Caldw ell.

Relational analysis of CpG

islands meth ylation and gene

expression in h uman lym-

phomas using p ossibilistic C-

means clustering and mo d-

ified cluster fuzzy densit y .

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 4(2):176–

189, April 2007. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Saha:2019:DFM

[SKD

A19] T ana y Kumar Saha, A taur

Katebi, W a jdi Dhifli, and

Mohammad Al Hasan. Dis-

co v ery of functional motifs

from the in terface region

of oligomeric proteins using

frequen t subgraph mining.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 16(5):

1537–1549, Septem b er 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Suv oro v a:2014:SPC

[SKK14] Y ulia M. Suv oro v a, Maria A.

Korotk o v a, and Eugene V.

Korotk o v. Study of the

paired c hange p oin ts in bac-

terial genes. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 11(5):955–964,

Septem b er 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Sergeev:2019:GW A

[SKS

+

19] Roman Sergeevic h Sergeev,

Iv an S. Ka v aliou, Uladzis-

lau V. Sataneuski, Andrei

Gabrielian, Alex Rosen-

thal, Mic hael T artak o vsky ,

and Alexander V. T uzik o v.

Genome-wide analysis of

MDR and XDR tub erculo-

sis from Belarus: Mac hine-

learning approac h. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 16(4):1398–1408,

July 2019. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

San y al:2022:CTC

[SKS22] Ritabrata San y al, Devro op

Kar, and Ram Sark ar. Car-

cinoma t yp e classification

from high-resolution breast

microscop y images using a

h ybrid ensem ble of deep con-

v olutional features and gra-

dien t b o osting trees classi-

fiers. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 19

(4):2124–2136, July 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3071022 .

Sridhar:2008:MIL

[SLB

+

08] Srinath Sridhar, F umei Lam,

Guy E. Blello c h, R. Ra vi,

and Russell Sc h w artz. Mixed

in teger linear programming

for maxim um-parsimon y

ph ylogen y inference. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 5(3):323–331,

July 2008. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Su:2022:DRL

[SLCL22] Y u-Ting Su, Y ao Lu, Mei

Chen, and An-An Liu.

Deep reinforcemen t learning-

based progressiv e sequence

saliency disco v ery net w ork

for mitosis detection in time-

lapse phase-con trast mi-

croscop y images. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 19(2):854–865,

Marc h 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3019042 .

Sang:2022:SEB

[SLCZ22] Shengtian Sang, Xiao xia Liu,

Xiao yu Chen, and Di Zhao.

A scalable em b edding based

neural net w ork metho d

for disco v ering kno wledge

from biomedical literature.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(3):1294–

1301, Ma y 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3003947 .

Sa v el:2017:PEL

[SLGK17] Daniel Sa v el, Thomas LaF ram-

b oise, Anan th Grama, and

Mehmet Ko yuturk. Pluribus

— exploring the limits of er-

ror correction using a suf-

fix tree. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(6):1378–1388, No v em b er

2017. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Song:2006:EP A

[SLH

+

06a] Yinglei Song, Ch unmei

Liu, Xiuzhen Huang, Rus-

sell L. Malm b erg, Ying

Xu, and Liming Cai. Ef-

ficien t parameterized al-

gorithms for biop olymer

structure-sequence align-

men t. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 3

(4):423–432, Octob er 2006.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Song:2006:CAP

[SLH06b] Y un S. Song, Rune Lyngso,

and Jotun Hein. Coun t-

ing all p ossible ancestral

configurations of sample se-

quences in p opulation ge-

netics. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 3(3):239–251, July 2006.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Sun:2019:IAL

[SLL

+

19] W eiping Sun, Yi Liu,

Gills A. La joie, Bin Ma,

and Kaizhong Zhang. An

impro v ed approac h for N -

link ed glycan structure iden-

tification from HCD MS/MS

sp ectra. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(2):388–395, Marc h 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2017.2701819 .

Singh:2019:TSK

[SLR

Q19] Ritam bhara Singh, Jac k

Lanc han tin, Gabriel Robins,

and Y anjun Qi. T rans-

fer string k ernel for cross-

con text DNA–protein bind-

ing prediction. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(5):1524–1536,

Septem b er 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Song:2014:MSS

[SLS

+

14] Xueb o Song, Lin Li, Pradip K.

Srimani, Philip S. Y u, and

James Z. W ang. Mea-

sure the seman tic similar-

it y of GO terms using ag-

gregate information con-

ten t. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

11(3):468–476, Ma y 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Song:2015:MLA

[SL W15] Yinglei Song, Ch unmei Liu,

and Zhi W ang. A mac hine

learning approac h for accu-

rate annotation of nonco ding

RNAs. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(3):551–559, Ma y 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Shao:2018:OCG

[SLX

+

18] W ei Shao, Mingxia Liu,

Ying-Ying Xu, Hong-Bin

Shen, and Dao qiang Zhang.

An organelle correlation-

guided feature selection ap-

proac h for classifying m ulti-

lab el sub cellular bio-images.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 15(3):828–

838, Ma y 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Sirin:2017:BMT

[SP A17] Utku Sirin, F aruk P olat, and

Reda Alha jj. Batc h mo de

TDλ for con trolling par-

tially observ able gene regula-

tory net w orks. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 14(6):1214–1227,

No v em b er 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Sinha:2024:ESA

[SPD24] Rituparna Sinha, Ra jat Ku-

mar P al, and Ra jat K.

De. ENLIGHTENMENT: a

scalable annotated database

of genomics and NGS-

based n ucleotide lev el pro-

files. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 21(1):155–168, 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3340067 .

Sheh u:2019:GEA

[SPK19] Amarda Sheh u, Giusepp e

P ozzi, and T amer Kah v eci.

Guest editorial for the A CM

In ternational Conference on

Bioinformatics, Computa-

tional Biology

, and Health

Informatics. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 16(5):1409, Septem-

b er 2019. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Sun:2023:CMD

[SPL

+

23] Jing Sun, Li P an, Bin Li,

Hao yue W ang, Bo Y ang,

and W en bin Li. A con-

struction metho d of dy-

namic protein in teraction

net w orks b y using relev an t

features of gene expression

data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(5):2790–2801, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3264241 .

Sengupta:2013:RK O

[SPMB13] Debark a Sengupta, Aro on-

alok Pyne, Ujjw al Maulik,

and Sanghamitra Bandy-

opadh y a y . Reform ulated Ke-

men y optimal aggregation

with application in consen-

sus ranking of microRNA

targets. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

10(3):742–751, Ma y 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Su:2021:TOD

[SPP21] Cui Su, Jun P ang, and

Soum y a P aul. T o w ards

optimal decomp osition of

Bo olean net w orks. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 18(6):2167–2176,

No v em b er/Decem b er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2914051 .

Song:2020:EBM

[SPW20] Junrong Song, W ei P eng,

and F eng W ang. An

en trop y-based metho d for

iden tifying m utual exclu-

siv e driv er genes in can-

cer. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

17(3):758–768, Ma y 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2897931 .

Song:2022:ICP

[SPW22] Junrong Song, W ei P eng,

and F eng W ang. Iden tifying

cancer patien t subgroups b y

finding co-mo dules from the

driv er m utation profiles and

do wnstream gene expression

profiles. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 19(5):2863–2872, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3106344 .

Sun:2014:MSA

[SPWF14] Jun Sun, V asile P alade, Xiao jun W u, and W ei F ang.

Multiple sequence alignmen t

with hidden Mark o v mo d-

els learned b y random drift

particle sw arm optimiza-

tion. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 11

(1):243–257, Jan uary 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Sa jjadi:2014:NBM

[SQZA14] Sey ed Ja v ad Sa jjadi, Xi-

aoning Qian, Bo Zeng,

and Amin Ahmadi Adl.

Net w ork-based metho ds to

iden tify highly discriminat-

ing subsets of biomark ers.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 11(6):

1029–1037, No v em b er 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Snir:2006:UMC

[SR06] Sagi Snir and Satish Rao.

Using max cut to en-

hance ro oted trees consis-

tency

. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 3

(4):323–333, Octob er 2006.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Snir:2010:QMD

[SR10] Sagi Snir and Satish Rao.

Quartets MaxCut: a divide

and conquer quartets algo-

rithm. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 7

(4):704–718, Octob er 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Sark ar:2019:NA C

[SREK19] Aisharjy a Sark ar, Y uan-

fang Ren, Rasha Elhesha,

and T amer Kah v eci. A

new algorithm for coun t-

ing indep enden t motifs

in probabilistic net w orks.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(4):1049–

1062, July 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Srihari:2014:ECC

[SRLR14] Sriganesh Srihari, V enk atesh

Raman, Hon W ai Leong, and

Mark A. Ragan. Ev olution

and con trollabilit y of cancer

net w orks: a Bo olean p er-

sp ectiv e. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

11(1):83–94, Jan uary 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Shekhar:2018:STE

[SRM18] Sh ubhansh u Shekhar, Se-

bastien Ro c h, and Sia v ash

Mirarab. Sp ecies tree esti-

mation using ASTRAL: Ho w man y genes are enough?

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 15(5):

1738–1747, Septem b er 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Sark ar:2024:HSB

[SRM

+

24] Jo y Lal Sark ar, Ramasam y

V, Abhishek Ma jumder,

Bibudhendu P ati, Chhabi Rani

P anigrahi, W eizheng W ang,

Na w ab Muhammad F aseeh

Qureshi, Ch unh ua Su, and

Kapal Dev. I-Health: SDN-

based fog arc hitecture for

I IoT applications in health-

care. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

21(4):644–651, July 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3193918 .

Sun:2024:SUG

[SRXZ24] W eic heng Sun, Cheng juan

Ren, Jinsheng Xu, and

Ping Zhang. SA

GCN:

Using graph con v olutional

net w ork with subgraph-

a w are for circRNA–drug

sensitivit y iden tification.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 21(6):

1765–1774, 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3415058 .

Sc heid:2004:SDS

[SS04] Stefanie Sc heid and Rainer

Spang. A sto c hastic do wn-

hill searc h algorithm for esti-

mating the lo cal false disco v-

ery rate. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 1(3):98–108, July 2004.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Sammeth:2006:CTR

[SS06a] Mic hael Sammeth and Jens

Sto y e. Comparing tandem

rep eats with duplications

and excisions of v ariable de-

gree. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 3

(4):395–407, Octob er 2006.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Semple:2006:UNC

[SS06b] Charles Semple and Mik e

Steel. Unicyclic net w orks:

Compatibilit y and en umer-

ation. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

3(1):84–91, Jan uary 2006.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Sigdel:2016:FFS

[SSD

+

16] Madh u S. Sigdel, Madha v

Sigdel, Semih Dinc, Imren

Dinc, Marc L. Pusey

, and

Ramazan S. Aygun. F o-

cusALL: F o cal stac king of

microscopic images using

mo dified Harris corner re-

sp onse measure. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 13(2):326–340,

Marc h 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Samaddar:2019:MDP

[SSD19] Sandip Samaddar, Ritu-

parna Sinha, and Ra jat K.

De. A mo del for distributed

pro cessing and analyses of

NGS data under map-reduce

paradigm. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 16(3):827–840, Ma y

2019. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Sargsy an:2012:MSR

[SSDN12] Khac hik Sargsy an, Cosmin

Safta, Bert Debussc here,

and Habib Na jm. Multipa-

rameter sp ectral represen ta-

tion of noise-induced com-

p etence in Bacil lus Subtilis .

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 9(6):

1709–1723, No v em b er 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Sury an to:2018:SCC

[SSF18] Chendra Hadi Sury an to, Hi-

roto Saigo, and Kazuhiro

F ukui. Structural class

classification of 3D protein

structure based on m ulti-

view 2D images. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(1):286–299,

Jan uary 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Sun:2012:SSM

[SSFW12] Hong Sun, Ahmet Sacan,

Hak an F erhatosmanoglu,

and Y usu W ang. Smolign: a

spatial motifs-based protein

m ultiple structural align-

men t metho d. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 9(1):249–261,

Jan uary 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Saribudak:2020:GEH

[SSK

+

20] Aydin Saribudak, Adar-

sha A. Subic k, Na Hyun

Kim, Josh ua A. Rutta, and

M.

¨

Umit Uy ar. Gene ex-

pressions, hipp o campal v ol-

ume loss, and MMSE scores

in computation of progres-

sion and pharmacologic ther-

ap y effects for Alzheimer’s

disease. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

17(2):608–622, Marc h 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2870363 .

Seok:2015:ESA

[SSKH15] Ho-Sik Seok, T aemin Song,

Sek W on Kong, and Kyu-

Baek Hw ang. An effi-

cien t searc h algorithm for

finding genomic-range o v er-

laps based on the maxim um

range length. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 12(4):778–784, July

2015. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Segar:2015:MTD

[SSML15] Matthew W. Segar, Cyn-

thia J. Sak ofsky

, Anna

Malk o v a, and Y unlong Liu.

MMBIRFinder: a to ol

to detect microhomology-

mediated break-induced repli-

cation. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(4):799–806, July 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Sevilla:2005:CBG

[SSP

+

05] Jose L. Sevilla, Victor Se-

gura, Adam P o dhorski, Eliz-

ab eth Guruceaga, Jose M.

Mato, Luis A. Martinez-

Cruz, F ernando J. Corrales,

and Angel Rubio. Corre-

lation b et w een gene expres-

sion and GO seman tic simi-

larit y . IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 2

(4):330–338, Octob er 2005.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Sinha:2017:PD V

[SSP

+

17] Arvind Kumar Sinha, Pradeep

Singh, Anand Prak ash,

Dharm P al, An uradha Dub e,

and Aw anish Kumar. Puta-

tiv e drug and v accine target

iden tification in L eishma-

nia donovani mem brane pro-

teins using na ¨ ıv e Ba y es prob-

abilistic classifier. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 14(1):204–211,

Jan uary 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Sarasw athi:2011:IPE

[SSS

+

11] Saras Sarasw athi, Suresh

Sundaram, Narasimhan Sun-

darara jan, Mic hael Zimmer-

mann, and Marit Nilsen-

Hamilton. ICGA-PSO-ELM

approac h for accurate m ulti-

class cancer classification re-

sulting in reduced gene sets

in whic h genes enco ding se-

creted proteins are highly

represen ted. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinformatics, 8(2):452–463, Marc h

2011. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Shaky a:2013:A WL

[SSS13a] Dev endra K. Shaky a, Ra-

jiv Saxena, and Sanjeev N.

Sharma. An adaptiv e win-

do w length strategy for eu-

k ary otic CDS prediction.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 10(5):

1241–1252, Septem b er 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Subramanian:2013:NMS

[SSS13b] Aysh w ary a Subramanian,

Stanley Shac kney

, and Rus-

sell Sc h w artz. No v el m ulti-

sample sc heme for inferring

ph ylogenetic mark ers from

whole genome tumor pro-

files. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

10(6):1422–1431, No v em b er

2013. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Sung:2015:MLM

[SSS

+

15] Wing-Kin Sung, Kunihik o

Sadak ane, T etsuo Shibuy a,

Abha Belork ar, and Iana

Pyrogo v a. An O (m log m)-

time algorithm for detecting

sup erbubbles. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 12(4):770–777, July

2015. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Sharma:2020:ESL

[SSS20a] Nirmala Sharma, Harish

Sharma, and Aja y Sharma.

An effectiv e solution for

large scale single mac hine to-

tal w eigh ted tardiness prob-

lem using lunar cycle in-

spired artificial b ee colon y

algorithm. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(5):1573–1581,

Septem b er 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2897302 .

Sharma:2020:ISE

[SSS20b] Sunildatt Sharma, San-

jeev Nara y an Sharma, and

Ra jiv Saxena. Iden tification

of short exons disunited b y

a short in tron in euk ary otic

DNA regions. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(5):1660–1670,

Septem b er 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2900040 .

Sev akula:2019:TLM

[SSV

+

19] Rah ul K. Sev akula, Vik as

Singh, Nishc hal K. V erma,

Chandan Kumar, and Y an

Cui. T ransfer learning

for molecular cancer clas-

sification using deep neu-

ral net w orks. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(6):2089–2100,

No v em b er 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2822803 .

Si:2023:BAM

[SSZ

+

23] Jiasheng Si, Liu Sun, Deyu

Zhou, Jie Ren, and Lin Li.

Biomedical argumen t mining

based on sequen tial m ulti-

task learning. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 20(2):864–874,

Marc h 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3173447 .

Shen:2005:DRB

[ST05] Li Shen and Eng Chong

T an. Dimension reduction-

based p enalized logistic re-

gression for cancer classi-

fication using microarra y

data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

2(2):166–175, April 2005.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

ing graphs for path queries

with applications in genome

researc h. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

11(2):375–388, Marc h 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Salicru:2009:ICA

[SVZ09] Miquel Salicru, Sergi Viv es,

and Tian Zheng. Infer-

en tial clustering approac h

for microarra y exp erimen ts

with replicated measure-

men ts. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

6(4):594–604, Octob er 2009.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Sto y e:2009:UAR

[SW09] Jens Sto y e and Roland Wit-

tler. A unified approac h for

reconstructing ancien t gene

clusters. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 6(3):387–400, July 2009.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Shabash:2017:R VR

[SW17] Boris Shabash and Ka y C.

Wiese. RNA visualization:

Relev ance and the curren t

state-of-the-art fo cusing on

pseudoknots. IEEE/A CM

T r ansactions on Computational Biolo gy and Bioinfor-

matics, 14(3):696–712, Ma y

2017. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Su:2012:INP

[SWH

+

12] Chien-Hao Su, Tse-Yi W ang,

Ming-Tsung Hsu, F rancis

Cheng-Hsuan W eng, Cheng-

Y an Kao, Daryi W ang, and

Huai-Kuang Tsai. The im-

pact of normalization and

ph ylogenetic information on

estimating the distance for

metagenomes. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 9(2):619–628, Marc h

2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Sun:2019:MDN

[SWL19] Dongdong Sun, Mingh ui

W ang, and Ao Li. A m ulti-

mo dal deep neural net w ork

for h uman breast cancer

prognosis prediction b y in-

tegrating m ulti-dimensional

data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(3):841–850, Ma y 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Song:2021:SDS

[SWSA21] Xiaona Song, Mi W ang,

Sh uai Song, and Cho on Ki

Ahn. Sampled-data state

estimation of reaction dif-

fusion genetic regulatory

net w orks via space-dividing

approac hes. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(2):718–730,

Marc h 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2919532 .

Su:2019:DMD

[SWX

+

19] Ran Su, Huic hen W u, Bo Xu,

Xiaofeng Liu, and Leyi

W ei. Dev eloping a m ulti-

dose computational mo del

for drug-induced hepato-

to xicit y prediction based

on to xicogenomics data.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(4):1231–

1239, July 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Su:2014:AMD

[SXL

+

14] Hai Su, F uy ong Xing,

Jonah D. Lee, Charlotte A.

P eterson, and Lin Y ang. Au-

tomatic m y on uclear detec-

tion in isolated single m us-

cle fib ers using robust ellipse

fitting and sparse represen-

tation. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

11(4):714–726, July 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Sheng:2024:SDL

[SXW

+

24] Nan Sheng, Xuping Xie,

Y an W ang, Lan Huang,

Sh uangquan Zhang, Ling

Gao, and Hao W ang. A sur-

v ey of deep learning for de-

tecting miRNA-disease as-

so ciations: Databases, com-

putational metho ds, c hal-

lenges, and future direc-

tions. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

21(3):328–347, Ma y 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3351752 .

Shaik:2009:F AS

[SY09] Jahangheer Shaik and Mo-

hammed Y easin. F uzzy-

adaptiv e-subspace-iteration-

based t w o-w a y clustering of

microarra y data. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 6(2):244–259,

April 2009. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

So ylemez:2024:NAP

[SYKBG24]

¨

Umm ¨ u G ¨ uls ¨ um S¨ oylemez,

Malik Y ousef, Z ¨ ulal Kes-

men, and Burcu Bakir-

Gungor. No v el an timicro-

bial p eptide design using mo-

tif matc h score represen ta-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 21(6):1656–1666, 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3413021 .

Stegma y er:2017:HCI

[SYKM17] Georgina Stegma y er, Cris-

tian Y ones, Laura Kamenet-

zky , and Diego H. Milone.

High class-im balance in pre-

miRNA prediction: a no v el

approac h based on deep-

SOM. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(6):1316–1326, No v em b er

2017. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Seniy a:2015:SSS

[SYKS15] Chandrabhan Seniy a, Aja y

Y ada v, G. J. Khan, and

Nand K. Sah. In-silico stud-

ies sho w p oten t inhibition of

HIV-1 rev erse transcriptase

activit y b y a herbal drug.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 12(6):

1355–1364, No v em b er 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Song:2019:PGA

[SYL19] Y ou Song, Siyu Y ang, and

Jinzhi Lei. P araCells: a

GPU arc hitecture for cell-

cen tered mo dels in computa-

tional biology

. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 16(3):994–1006, Ma y

2019. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Saetre:2010:EPI

[SYM

+

10] Rune Sætre, Kazuhiro Y oshida,

Mak oto Miw a, T akuy a Mat-

suzaki, Y oshinobu Kano,

and Jun’ic hi Tsujii. Ex-

tracting protein in teractions

from text with the unified

Ak aneRE ev en t extraction

system. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 7(3):442–453, July 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Shiraishi:2014:EV A

[SYV14] F umihide Shiraishi, Erik a

Y oshida, and Eb erhard O.

V oit. An efficien t and v ery

accurate metho d for cal-

culating steady-state sensi-

tivities in metab olic reac-

tion systems. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 11(6):1077–1086,

No v em b er 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Shao:2013:UMB

[SYZ

+

13] Gui-F ang Shao, F an Y ang,

Qian Zhang, Qi-F eng Zhou,

and Lin-Kai Luo. Using

the maxim um b et w een-class

v ariance for automatic grid-

ding of cDNA microarra y

images. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 10(1):181–192, Jan uary

2013. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Sadjad:2011:TRS

[SZ11] Bashir Sadjad and Zsolt

Zsoldos. T o w ard a ro-

bust searc h metho d for the

protein–drug do c king prob-

lem. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 8

(4):1120–1133, July 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Shi:2019:CED

[SZCX19] Y an Shi, Bolun Zhang,

Maolin Cai, and W eiqing

Xu. Coupling effect of dou-

ble lungs on a V

CV v en-

tilator with automatic se-

cretion clearance function.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(4):1280–

1287, July 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Shen:2023:EED

[SZD

+

23] Y ang Shen, Jinlin Zh u,

Zhaohong Deng, W en w ei Lu,

and Hongc hao W ang. Ens-

DeepDP: an ensem ble deep

learning approac h for disease

prediction through metage-

nomics. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

20(2):986–998, Marc h 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3201295 .

Steinauer:2021:CMG

[SZGZ21] Nic k olas Steinauer, Kevin

Zhang, Ch un Guo, and Jin-

song Zhang. Computational

mo deling of gene-sp ecific

transcriptional repression,

activ ation and c hromatin in-

teractions in leuk emogenesis

b y LASSO-regularized logis-

tic regression. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(6):2109–2122,

No v em b er/Decem b er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3078128 .

Shen:2022:DLM

[SZHH22] Zhen Shen, Qinh u Zhang,

Kyungso ok Han, and De-

Sh uang Huang. A deep

learning mo del for RNA-

protein binding preference

prediction based on hierar-

c hical LSTM and atten tion

net w ork. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

19(2):753–762, Marc h 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3007544 .

Shi:2020:QDD

[SZL

+

20] Jifan Shi, Juan Zhao, Xi-

aoping Liu, Luonan Chen,

and Tiejun Li. Quan ti-

fying direct dep endencies

in biological net w orks b y

m ultiscale asso ciation anal-

ysis. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

17(2):449–458, Marc h 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2846648 .

Sun:2011:CFS

[SZLL11] Bing-Y u Sun, Zhi-Hua Zh u,

Jiuy ong Li, and Bin Lingh u.

Com bined feature selection

and cancer prognosis us-

ing supp ort v ector mac hine

regression. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 8(6):1671–1677,

No v em b er 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Sank off:2019:MSD

[SZZ

+

19] Da vid Sank off, Ch unfang

Zheng, Y ue Zhang, Joao

Meidanis, Eric Ly ons, and

Haibao T ang. Mo dels for

similarit y distributions of

syn tenic homologs and ap-

plications to ph ylogenomics.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(3):727–

737, Ma y 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

T an:2011:IPK

[T AAP11] Mehmet T an, Mohammed

Alshalalfa, Reda Alha jj,

and F aruk P olat. Influ-

ence of prior kno wledge

in constrain t-based learn-

ing of gene regulatory net-

w orks. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 8

(1):130–142, Jan uary 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

T aha:2014:DSR

[T ah14] Kamal T aha. Determining

seman tically related signif-

ican t genes. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 11(6):1119–1130,

No v em b er 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

T aha:2018:IFP

[T ah18] Kamal T aha. Inferring the

functions of proteins from

the in terrelationships b e-

t w een functional categories.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 15(1):157–

167, Jan uary 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Tsompanas:2019:MMF

[T AI

+

19] Mic hail-An tisthenis Tsom-

panas, Andrew Adamatzky ,

Ioannis Ierop oulos, Neil William

Phillips, Georgios Ch. Sir-

ak oulis, and John Green-

man. Mo delling microbial

fuel cells using lattice Boltz-

mann metho ds. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(6):2035–2045,

No v em b er 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2831223 .

T orii:2015:RPG

[T AL

+

15] Manabu T orii, Cecilia N.

Arighi, Gang Li, Qingh ua

W ang, Cath y H. W u, and

K. Vija y-Shank er. RLIMS-

P 2.0: a generalizable rule-

based information extraction

system for literature mining

of protein phosphorylation

information. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 12(1):17–29, Jan uary

2015. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

T anak a:2014:IEE

[T an14] Sh unji T anak a. Impro v ed ex-

act en umerativ e algorithms

for the plan ted (l , d)-motif

searc h problem. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 11(2):361–374,

Marc h 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

T ripathi:2023:A GC

[TB23] Prasun Chandra T ripathi

and Soumen Bag. An

atten tion-guided CNN frame-

w ork for segmen tation and

grading of glioma using 3D

MRI scans. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 20(3):1890–1904,

Ma y 2023. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2022.3220902 .

Tininini:2010:CHA

[TBGL10] Leonardo Tininini, P aola

Bertolazzi, Alessandra Go di,

and Giusepp e Lancia. Coll-

Haps: a heuristic approac h

to haplot yp e inference b y

parsimon y . IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 7(3):511–523, July

2010. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

T urner:2005:BMS

[TBKH05] Heather L. T urner, T rev or C.

Bailey , W o jtek J. Krzano wski,

and Cheryl A. Heming-

w a y . Biclustering mo dels

for structured microarra y

data. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 2

(4):316–329, Octob er 2005.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Tsai:2011:CT A

[TBRS11] Ming-Chi Tsai, Guy E. Blel-

lo c h, R. Ra vi, and Rus-

sell Sc h w artz. A consen-

sus tree approac h for re-

constructing h uman ev o-

lutionary history and de-

tecting p opulation substruc-

ture. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 8(4):918–928, July 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Tsai:2013:CBM

[TBRS13] Ming-Chi Tsai, Guy E. Blel-

lo c h, R. Ra vi, and Russell

Sc h w artz. Coalescen t-based

metho d for learning param-

eters of admixture ev en ts

from large-scale genetic v ari-

ation data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinformatics, 10(5):1137–1149,

Septem b er 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

T u:2013:INR

[TC13] Chien-T a T u and Bor-Sen

Chen. On the increase in

net w ork robustness and de-

crease in net w ork resp onse

abilit y during the aging

pro cess: a systems biol-

ogy approac h via microar-

ra y data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

10(2):468–480, Marc h 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

T ran:2016:A OP

[TC16] Ngo c Hieu T ran and Xin

Chen. AMAS: Optimizing

the partition and filtration of

adaptiv e seeds to sp eed up

read mapping. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 13(4):623–633, 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

T reangen:2009:NHL

[TD A

+

09] T o dd J. T reangen, Aaron E.

Darling, Guillaume Ac haz,

Mark A. Ragan, Xa vier

Messeguer, and Eduardo

P . C. Ro c ha. A no v el heuris-

tic for lo cal m ultiple align-

men t of in tersp ersed DNA

F red Sc hap er, and Steffen

Klam t. Designing opti-

mal exp erimen ts to discrimi-

nate in teraction graph mo d-

els. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

16(3):925–935, Ma y 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

T ofigh:2011:SID

[THL11] Ali T ofigh, Mic hael Hal-

lett, and Jens Lagergren.

Sim ultaneous iden tification

of duplications and lateral

gene transfers. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 8(2):517–535, Marc h

2011. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Thorv aldsen:2016:MMF

[Tho16] Steinar Thorv aldsen. A m u-

tation mo del from first prin-

ciples of the genetic co de.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 13(5):

878–886, Septem b er 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

T amada:2011:EGW

[TIA

+

11] Y oshinori T amada, Seiy a

Imoto, Hiromitsu Araki,

Masao Nagasaki, Cristin

Prin t, D. Stephen Charno c k-

Jones, and Satoru Miy ano.

Estimating genome-wide

gene net w orks using non-

parametric Ba y esian net-

w ork mo dels on massiv ely

parallel computers. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 8(3):683–697,

Ma y/June 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Title:2013:AI

[Tit13] Title. 2012 ann ual in-

dex. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 10

(1):244–270, Jan uary 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Title:2016:I IA

[Tit16] Title. 2015 index IEEE/

A CM T ransactions on Com-

putational Biology and

Bioinformatics v ol. 12. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 13(1):172–195,

Jan uary 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Tseng:2005:EMG

[TK05] Vincen t S. Tseng and Ching-

Pin Kao. Efficien tly min-

ing gene expression data via

a no v el parameterless clus-

tering metho d. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 2(4):355–365, Octo-

b er 2005. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

T am ura:2018:CMR

[TLSA18] T ak eyuki T am ura, W ei Lu,

Jiangning Song, and T atsuy a

Akutsu. Computing mini-

m um reaction mo difications

in a Bo olean metab olic net-

w ork. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(6):1853–1862, No v em b er

2018. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

T uller:2011:CEI

[TM11] T amir T uller and Elc hanan

Mossel. Co-ev olution is in-

compatible with the Mark o v

assumption in ph ylogenetics.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(6):

1667–1670, No v em b er 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Timonen:2019:PFM

[TMLI19] Juho Timonen, Henrik Man-

nerstr¨ om, Harri L¨ ahdesm¨ aki,

and Jukk a In tosalmi. A

probabilistic framew ork for

molecular net w ork structure

inference b y means of mec ha-

nistic mo deling. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinformatics, 16(6):1843–1854,

No v em b er 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2825327 .

T an:2008:NBP

[TNQ08] T uan Zea T an, Geok See Ng,

and Chai Quek. A no v el

biologically and psyc holog-

ically inspired fuzzy deci-

sion supp ort system: Hierar-

c hical complemen tary learn-

ing. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

5(1):67–79, Jan uary 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

T u:2019:IGN

[TO YHZ19] Jia-Juan T u, Le Ou-Y ang,

Xiaoh ua Hu, and Xiao-

F ei Zhang. Inferring

gene net w ork rewiring b y

com bining gene expression

and gene m utation data.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(3):1042–

1048, Ma y 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

T orshizi:2018:SPI

[TP18] Ab olfazl Do ostparast T or-

shizi and Linda P etzold.

Sparse path w a y-induced dy-

namic net w ork biomark er

disco v ery for early w arning

signal detection in complex

diseases. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(3):1028–1034, Ma y 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Thireou:2007:BLS

[TR07] T rias Thireou and Mar-

tin Reczk o. Bidirec-

tional long short-term mem-

ory net w orks for predict-

ing the sub cellular lo cal-

ization of euk ary otic pro-

teins. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 4(3):441–446, July 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Than:2013:MPD

[TR13] Cuong V. Than and Noah A.

Rosen b erg. Mathematical

prop erties of the deep coa-

lescence cost. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 10(1):61–72, Jan uary

2013. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Thomas:2008:GMR

[TRBK08] John Thomas, Naren Ra-

makrishnan, and Chris

Bailey-Kellogg. Graphical

mo dels of residue coupling in

protein families. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 5(2):183–197, April

2008. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Thomas:2009:PDS

[TRBK09] John Thomas, Naren Ra-

makrishnan, and Chris

Bailey-Kellogg. Protein de-

sign b y sampling an undi-

rected graphical mo del of

residue constrain ts. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 6(3):506–516,

July 2009. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

T ata w:2013:QAL

[TRKR

C13] Ob en M. T ata w, Gone-

hal V en ugopala Reddy

, Ea-

monn J. Keogh, and Amit K.

Ro y-Cho wdh ury . Quan ti-

tativ e analysis of liv e-cell

gro wth at the sho ot ap ex of

A r abidopsis thaliana : Algo-

rithms for feature measure-

men t and temp oral align-

men t. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

10(5):1150–1161, Septem b er

2013. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

T an:2017:ESS

[TS17] Ying T an and Y uh ui Shi.

Editorial: Sp ecial section

on bio-inspired sw arm com-

puting and engineering.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 14(1):1–3,

Jan uary 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

T an:2018:SSS

[TS18] Ying T an and Y uh ui Shi.

Sp ecial section on sw arm-

based algorithms and ap-

plications in computational

biology and bioinformatics.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 15(6):

1863–1864, No v em b er 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Tsai:2012:IPP

[Tsa12] Ric hard Tzong-Han Tsai.

Impro ving protein-protein

in teraction pair ranking with

an in tegrated global asso-

ciation score. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 9(6):1690–1695,

No v em b er 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

T an vir:2024:DPH

[TSIA24] F arhan T an vir, Khaled Mo-

hammed Saifuddin, Muham-

mad Ifte Khairul Islam, and

Esra Akbas. DDI prediction

with heterogeneous information net w ork — meta-path

based approac h. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 21(5):1168–1179,

Septem b er/Octob er 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3417715 .

T ulpan:2014:TPP

[TSM14] Dan T ulpan, Derek H.

Smith, and Rob erto Mon-

temanni. Thermo dynamic

p ost-pro cessing v ersus GC-

con ten t pre-pro cessing for

DNA co des satisfying the

Hamming distance and

rev erse-complemen t con-

strain ts. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

11(2):441–452, Marc h 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

T orres-Sanc hez:2013:GF G

[TSMMG

+

13] Sergio T orres-Sanc hez, Nuria

Medina-Medina, Chris Gig-

noux, Maria del Mar Abad-

Grau, and Esteban Gonzalez-

Burc hard. GeneOnEarth:

Fitting genetic PC plots

on the glob e. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 10(4):1009–1016,

July 2013. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Tsui:2022:E

[Tsu22] Stephen Kw ok-Wing Tsui.

Editorial. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 19(3):1255–1256,

Ma y 2022. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2022.3155845 .

Tsai:2013:PBL

[TTWR13] Tsung-Heng Tsai, Mahlet G.

T adesse, Y ue W ang, and

Habtom W. Ressom. Profile-

based LC-MS data align-

men t — a Ba y esian ap-

proac h. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

10(2):494–503, Marc h 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

T enazinha:2011:SMM

[TV11] Nuno T enazinha and Susana

Vinga. A surv ey on meth-

o ds for mo deling and analyz-

ing in tegrated biological net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 8(4):943–958, July 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Tsang:2010:SP A

[TW10] Herb ert H. Tsang and

Ka y C. Wiese. SARNA-

Predict: Accuracy impro v e-

men t of RNA secondary

structure prediction us-

ing p erm utation-based sim u-

lated annealing. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 7(4):727–740, Octo-

b er 2010. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

T ang:2012:CEC

[TW G

+

12] Y ang T ang, Zidong W ang,

Huijun Gao, Stephen Swift,

and Jurgen Kurths. A con-

strained ev olutionary com-

putation metho d for detect-

ing con trolling regions of cor-

tical net w orks. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 9(6):1569–1581,

No v em b er 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

T an:2020:EEH

[TWW

+

20] Renjie T an, Jixuan W ang,

Xiaoliang W u, Liran Juan,

Tianjiao Zhang, Rui Ma,

Qing Zhan, T ao W ang,

Sh uilin Jin, Qingh ua Jiang,

and Y adong W ang. ERDS-

Exome: a h ybrid ap-

proac h for cop y n um b er v ari-

an t detection from whole-

exome sequencing data.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 17(3):796–

803, Ma y 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2017.2758779 .

Tian:2014:INB

[TWZ

+

14] Y e Tian, Sean S. W ang, Zhen

Zhang, Olga C. Ro driguez,

Eman uel P etricoin, Ie-Ming

Shih, Daniel Chan, Maria

Av an taggiati, Guo qiang Y u,

Shaozhen Y e, Rob ert Clark e,

Chao W ang, Bai Zhang,

Y ue W ang, and Chris Al-

banese. In tegration of net-

w ork biology and imaging

to study cancer phenot yp es

and resp onses. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 11(6):1009–1019,

No v em b er 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

T ang:2014:PEP

[TWZP14] Xiw ei T ang, Jianxin W ang,

Jianc heng Zhong, and Yi P an.

Predicting essen tial pro-

teins based on w eigh ted de-

gree cen tralit y . IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 11(2):407–418,

Marc h 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

T u:2016:UF C

[TWZW16] Xudong T u, Y uanliang

W ang, Maolan Zhang, and

Jinc h uan W u. Using for-

mal concept analysis to

iden tify negativ e correla-

tions in gene expression

data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

13(2):380–391, Marc h 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

T aha:2015:ISI

[TY A15] Kamal T aha, P aul D. Y o o,

and Mohammed Alzaabi.

iPFPi: a system for impro v-

ing protein function predic-

tion through cum ulativ e it-

erations. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(4):825–836, July 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Tc hendji:2023:PTS

[TYDZ23] Vianney Kengne Tc hendji,

F ranklin Ingrid Kamga

Y oum bi, Cl ´ emen tin T a y ou

Djamegni, and Jerry Lac-

mou Zeutouo. A par-

allel tiled and sparsified

four-Russians algorithm for

Nussino v’s RNA folding.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 20(3):1795–

1806, Ma y 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3216826 .

T eng:2016:EGP

[TYL

+

16] Ben T eng, Can Y ang, Jim-

ing Liu, Zhip eng Cai, and

Xiang W an. Exploring the

genetic patterns of com-

plex diseases via the in-

tegrativ e genome-wide ap-

proac h. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

13(3):557–564, Ma y 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

T ang:2016:NAF

[TZ16] Jian T ang and Sh uigeng

Zhou. A new approac h for

feature selection from mi-

croarra y data based on m u-

tual information. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 13(6):1004–1015,

No v em b er 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

T ang:2007:DTS

[TZH07] Y uc h un T ang, Y an-Qing

Zhang, and Zhen Huang.

Dev elopmen t of t w o-stage

SVM-RFE gene selection

strategy for microarra y

expression data analysis.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 4(3):365–

381, July 2007. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Thanh:2017:ECT

[TZP17] V o Hong Thanh, Rob erto

Zunino, and Corrado Pri-

ami. Efficien t constan t-

time complexit y algorithm

for sto c hastic sim ulation

of large reaction net w orks.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 14(3):657–

667, Ma y 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

T ang:2023:FMP

[TZWZ23] Ch un y an T ang, Cheng Zhong,

Mian W ang, and F engfeng

Zhou. FMGNN: a metho d

to predict comp ound-protein

in teraction with pharma-

cophore features and ph ysic-

o c hemical prop erties of

amino acids. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 20(2):1030–1040,

Marc h 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3172340 .

Tino:2011:SCG

[TZY11] P eter Ti ˇ no, Hongy a Zhao,

and Hong Y an. Searc h-

ing for co expressed genes in

three-color cDNA microar-

ra y data using a probabilistic

mo dels com bining individ-

ual and pairwise features.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 6(2):260–

270, April 2009. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

V erma:2019:POC

[V GBK19] Deeptak V erma, Gev org

Grigory an, and Chris Bailey-

Kellogg. P areto opti-

mization of com binato-

rial m utagenesis libraries.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(4):1143–

1153, July 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

v anIersel:2020:PT A

[vIJJ

+

20] Leo v an Iersel, Remie

Janssen, Mark Jones, Y uk-

ihiro Murak ami, and Nor-

b ert Zeh. P olynomial-time

algorithms for ph ylogenetic

inference problems in v olv-

ing duplication and reticu-

lation. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

17(1):14–26, Jan uary 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2019.2934957 .

v anIersel:2009:CLP

[vIKK

+

09] Leo v an Iersel, Judith Kei-

jsp er, Stev en Kelk, Leen

Stougie, F erry Hagen, and

T eun Bo ekhout. Con-

structing lev el-2 ph yloge-

netic net w orks from triplets.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 6(4):667–

681, Octob er 2009. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

v anIersel:2008:SIT

[vIKKS08] Leo v an Iersel, Judith Kei-

jsp er, Stev en Kelk, and

Leen Stougie. Shorelines

of islands of tractabilit y:

Algorithms for parsimon y

and minim um p erfect ph y-

logen y haplot yping prob-

lems. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

5(2):301–312, April 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Visw anath:2018:CET

[Vis18] Nara y anan C. Visw anath.

Calculating the exp ected

time to eradicate HIV-

1 using a Mark o v c hain.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 15(1):60–67,

Jan uary 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

V aldes-Jimenez:2024:P AD

[VJRPNVJG24] Alejandro V ald ´ es-Jim ´ enez,

Miguel Rey es-P arada, Gabriel

N ´ u ~ nez-Viv anco, and Daniel

Jim ´ enez-Gonz´ alez. P aral-

lel algorithm for disco v er-

ing and comparing three-

dimensional proteins pat-

terns. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

21(3):508–515, Ma y 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3367789 .

V ashist:2007:OCM

[VKM07] Aksha y V ashist, Casimir A.

Kulik o wski, and Ily a Muc h-

nik. Ortholog clustering

on a m ultipartite graph.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 4(1):17–27,

Jan uary 2007. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

V eltri:2017:IRA

[VKS17] Daniel V eltri, Uda y Kamath,

and Amarda Sheh u. Im-

pro ving recognition of an-

timicrobial p eptides and tar-

get selectivit y through ma-

c hine learning and genetic

programming. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 14(2):300–313,

Marc h 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Vija y an:2018:MNA

[VM18] Vipin Vija y an and Tijana

Milenk o vic. Multiple net-

w ork alignmen t via Multi-

MA GNA++. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(5):1669–1682,

Septem b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Viaud:2022:RLC

[VMC22] Gautier Viaud, Prasanna

Ma yilv ahanan, and P aul-

Henry Courn ` ede. Repre-

sen tation learning for the

clustering of m ulti-omics

data. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 19

(1):135–145, Jan uary 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3060340 .

V assura:2008:RSP

[VMD

+

08] Marco V assura, Luciano

Margara, Pietro Di Lena,

Filipp o Medri, Piero F ariselli,

and Rita Casadio. Re-

construction of 3D struc-

tures from protein con tact

maps. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 5(3):357–367, July 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

V asylc henk o v a:2017:CMA

[VMZM17] Anastasiia V asylc henk o v a,

Miha Mraz, Nik ola j Zimic,

and Miha Mosk on. Classical

mec hanics approac h applied

to analysis of genetic oscil-

lators. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(3):721–727, Ma y 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

V ogt:2015:USD

[V og15] Julia E. V ogt. Unsu-

p ervised structure detec-

tion in biomedical data.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 12(4):753–

760, July 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

V arghese:2015:RL W

[VPB15] Blesson V arghese, Ishan P a-

tel, and Adam Bark er. RBio-

Cloud: a ligh t-w eigh t frame-

w ork for bio conductor and

R-based jobs on the cloud.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 12(4):871–

878, July 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Villa v erde:2023:APU

[VRHB23] Alejandro F. Villa v erde,

Elba Raim ´ undez, Jan Hase-

nauer, and Julio R. Banga.

Assessmen t of prediction

uncertain t y quan tification

metho ds in systems biol-

ogy . IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 20

(3):1725–1736, Ma y 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3213914 .

V ersp o or:2010:ESB

[VRJ

+

10] Karin V ersp o or, Christophe

Ro eder, Helen L. John-

son, Kevin Bretonnel Co-

hen, William A. Baumgart-

ner, Jr., and La wrence E.

Hun ter. Exploring sp ecies-

based strategies for gene

normalization. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 7(3):462–471, July

2010. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

V asic:2012:IT A

[VRK12] Bane V asic, Vida Ra v an-

mehr, and Anan tha Ra-

man Krishnan. An infor-

mation theoretic approac h to

constructing robust Bo olean

gene regulatory net w orks.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 9(1):52–65,

Jan uary 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

V enk atesw aran:2011:TTF

[VSKJ11] Ja y endra Gnanask andan

V enk atesw aran, Bin Song,

T amer Kah v eci, and Christo-

pher Jermaine. TRIAL:

a to ol for finding dis-

tan t structural similarities.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(3):

819–831, Ma y/June 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

V ass:2006:JMB

[VSR

+

06] Marc T. V ass, Clifford A.

Shaffer, Naren Ramakrish-

nan, La yne T. W atson, and

John J. T yson. The JigCell

mo del builder: a spreadsheet

in terface for creating bio-

c hemical reaction net w ork

mo dels. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

3(2):155–164, April 2006.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Vilor-T ejedor:2016:EPM

[VTGC16] Natalia Vilor-T ejedor, Juan R.

Gonzalez, and M. Luz

Calle. Efficien t and p o w er-

ful metho d for com bining P -

v alues in genome-wide asso-

ciation studies. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 13(6):1100–1106,

No v em b er 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

V:2022:HIN

[VTMG22] Sunil Kumar P

. V., Ad-

heeba Thahsin, Manju M.,

and Gopakumar G. A het-

erogeneous information net-

w ork mo del for long non-

co ding RNA function predic-

tion. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 19

(1):255–266, Jan uary 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3000518 .

W eidman:2019:SIP

[W A G19] Jak e W eidman, William Au-

rite, and Jens Grossklags.

On sharing in ten tions, and

p ersonal and in terdep enden t

priv acy considerations for

genetic data: a vignette

study

. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 16

(4):1349–1361, July 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W ohlers:2013:DOD

[W AK13] Ink en W ohlers, Rumen An-

dono v, and Gunnar W. Klau.

D ALIX: Optimal D

ALI pro-

tein structure alignmen t.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 10(1):26–36,

Jan uary 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

W ang:2012:OSA

[W an12] Biing-F eng W ang. Output-

sensitiv e algorithms for find-

ing the nested common in-

terv als of t w o general se-

quences. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

9(2):548–559, Marc h 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W ang:2016:NEA

[W an16] Biing-F eng W ang. A new

efficien t algorithm for the

all sorting rev ersals prob-

lem with no bad comp o-

nen ts. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 13(4):599–609, 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W ong:2011:UKA

[WB11] William W. L. W ong and

F orb es J. Burk o wski. Us-

ing k ernel alignmen t to se-

lect features of molecular de-

scriptors in a QSAR study .

IEEE/A

CM T r ansactions on Computational Biolo gy

and Bioinformatics, 8(5):

1373–1384, Septem b er 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W ang:2017:BCO

[WB17] Xin W ang and Jin b o Bi.

Bi-con v ex optimization to

learn classifiers from m ulti-

ple biomedical annotations.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 14(3):564–

575, Ma y 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

W ehe:2013:EAK

[WBE13] Andre W ehe, J. Gordon

Burleigh, and Oliv er Eu-

lenstein. Efficien t al-

gorithms for kno wledge-

enhanced sup ertree and

sup ermatrix ph ylogenetic

problems. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 10(6):1432–1441,

No v em b er 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

W ang:2012:EMM

[WBP

+

12] Chong W ang, P eter Bey er-

lein, Heik e P ospisil, An tje

Krause, Chris Nugen t, and

W erner Dubitzky

. An ef-

ficien t metho d for mo del-

ing kinetic b eha vior of c han-

nel proteins in cardiom y-

o cytes. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

9(1):40–51, Jan uary 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W ang:2019:MMV

[W CA

+

19] Aiguo W ang, Y e Chen, Ning

An, Jing Y ang, Lian Li,

and Lili Jiang. Microarra y

missing v alue imputation:

a regularized lo cal learning

metho d. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(3):980–993, Ma y 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W ang:2018:PHR

[W CC

+

18] Haish uai W ang, Zhic heng

Cui, Yixin Chen, Mic hael

Avidan, Arbi Ben Ab dal-

lah, and Alexander Kronzer.

Predicting hospital read-

mission via cost-sensitiv e

deep learning. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(6):1968–1978,

No v em b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

W ang:2023:CAB

[W CDM23] Qingbin W ang, Kaiyi Chen,

W anrong Dou, and Y u-

tao Ma. Cross-atten tion based m ulti-resolution fea-

ture fusion mo del for self-

sup ervised cervical OCT im-

age classification. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 20(4):2541–2554,

July 2023. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2023.3246979 .

W u:2011:A CC

[W CL11] Y ongh ui W u, Timoth y J.

Close, and Stefano Lonardi.

Accurate construction of

consensus genetic maps via

in teger linear programming.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 8(2):381–

394, Marc h 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

W ong:2012:MEA

[W CL Y12] Thomas K. F. W ong, Y. S.

Chiu, T. W. Lam, and S. M.

Yiu. Memory efficien t algo-

rithms for structural align-

men t of RNAs with pseudo-

knots. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 9

(1):161–168, Jan uary 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W ang:2020:GDI

[W CL Y20] Sh unfang W ang, Zic heng

Cao, Mingyuan Li, and

Y aoting Y ue. G-DipC: an

impro v ed feature represen-

tation metho d for short se-

quences to predict the t yp e

of cargo in cell-p enetrating

p eptides. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 17(3):739–747, Ma y

2020. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2019.2930993 .

Wingfield:2019:RMM

[W CMB19] Benjamin Wingfield, Son y a

Coleman, TM McGinnit y ,

and AJ Bjourson. Ro-

bust microbial mark ers for

non-in v asiv e inflammatory

b o w el disease iden tification.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 16(6):

2078–2088, No v em b er 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2831212 .

W ang:2015:BMM

[W CMZ15] Beic hen W ang, Xiao dong

Chen, Hiroshi Mamitsuk a,

and Shanfeng Zh u. BMEx-

p ert: Mining MEDLINE for

finding exp erts in biomedi-

cal domains based on lan-

guage mo del. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 12(6):1286–1294,

No v em b er 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

W ang:2019:DDR

[W CQ

+

19] Yin-Ying W ang, Ch unfeng

Cui, Liqun Qi, Hong Y an,

and Xing-Ming Zhao. Dr-

POCS: Drug rep ositioning

based on pro jection on to

con v ex sets. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(1):154–162,

Jan uary 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

W ang:2024:GCN

[W CW

+

24] Guangyu W ang, Ying Ch u,

Qianqian W ang, Limei

Zhang, Lishan Qiao, and

Mingxia Liu. Graph con-

v olutional net w ork with

self-sup ervised learning for

brain disease classification.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 21(6):

1830–1841, 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3422152 .

W ang:2007:A CC

[W CX07] Lip o W ang, F eng Ch u, and

W ei Xie. Accurate can-

cer classification using ex-

pressions of v ery few genes.

W ang:2024:TTD

[W GW

+

24] Qingsong W ang, Ruiquan

Ge, Changmiao W ang,

Ahmed Elazab, Qiming

F ang, and Renfeng Zhang.

TDFFM: T ransformer and

deep forest fusion mo del

for predicting corona virus

3C-lik e protease clea v age

sites. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 21

(5):1231–1241, Septem b er/

Octob er 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3378470 .

W ang:2017:HBH

[W GX

+

17] Pu W ang, Ruiquan Ge,

Xuan Xiao, Manli Zhou, and

F engfeng Zhou. hMuLab:

a biomedical h ybrid MUlti-

LABel classifier based on

m ultiple linear regression.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 14(5):

1173–1180, Septem b er 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W u:2011:GES

[WH11] F ang-Xiang W u and Jun

Huan. Guest editorial:

Sp ecial fo cus on bioinfor-

matics and systems biol-

ogy . IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 8

(2):292–293, Marc h 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Wiesek e:2015:CRI

[WHBM15] Nicolas Wiesek e, T om Hart-

mann, Matthias Bern t, and

Martin Middendorf. Co-

ph ylogenetic reconciliation

with ILP. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 12(6):1227–1235,

No v em b er 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

W ang:2020:I IE

[WHF

+

20] Min W ang, Ting-Zh u Huang,

Jian F ang, Vince D. Cal-

houn, and Y u-Ping W ang.

In tegration of imaging (epi)genomics

data for the study of

sc hizophrenia using group

sparse join t nonnegativ e ma-

trix factorization. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 17(5):1671–1681,

Septem b er 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2899568 .

W esk amp:2007:MGA

[WHKK07] Nils W esk amp, Eyk e Huller-

meier, Daniel Kuhn, and

Gerhard Kleb e. Multi-

ple graph alignmen t for the

structural analysis of pro-

tein activ e sites. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 4(2):310–320, April

2007. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

W ang:2024:LGN

[WHL

+

24] W enjing W ang, P engy-

ong Han, Zhengw ei Li,

Ru Nie, Kangw ei W ang,

Lei W ang, and Hongmei

Liao. LMGA TCD A: Graph

neural net w ork with la-

b eling tric k for predict-

ing circRNA-disease asso ci-

ations. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

21(2):289–300, Marc h 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3355093 .

Wit w er:2004:PCR

[WHS04] Christina Wit w er, Iv o L.

Hofac k er, and P eter F.

Stadler. Prediction of

consensus RNA secondary

structures including pseudo-

knots. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 1(2):66–77, April 2004.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W ang:2021:MCI

[WHW21] Zilu W ang, Qingh ui Hong, and Xiaoping W ang. A mem-

ristiv e circuit implemen ta-

tion of ey es state detection

in fatigue driving based on

biological long short-term

memory rule. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(6):2218–2229,

No v em b er/Decem b er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2974944 .

W ang:2012:SCM

[WHWP12] Jianxin W ang, Y uannan

Huang, F ang-Xiang W u, and

Yi P an. Symmetry compres-

sion metho d for disco v ering

net w ork motifs. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 9(6):1776–1789,

No v em b er 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

W ang:2017:SLF

[WHXS17] Zhiy ong W ang, Benik a Hall,

Jin b o Xu, and Xingh ua Shi.

A sparse learning frame-

w ork for join t effect analy-

sis of cop y n um b er v arian ts.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 14(5):

1013–1027, Septem b er 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W u:2014:GWP

[WHZ14] Jian-Sheng W u, Sheng-

Jun Huang, and Zhi-Hua

Zhou. Genome-wide protein

function prediction through

m ulti-instance m ulti-lab el

learning. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 11(5):891–902, Septem-

b er 2014. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Wigren:2015:MOI

[Wig15] T orb jorn Wigren. Mo del

order and iden tifiabilit y of

non-linear biological sys-

tems in stable oscillation.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 12(6):

1479–1484, No v em b er 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Williams:2004:INA

[Wil04a] Mic hael R. Williams. In-

tro duction of new Asso ciate

Editors. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 1(1):4–12, Jan uary 2004.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Williams:2004:WM

[Wil04b] Mic hael R. Williams. W el-

come message. IEEE/A CM

T r ansactions on Computational Biolo gy and Bioinfor-

matics, 1(1):1, Jan uary 2004.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Willson:2009:R TS

[Wil09] Stephen J. Willson. Ro-

bustness of top ological su-

p ertree metho ds for rec-

onciling dense incompatible

data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

6(1):62–75, Jan uary 2009.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Willson:2011:RNC

[Wil11] Stephen J. Willson. Regu-

lar net w orks can b e uniquely

constructed from their trees.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(3):

785–796, Ma y/June 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Willson:2012:CHB

[Wil12] Stephen Willson. CSD ho-

momorphisms b et w een ph y-

logenetic net w orks. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 9(4):1128–1138,

July 2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Wiedenho eft:2011:PMI

[WKE11] John Wiedenho eft, Roland

Krause, and Oliv er Eulen-

stein. The plexus mo del

for the inference of an-

cestral m ultidomain pro-

teins. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 8(4):890–901, July 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W ang:2012:NEA

[WKLL12] Biing-F eng W ang, Ch ung-

Chin Kuo, Shang-Ju Liu,

and Chien-Hsin Lin. A new

efficien t algorithm for the

gene-team problem on gen-

eral sequences. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 9(2):330–344, Marc h

2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

W ei:2021:ECG

[WKSP21] Dong-Qing W ei, Aman Chan-

dra Kaushik, Gurudee-

ban Selv ara j, and Yi P an.

Editorial: Computational

genomics and molecular

medicine for emerging CO VID-

19. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 18(4):1227–1229, July/

August 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:// dl.acm.org/doi/10.1109/

TCBB.2021.3088319 .

W u:2024:CCC

[WKZ

+

24] Yirui W u, Qiran Kong, Lilai

Zhang, Aniello Castiglione,

Mic hele Nappi, and Shaoh ua

W an. CDT-CAD: Con text-

a w are deformable transform-

ers for end-to-end c hest ab-

normalit y detection on X-ra y

images. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

21(4):823–834, July 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3258455 .

W an:2007:CCN

[WL07] Xiang W an and Guoh ui

Lin. CISA: Com bined

NMR resonance connectiv-

it y information determina-

tion and sequen tial assign-

men t. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 4(3):336–348, July 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W ang:2011:IAF

[WL11] Biing-F eng W ang and Chien-

Hsin Lin. Impro v ed al-

gorithms for finding gene

teams and constructing gene

team trees. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 8(5):1258–1272,

Septem b er 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

W andelt:2013:FR C

[WL13a] Sebastian W andelt and Ulf

Leser. FRESCO: Referen tial

compression of highly simi-

lar sequences. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 10(5):1275–1288,

Septem b er 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

W ang:2013:MLR

[WL13b] Xiao W ang and Guo-Zheng

Li. Multilab el learning

via random lab el selec-

tion for protein sub cellu-

lar m ultilo cations predic-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

10(2):436–446, Marc h 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W ong:2014:A CP

[WL14] Andrew K. C. W ong and En-

Shiun Annie Lee. Aligning

and clustering patterns to re-

v eal the protein functionalit y

of sequences. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 11(3):548–560, Ma y

2014. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

W ang:2019:F A C

[WL19] Biing-F eng W ang and Chih-

Y u Li. F ast algorithms for

computing path-difference

distances. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(2):569–582,

Marc h 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2790957 .

Wic kramarac hc hi:2022:PGR

[WL22] An uradha Wic kramarac hc hi

and Y u Lin. GraphPlas: Re-

fined classification of plas-

mid sequences using assem-

bly graphs. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 19(1):57–67, Jan-

uary 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3082915 .

W u:2013:R OC

[WLA

+

13] Xia W u, Juan Li, Napatk a-

mon Ayut y anon t, Hillary

Protas, William Jagust,

Adam Fleisher, Eric Reiman,

Li Y ao, and Kew ei Chen.

The receiv er op erational

c haracteristic for binary

classification with m ulti-

ple indices and its appli-

cation to the neuroimaging

study of Alzheimer’s dis-

ease. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 10

(1):173–180, Jan uary 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W ong:2011:EAE

[WLC11] Sam uel S. Y. W ong, W eimin

Luo, and Keith C. C. Chan.

Ev oMD: An algorithm for

ev olutionary molecular de-

sign. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

8(4):987–1003, July 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W ang:2015:HCF

[WLC

+

15] Chao W ang, Xi Li, P eng

Chen, Aili W ang, Xuehai

Zhou, and Hong Y u. Het-

erogeneous cloud framew ork

for big data genome sequenc-

ing. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 12

(1):166–178, Jan uary 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W ang:2018:GEA

[WLC18] Lusheng W ang, Sh uai Cheng

Li, and Yi-Ping Pho eb e

Chen. Guest editorial

for the 15th Asia P acific

Bioinformatics Conference.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 15(5):

1513–1514, Septem b er 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W ang:2011:FHC

[WLCP11] Jianxin W ang, Min Li,

Jianer Chen, and Yi P an.

A fast hierarc hical cluster-

ing algorithm for functional

mo dules disco v ery in pro-

tein in teraction net w orks.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(3):

607–620, Ma y/June 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W ang:2018:AMR

[WLCX18] Annie W ang, Hansaim Lim,

Sh u-Y uan Cheng, and Lei

Xie. ANTENNA, a m ulti-

rank, m ulti-la y ered recom-

mender system for inferring

reliable drug-gene-disease

asso ciations: Repurp osing

diazo xide as a targeted an ti-

cancer therap y . IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(6):1960–1967,

No v em b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

W ei:2014:IPI

[WLG

+

14] Leyi W ei, Minghong Liao,

Y ue Gao, Rongrong Ji,

Zengy ou He, and Quan

Zou. Impro v ed and promis-

ing iden tification of h uman

MicroRNAs b y incorp orat-

ing a high-qualit y negativ e

set. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 11

(1):192–201, Jan uary 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W ang:2016:CGS

[WLG

+

16] Dong W ang, Jin-Xing Liu,

Ying-Lian Gao, Ch un-Hou

Zheng, and Y ong Xu. Char-

acteristic gene selection

based on robust graph regu-

larized non-negativ e matrix

factorization. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 13(6):1059–1067,

No v em b er 2016. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

W u:2021:EPE

[WLG

+

21] Hong jie W u, Hua jing Ling,

Lei Gao, Qiming F u, W eizhong

Lu, Yijie Ding, Min Jiang,

and Haiou Li. Empiri-

cal p oten tial energy func-

tion to w ard ab initio fold-

ing G protein-coupled recep-

tors. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 18

(5):1752–1762, Septem b er/

Octob er 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3008014 .

W ang:2019:LSF

[WLHY19] Y an b o W ang, Quan Liu,

Shan Huang, and Bo Y uan.

Learning a structural and

functional represen tation for

gene expressions: T o system-

atically dissect complex can-

cer phenot yp es. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(5):1729–1742,

Septem b er 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

W ang:2009:EKF

[WLL

+

09] Zidong W ang, Xiaoh ui Liu,

Y urong Liu, Jinling Liang,

and V eronica Vinciotti. An

extended Kalman filtering

approac h to mo deling non-

linear dynamic gene regu-

latory net w orks via short

gene expression time se-

ries. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 6(3):410–419, July 2009.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W ong:2013:PPL

[WLL13] Ginn y Y. W ong, F rank H. F.

Leung, and Sai-Ho Ling.

Predicting protein-ligand

tree prune-and-regraft dis-

tance. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(3):898–911, Ma y 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W an:2016:MMP

[WMK16] Shibiao W an, Man-W ai Mak,

and Sun-Y uan Kung. Mem-

mEN: Predicting m ulti-

functional t yp es of mem-

brane proteins b y in ter-

pretable elastic nets. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 13(4):706–718,

2016. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

W an:2017:TLM

[WMK17] Shibiao W an, Man-W ai Mak,

and Sun-Y uan Kung. T rans-

ductiv e learning for m ulti-

lab el protein sub c hloro-

plast lo calization predic-

tion. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 14

(1):212–224, Jan uary 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W u:2009:RPT

[WMS09] T ao y ang W u, Vincen t Moul-

ton, and Mik e Steel. Refin-

ing ph ylogenetic trees giv en

additional data: An al-

gorithm based on parsimon y . IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 6

(1):118–125, Jan uary 2009.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W ang:2021:IDP

[WMW

+

21] Bing W ang, Changqing Mei,

Y uan yuan W ang, Y um-

ing Zhou, Mu-Tian Cheng,

Ch un-Hou Zheng, Lei W ang,

Jun Zhang, P eng Chen,

and Y an Xiong. Im bal-

ance data pro cessing strat-

egy for protein in teraction

sites prediction. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(3):985–994,

Ma y/June 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2953908 .

W ang:2012:EGS

[WMW

A12] Daifeng W ang, Mia K.

Mark ey , Claus O. Wilk e, and

Ari Arap ostathis. Eigen-

genomic system dynamic-

pattern analysis (ESD A):

Mo deling mRNA degra-

dation and self-regulation.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 9(2):430–

437, Marc h 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

W alk er:2017:A TS

[WNT

+

17] P eter B. W alk er, Jacob N.

Norris, Anna E. Tsc hif-

fely

, Melissa L. Mehalic k,

Craig A. Cunningham, and

Ian N. Da vidson. Applica-

tions of transductiv e sp ec-

tral clustering metho ds in

a military medical concus-

sion database. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 14(3):534–544, Ma y

2017. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

W u:2017:PCD

[W O YL17] Min W u, Le Ou-Y ang, and

Xiao-Li Li. Protein com-

plex detection via effectiv e

in tegration of base cluster-

ing solutions and co-complex

affinit y scores. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 14(3):733–739, Ma y

2017. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

W ei:2008:IGF

[WP08] P eng W ei and W ei P an.

Incorp orating gene func-

tions in to regression anal-

ysis of DNA-protein bind-

ing data and gene expression

data to construct transcrip-

tional net w orks. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 5(3):401–415, July

2008. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

W ong:2015:PIM

[WPL15] Ka-Ch un W ong, Cheng-

bin P eng, and Y ue Li.

Probabilistic inference on

m ultiple normalized signal

profiles from next genera-

tion sequencing: T ranscrip-

tion factor binding sites.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 12(6):

1416–1428, No v em b er 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W ei:2016:MDD

[W QL

+

16] Guan yun W ei, Sheng Qin,

W enjuan Li, Liming Chen,

and F ei Ma. MDTE DB: a

database for MicroRNAs de-

riv ed from transp osable el-

emen t. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

13(6):1155–1160, No v em b er

2016. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

W ang:2023:DTL

[W QLL23] Jinxia W ang, Liang Qiao,

Haibin Lv, and Zhihan Lv.

Deep transfer learning-based

m ulti-mo dal digital t wins for

enhancemen t and diagnostic

analysis of brain MRI im-

age. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 20

(4):2407–2419, July 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3168189 .

W ang:2018:GMS

[W QY18] Y an b o W ang, W eik ang Qian,

and Bo Y uan. A graphical

mo del of smoking-induced

global instabilit y in lung can-

cer. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(1):1–14, Jan uary 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W eb er:2009:VET

[WRH

+

09] Gun ther H. W eb er, Oliv er

Rub el, Min-Y u Huang, An-

gela H. DeP ace, Char-

less C. F o wlk es, Soile V. E.

Keranen, Cris L. Luengo

Hendriks, Hans Hagen,

Da vid W. Kno wles, Jiten-

dra Malik, Mark D. Biggin,

and Bernd Hamann. Vi-

sual exploration of three-

dimensional gene expres-

sion using ph ysical views

and link ed abstract views.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 6(2):296–

309, April 2009. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

W ang:2008:DCO

[WS08] Xueyi W ang and Jac k

Sno eyink. Defining and

computing optim um RMSD

for gapp ed and w eigh ted

m ultiple-structure align-

men t. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 5

(4):525–533, Octob er 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W an:2012:CAD

[WS12] Lin W an and F engzh u Sun.

CEDER: Accurate detec-

tion of differen tially ex-

pressed genes b y com bin-

ing significance of exons us-

ing RNA-Seq. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 9(5):1281–1292,

Septem b er 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

W ang:2021:F A C

[WS21] Biing-F eng W ang and Kris-

ter M. Sw enson. A faster al-

gorithm for computing the

k ernel of maxim um agree-

men t subtrees. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(2):416–430,

Marc h 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2922955.

Willing:2021:CI I

[WSB21] Eyla Willing, Jens Sto y e,

and Mar ´ ılia D. V. Braga.

Computing the in v ersion-

indel distance. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(6):2314–2326,

No v em b er/Decem b er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2988950 .

W ang:2021:EDP

[WSJ21] Y aqi W ang, Lingling Sun,

and Qun Jin. Enhanced

diagnosis of pneumoth-

orax with an impro v ed

real-time augmen tation for

im balanced c hest X-ra ys

data based on DCNN.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 18(3):

951–962, Ma y/June 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2911947 .

W ang:2024:MPH

[WSL

+

24] W ei W ang, Zhenxi Sun,

Dong Liu, Hong jun Zhang,

Jun tao Li, Xianfang W ang,

and Y un Zhou. MAHyNet:

P arallel h ybrid net w ork for

RNA-Protein binding sites

prediction based on m ulti-

head atten tion and exp ecta-

tion p o oling. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 21(3):416–427, Ma y

2024. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2024.3366545 .

W ong:2015:DBC

[WSTL

+

15] Man-Hon W ong, Ho-Yin

Sze-T o, Leung-Y au Lo, T ak-

Ming Chan, and Kw ong-Sak

Leung. Disco v ering binding

cores in Protein–DNA bind-

ing using asso ciation rule

mining with statistical mea-

sures. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 12

(1):142–154, Jan uary 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W ang:2011:ICA

[WSX11] Qingguo W ang, Yi Shang,

and Dong Xu. Impro ving

a consensus approac h for

protein structure selection

b y remo ving redundancy .

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(6):

1708–1715, No v em b er 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

w eiT an:2020:DLP

[wTCAK

+

20] Jing w ei T an, Sio w-W ee

Chang, Sameem Ab dul-

Kareem, Hw a Jen Y ap, and

Kien-Thai Y ong. Deep learn-

ing for plan t sp ecies clas-

sification using leaf v ein

morphometric. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 17(1):82–90, Jan uary

2020. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

abs/10.1109/TCBB.2018.

2848653 .

Williams:2023:FDS

[WTM23] Lucia Williams, Alexan-

dru I. T omescu, and Bren-

dan Mumey

. Flo w decom-

p osition with subpath con-

strain ts. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(1):360–370, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3147697 .

W u:2010:ECC

[W u10] Y ufeng W u. Exact com-

putation of coalescen t lik e-

liho o d for panmictic and

sub divided p opulations un-

der the infinite sites mo del.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 7(4):611–

618, Octob er 2010. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

W u:2011:NMI

[W u11] Y ufeng W u. New metho ds

for inference of lo cal tree

top ologies with recom binan t

SNP sequences in p opula-

tions. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 8

(1):182–193, Jan uary 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W u:2019:CDM

[WW19] P eng W u and Dong W ang.

Classification of a DNA mi-

croarra y for diagnosing can-

cer using a complex net w ork

based metho d. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 16(3):801–808, Ma y

2019. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

W ang:2022:GDC

[WW22] P ei W ang and Dao jie

W ang. Gene differen-

tial co-expression net w orks

based on RNA-Seq: Con-

struction and its applica-

tions. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 19(5):2829–2841, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3103280.

W assan:2019:CSP

[WWBZ19] Jy otsna T alreja W assan,

Haiying W ang, Fiona Bro wne,

and Huiru Zheng. A com-

prehensiv e study on pre-

dicting functional role of

metagenomes using ma-

c hine learning metho ds.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(3):751–

763, Ma y 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

W u:2018:NCG

[WW C18] Ho-Ch un W u, Xi-Guang

W ei, and Shing-Cho w Chan.

No v el consensus gene selec-

tion criteria for distributed

GPU partial least squares-

based gene microarra y anal-

ysis in diffused Large B Cell

Lymphoma DLBCL and re-

lated findings. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(6):2039–2052,

No v em b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

W ang:2021:AMA

[WWF

+

21] Liguang W ang, Y ujia W ang,

Yi F u, Y unge Gao, Ji-

a w ei Du, Chen Y ang, and

Jianxiao Liu. AFSBN:

a metho d of artificial fish

sw arm optimizing Ba y esian

net w ork for epistasis detec-

tion. IEEE/A

CM T r ansactions on Computational

Biolo gy and Bioinformat-

ics, 18(4):1369–1383, July/

August 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2949780 .

W u:2017:DCR

[WWL

+

17] Hong jie W u, Kun W ang,

Liy ao Lu, Y u Xue, Qiang

Lyu, and Min Jiang. Deep

conditional random field ap-

proac h to transmem brane

top ology prediction and ap-

plication to GPCR three-

dimensional structure mo d-

eling. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(5):1106–1114, Septem b er

2017. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

W ang:2019:CA G

[WWL19] P ei W ang, Dao jie W ang, and

Jinh u Lu. Con trollabilit y

analysis of a gene net w ork for

A r abidopsis thaliana rev eals

c haracteristics of functional

gene families. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 16(3):912–924, Ma y

2019. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

W ang:2023:PPB

[WWL

+

23a] Shanshan W ang, Ruo y ou

W u, Cheng Li, Juan Zou,

Ziy ao Zhang, Qiegen Liu,

Y an Xi, and Hairong Zheng.

P AR CEL: Ph ysics-based un-

sup ervised con trastiv e rep-

resen tation learning for

m ulti-coil MR imaging.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 20(5):

2659–2670, 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3213669 .

W u:2023:PCS

[WWL

+

23b] Kaitao W u, Lexiang W ang,

Bo Liu, Y ang Liu, Y adong

W ang, and Jun yi Li. PSPGO:

Cross-sp ecies heterogeneous

net w ork propagation for pro-

tein function prediction.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 20(3):1713–

1724, Ma y 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3215257 .

W ang:2016:KBP

[WWLL16] Hong W ang, Xic heng W ang,

Zheng Li, and Keqiu Li.

Kriging-based parameter

estimation algorithm for

metab olic net w orks com-

bined with single-dimensional

optimization and dynamic

co ordinate p erturbation.

IEEE/A

CM T r ansactions on Computational Biolo gy

and Bioinformatics, 13(6):

1142–1154, No v em b er 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W ang:2024:EEN

[WWM

+

24] Xubin W ang, Y unhe W ang,

Zhiqiang Ma, Ka-Ch un

W ong, and Xiangtao Li.

Exhaustiv e exploitation of

nature-inspired computation

for cancer screening in an en-

sem ble manner. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 21(5):1366–1379,

Septem b er/Octob er 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3385402 .

W u:2020:PNC

[WWT

+

20] Sijia W u, Xiaoming W u,

Jie Tian, Xiaob o Zhou, and

Liyu Huang. PredictFP2:

a new computational mo del

to predict fusion p eptide

domain in all retro viruses.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 17(5):

1714–1720, Septem b er 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2898943 .

W ang:2024:CMS

[WWY

+

24] Juan W ang, Zhenc hang

cytoscap e APP for cluster

analysis of biological net-

w ork. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(4):815–822, July 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W ang:2021:PPG

[WZC

+

21] W en y an W ang, Y uming

Zhou, Mu-Tian Cheng, Y an

W ang, Ch un-Hou Zheng,

Y an Xiong, P eng Chen, Zhi-

w ei Ji, and Bing W ang. P o-

ten tial pathogenic genes pri-

oritization based on pro-

tein domain in teraction net-

w ork analysis. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(3):1026–1034,

Ma y/June 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2983894 .

W u:2023:MV C

[WZHM23] W enming W u, W ensheng

Zhang, W eimin Hou, and

Xiaok e Ma. Multi-view

clustering with graph learn-

ing for scRNA-Seq data.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 20(6):

3535–3546, 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:// dl.acm.org/doi/10.1109/

TCBB.2023.3298334 .

W ang:2012:R CM

[WZJH12] Sh u-Lin W ang, Yi-Hai Zh u,

W ei Jia, and De-Sh uang

Huang. Robust classifica-

tion metho d of tumor sub-

t yp e b y using correlation fil-

ters. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 9

(2):580–591, Marc h 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

W ang:2023:EFI

[WZJS23] Chao W ang, Quan Zou, Ying

Ju, and Hua Shi. Enhancer-

FRL: Impro v ed and robust

iden tification of enhancers

and their activities using

feature represen tation learn-

ing. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

20(2):967–975, Marc h 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3204365 .

W ang:2022:PED

[WZR

+

22] Jun W ang, Huiling Zhang,

W ei Ren, Maozu Guo, and

Guo xian Y u. EpiMC: De-

tecting epistatic in terac-

tions using m ultiple cluster-

ings. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 19

(1):243–254, Jan uary 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3080462 .

W ang:2022:FSD

[WZS

+

22] Y an W ang, Lei Zhang, Xin

Sh u, Y angqin F eng, Zhang

Yi, and Qing Lv. F eature-

sensitiv e deep con v olutional

neural net w ork for m ulti-

instance breast cancer detec-

tion. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 19

(4):2241–2251, July 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3060183 .

W ang:2018:CDB

[WZZ

+

18] Bin W ang, Xuedong Zheng,

Shih ua Zhou, Chang jun

Zhou, Xiaop eng W ei, Qiang

Zhang, and Ziqi W ei. Con-

structing DNA barco de sets

based on particle sw arm

optimization. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 15(3):999–1002, Ma y

2018. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

W ang:2022:DPI

[WZZ

+

22] Jun W ang, Long Zhang,

An Zeng, Da w en Xia,

Jian tao Y u, and Guo xian Y u.

DeepI I I: Predicting isoform-

isoform in teractions b y deep neural net w orks and data fu-

sion. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 19

(4):2177–2187, July 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3068875 .

Xu:2007:MCC

[XA W07] Rui Xu, Georgios C. Anag-

nostop oulos, and Donald C.

W unsc h. Multiclass cancer

classification using semisu-

p ervised ellipsoid AR

TMAP

and particle sw arm opti-

mization with gene expres-

sion data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 4(1):65–77, Jan uary

2007. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Xiao:2021:EIA

[X CR21] P eng Xiao, Xingyu Cai, and

Sanguthev ar Ra jasek aran.

EMS3: an impro v ed al-

gorithm for finding edit-

distance based motifs. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 18(1):27–37, Jan-

uary 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3024222.

Xu:2023:IDI

[XDZ

+

23] W uli Xu, Lei Duan, Huiru

Zheng, Jesse Li-Ling, W eip eng

Jiang, Yidan Zhang, Tingt-

ing W ang, and Ruiqi Qin.

An in tegrativ e disease in-

formation net w ork approac h

to similar disease detec-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(5):2724–2735, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3110127 .

Xu:2014:FIN

[X G14] Bin Xu and Jihong Guan.

F rom function to in terac-

tion: a new paradigm for

accurately predicting protein

complexes based on protein-

to-protein in teraction net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

11(4):616–627, July 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Xu:2019:EPD

[X GWW19] Bin Xu, Jihong Guan, Y ang

W ang, and Zew ei W ang. Es-

sen tial protein detection b y

random w alk on w eigh ted

protein–protein in teraction

net w orks. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(2):377–387,

Marc h 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2017.2701824 .

Xia:2018:STS

[XHQ

+

18] Ch un-Qiu Xia, Ke Han,

Y ong Qi, Y ang Zhang, and

Dong-Jun Y u. A self-training

subspace clustering algo-

rithm under lo w-rank repre-

sen tation for cancer classi-

fication on gene expression

data. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 15

(4):1315–1324, July 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Xu:2015:GEI

[XHS15] Dong Xu, Kun Huang, and

Jeanette Sc hmidt. Guest

editors in tro duction to the

sp ecial section on soft w are

and databases. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 12(4):793–794, July

2015. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Xiong:2022:MFI

[XHW

+

22] Zhankun Xiong, F eng Huang,

Ziy an W ang, Shic hao Liu,

and W en Zhang. A m ul-

timo dal framew ork for im-

pro ving in Silic o drug rep o-

sitioning with the prior

kno wledge from kno wledge

graphs. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 19(5):2623–2631, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3103595 .

Xie:2018:A GS

[XHY

+

18] Qian Xie, Xiao y an He,

F ang ji Y ang, Xuling Liu,

Ying Li, Y ujing Liu, Zheng-

Meng Y ang, Jianhai Y u, Bao

Zhang, and W ei Zhao. Anal-

ysis of the genome sequence

and prediction of B-cell epi-

top es of the en v elop e pro-

tein of Middle East respira-

tory syndrome-corona virus.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 15(4):1344–

1350, July 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Xia:2021:GEA

[XJZS21] Kaijian Xia, Yizhang Jiang,

Y udong Zhang, and W en Si.

Guest editorial: Adv anced

mac hine-learning metho ds

for brain-mac hine in terfacing

or brain-computer in terfac-

ing. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 18

(5):1643–1644, Septem b er/

Octob er 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3078145 .

Xi:2016:DR C

[XL16] Jianing Xi and Ao Li.

Disco v ering recurren t cop y

n um b er ab errations in com-

plex patterns via non-

negativ e sparse singular

v alue decomp osition. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 13(4):656–668,

2016. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Xiang:2015:RAA

[XLC

+

15] Y an-Ping Xiang, Ke Liu,

Xian-Ying Cheng, Cheng

Cheng, F ang Gong, Jian-

Bo P an, and Zhi-Liang Ji.

Rapid assessmen t of adv erse

drug reactions b y statistical

solution of gene asso ciation

net w ork. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(4):844–850, July 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Xu:2018:IBI

[XLL

+

18] Bo Xu, Hongfei Lin, Y uan

Lin, Y unlong Ma, Liang

Y ang, Jian W ang, and Zhi-

hao Y ang. Impro v e biomed-

ical information retriev al us-

ing mo dified learning to

rank metho ds. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(6):1797–1809,

No v em b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Xu:2019:LRE

[XLL19] Bo Xu, Hongfei Lin, and

Y uan Lin. Learning to

refine expansion terms for

biomedical information re-

triev al using seman tic re-

sources. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(3):954–966, Ma y 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Xiao:2020:ILM

[XLL

+

20] Qiu Xiao, Jia w ei Luo, Cheng

Liang, Guangh ui Li, Jie Cai,

Ping jian Ding, and Ying

Liu. Iden tifying lncRNA and

mRNA co-expression mo d-

ules from matc hed expres-

sion data in o v arian can-

cer. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

17(2):623–634, Marc h 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2864129 .

Xu:2021:GRB

[XLP

+

21] Y unp ei Xu, Hong-Dong Li,

Yi P an, F eng Luo, F ang-

Xiang W u, and Jianxin

W ang. A gene rank based

approac h for single cell sim-

ilarit y assessmen t and clus-

tering. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

18(2):431–442, Marc h 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2931582 .

Xi:2020:HNM

[XL W20] Jianing Xi, Ao Li, and

Mingh ui W ang. HetR

CNA:

a no v el metho d to iden tify

recurren t cop y n um b er alter-

nations from heterogeneous

tumor samples based on ma-

trix decomp osition frame-

w ork. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

17(2):422–434, Marc h 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2846599 .

Xia:2015:IGA

[XL WL15] Hong Xia, Y uanning Liu,

Mingh ui W ang, and Ao Li.

Iden tification of genomic

ab errations in cancer sub-

clones from heterogeneous

tumor samples. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 12(3):679–685, Ma y

2015. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Xiao:2021:D WS

[XLX

+

21] Ming Xiao, Guangdi Liu,

Jianghang Xie, Zic h un Dai,

Zihao W ei, Ziy ao Ren, Jun

Y u, and Le Zhang. 2019nCo-

V AS: Dev eloping the w eb

service for epidemic trans-

mission prediction, genome

analysis, and psyc hologi-

cal stress assessmen t for

2019-nCoV. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(4):1250–1261,

July/August 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3049617 .

Xin:2015:ASI

[XLZ

+

15] Y ao Xin, Will X. Y. Li,

Zhaorui Zhang, Ra y C. C.

Cheung, Dong Song, and

Theo dore W. Berger. An

application sp ecific instruc-

tion set pro cessor (ASIP)

for adaptiv e filters in neu-

ral prosthetics. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 12(5):1034–1047,

Septem b er 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Xie:2022:DLP

[XLZW22] Y ulian Xie, Min Liu, Shirui

Zhou, and Y aonan W ang.

A deep lo cal patc h matc h-

ing net w ork for cell trac king in microscop y image se-

quences without registra-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 19(6):3202–3212, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3113129 .

Xia:2021:CDC

[XNYC21] Kaijian Xia, T ongGuang

Ni, Hongsheng Yin, and

Bo Chen. Cross-domain

classification mo del with

kno wledge utilization max-

imization for recognition

of epileptic EEG signals.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 18(1):53–61,

Jan uary 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2973978 .

Xu:2018:IGN

[X O YHZ18] Ting Xu, Le Ou-Y ang, Xi-

aoh ua Hu, and Xiao-F ei

Zhang. Iden tifying gene net-

w ork rewiring b y in tegrat-

ing gene expression and gene

net w ork data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(6):2079–2085,

No v em b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Xiang:2012:TDT

[XPH12] Y ang Xiang, Philip R. O.

P a yne, and Kun Huang.

T ransactional database trans-

formation and its application

in prioritizing h uman disease

genes. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 9

(1):294–304, Jan uary 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Xu:2020:CCP

[XPH20] Hongming Xu, Sunho P ark,

and T ae Hyun Hw ang.

Computerized classification

of prostate cancer Glea-

son scores from whole

slide images. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(6):1871–1882,

No v em b er 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2941195 .

Xu:2011:MLP

[XPXY11] Qian Xu, Sinno Jialin P an,

Hannah Hong Xue, and

Qiang Y ang. Multitask

learning for protein sub-

cellular lo cation prediction.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(3):

748–759, Ma y/June 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Xu:2021:A CT

[XSL

+

21] Benlian Xu, Jian Shi, Min-

gli Lu, Jinliang Cong, Ling

W ang, and Brett Nener. An

automated cell trac king ap-

proac h with m ulti-Bernoulli

filtering and an t colon y la-

b or division. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(5):1850–1863,

Septem b er/Octob er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2954502 .

Xie:2017:DF O

[XSS17] Lu Xie, Gregory R. Smith,

and Russell Sc h w artz. Deriv ativ e-

free optimization of rate pa-

rameters of capsid assem bly

mo dels from bulk in vitro

data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(4):844–855, July 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Xu:2012:AI

[XTL12a] Y un Xu, Da T eng, and Yim-

ing Lei. 2011 ann ual in-

dex. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 9(1):??, Jan uary 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Xiong:2007:DDK

[XZC07] Huilin Xiong, Y a Zhang,

and Xue-W en Chen. Data-

dep enden t k ernel mac hines

for microarra y data classifi-

cation. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

4(4):583–595, Octob er 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Xie:2015:CTC

[XZG15] Xiao jing Xie, Sh uigeng

Zhou, and Jihong Guan.

CoGI: T o w ards compress-

ing genomes as an image.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 12(6):

1275–1285, No v em b er 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Xu:2018:ESB

[XZG

+

18] Biao Xu, Y ong Zhang, Dun-

w ei Gong, Yinan Guo, and

Miao Rong. En vironmen t

sensitivit y-based co op erativ e

co-ev olutionary algorithms

for dynamic m ulti-ob jectiv e

optimization. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(6):1877–1890,

No v em b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Xi:2023:LPL

[XZG

+

23] W en-Y u Xi, F eng Zhou,

Ying-Lian Gao, Jin-Xing

Liu, and Ch un-Hou Zheng.

LDCMF

C: Predicting long

non-co ding RNA and dis-

ease asso ciation using col-

lab orativ e matrix factor-

ization based on corren-

trop y . IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 20

(3):1774–1782, Ma y 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3215194 .

Xia:2024:BML

[XZL

+

24] Y unp eng Xia, Ying Zhang,

Dian Liu, Yi-Heng Zh u,

Zhik ang W ang, Jiangning

Song, and Dong-Jun Y u.

BLAM6A-Merge: Lev erag-

ing atten tion mec hanisms

and feature fusion strategies

to impro v e the iden tification

of RNA N6-meth yladenosine

sites. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 21(6):1803–1815, 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3418490 .

Xie:2021:PEG

[XZS

+

21] Jiang Xie, Chang Zhao,

Jiamin Sun, Jiaxin Li,

F uzhang Y ang, Jiao W ang,

and Qing Nie. Prediction

of essen tial genes in com-

parison states using ma-

c hine learning. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(5):1784–1792,

Septem b er/Octob er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3027392 .

Xu:2024:HCF

[XZX

+

24] W en w ei Xu, Hao Zhang,

Y ew ei Xia, Yixin Ren, Ji-

hong Guan, and Sh uigeng

Zhou. Hybrid causal

feature selection for can-

cer biomark er iden tifica-

tion from RNA-Seq data.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 21(6):

1645–1655, 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3406922 .

Xu:2014:BSB

[XZY

+

14] Y anxun Xu, Xiaofeng Zheng,

Y uan Y uan, Marcos R. Es-

tecio, Jean-Pierre Issa, P eng

Qiu, Y uan Ji, and Shoudan

Liang. BM-SNP: a Ba y esian

mo del for SNP calling us-

ing high throughput se-

quencing data. IEEE/A CM

T r ansactions on Computational Biolo gy and Bioin-

formatics, 11(6):1038–1044,

No v em b er 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Y ang:2013:PEL

[Y AB13] Y e Y ang, F arno osh A.

Aghababazadeh, and Da vid R.

Bic k el. P arametric esti-

mation of the lo cal false

disco v ery rate for iden ti-

fying genetic asso ciations.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 10(1):98–

108, Jan uary 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Y ang:2022:AMI

[Y an22] Tzu-Hsien Y ang. An ag-

gregation metho d to iden-

tify the RNA meta-stable

secondary structure and its

functionally in terpretable

structure ensem ble. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 19(1):75–86, Jan-

uary 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3082396 .

Y u:2008:CAA

[YB08] Zeyun Y u and Chandra-

jit Ba ja j. Computa-

tional approac hes for au-

tomatic structural analysis

of large biomolecular com-

plexes. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

5(4):568–582, Octob er 2008.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Y ou:2010:UGP

[YBGB10] Liw en Y ou, Vladimir Bru-

sic, Marcus Gallagher, and

Mik ael Bo den. Using Gaus-

sian pro cess with test re-

jection to detect T-cell epi-

top es in pathogen genomes.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 7(4):741–

751, Octob er 2010. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Y oshida:2024:TDE

[YBMH24] Rurik o Y oshida, Da vid Barn-

hill, Keiji Miura, and Daniel

Ho w e. T ropical densit y

estimation of ph ylogenetic

trees. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 21(6):1855–1863, 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3420815 .

Yin:2008:NA C

[YC08] Zong-Xian Yin and Jung-

Hsien Chiang. No v el algo-

rithm for co expression detection in time-v arying microar-

ra y data sets. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 5(1):120–135,

Jan uary 2008. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Y uan:2012:SRN

[YCCM12] Yin yin Y uan, Christina Cur-

tis, Carlos Caldas, and Flo-

rian Mark o w etz. A sparse

regulatory net w ork of cop y-

n um b er driv en gene ex-

pression rev eals putativ e

breast cancer oncogenes.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 9(4):947–

954, July 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Y azdani:2020:BFP

[YCCY20] Hossein Y azdani, Leo L.

Cheng, Da vid C. Chris-

tiani, and Azam Y azdani.

Bounded fuzzy p ossibilistic

metho d rev eals information

ab out lung cancer through

analysis of metab olomics.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 17(2):526–

535, Marc h 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2869757.

Y ang:2024:EK O

[YCL

+

24] Sen Y ang, P eng Cheng,

Y ang Liu, Da w ei F eng,

and Shengqi W ang. Ex-

ploring the kno wledge of

an outstanding protein to

protein in teraction trans-

former. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

21(5):1287–1298, Septem-

b er/Octob er 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3381825 .

Y an:2021:MIP

[YCX

+

21] Xiao dan Y an, Bao jiang Cui,

Y ang Xu, P eilin Shi, and

Ziqi W ang. A metho d of

information protection for

collab orativ e deep learning

under GAN mo del attac k.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 18(3):

871–881, Ma y/June 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2940583 .

Y u:2013:HF C

[YCY

+

13] Zhiw en Y u, Han tao Chen,

Jane Y ou, Guo qiang Han,

and Le Li. Hybrid fuzzy

cluster ensem ble frame-

w ork for tumor cluster-

ing from biomolecular data.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 10(3):657–

670, Ma y 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Y u:2014:DSB

[YCY

+

14] Zhiw en Y u, Hongsheng

Chen, Jane Y ou, Hau-San

W ong, Jiming Liu, Le Li,

and Guo qiang Han. Dou-

ble selection based semi-

sup ervised clustering ensem-

ble for tumor clustering

from gene expression pro-

files. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

11(4):727–740, July 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Y u:2015:AF C

[YCY

+

15] Zhiw en Y u, Han tao Chen,

Jane Y ou, Jiming Liu, Hau-

San W ong, Guo qiang Han,

and Le Li. Adaptiv e fuzzy

consensus clustering frame-

w ork for clustering analysis

of cancer data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 12(4):887–901, July

2015. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Y ang:2012:MPD

[YCYC12] Cheng-Hong Y ang, Y u-Huei

Cheng, Cheng-Huei Y ang,

and Li-Y eh Ch uang. Mu-

tagenic primer design for

mismatc h PCR-RFLP SNP

genot yping using a genetic

algorithm. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 9(3):837–845, Ma y

2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Y uan:2018:GIH

[YCZ

+

18] Lin Y uan, F anglin Chen,

Ling-Li Zeng, Lubin W ang,

and Dew en Hu. Gender iden-

tification of h uman brain im-

age with a no v el 3D descrip-

tor. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 15

(2):551–561, Marc h 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Y an:2024:PPM

[YD24] Cheng Y an and Guih ua

Duan. PMD A GS: Predict-

ing miRNA-Disease asso-

ciations with graph non-

linear diffusion con v olution

net w ork and similarities.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 21(3):394–

404, Ma y 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3366175 .

Y ao:2008:EAE

[YDM

+

08] P eggy Y ao, Ankur Dhanik,

Nathan Marz, Ry an Prop-

p er, Charles Kou, Guanfeng

Liu, Henry v an den Bedem,

Jean-Claude Latom b e, In-

bal Halp erin-Landsb erg, and

Russ B. Altman. Efficien t

algorithms to explore con-

formation spaces of flexible

protein lo ops. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 5(4):534–545, Octo-

b er 2008. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Y an:2020:BPM

[YD W

+

20] Cheng Y an, Guih ua Duan,

F ang-Xiang W u, Yi P an,

and Jianxin W ang. BR-

WMD A:Predicting microb e-

disease asso ciations based on

similarities and bi-random

w alk on disease and mi-

crob e net w orks. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(5):1595–1604,

Septem b er 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2907626 .

Y an:2021:PMP

[YD W

+

21] Cheng Y an, Guih ua Duan,

F ang-Xiang W u, Yi P an,

and Jianxin W ang. MCH-

MD A: Predicting microb e-

disease asso ciations based

on similarities and lo w-

rank matrix completion.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 18(2):611–

620, Marc h 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2926716 .

Y an:2022:PDD

[YDZ

+

22] Cheng Y an, Guih ua Duan,

Y a y an Zhang, F ang-Xiang

W u, Yi P an, and Jianxin

W ang. Predicting drug-

drug in teractions based on

in tegrated similarit y and

semi-sup ervised learning.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(1):168–

179, Jan uary 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2988018 .

Y ao:2023:ID V

[YF23] Yin Y ao and Martin C.

F rith. Impro v ed DNA-

v ersus-protein homology

searc h for protein fossils.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 20(3):1691–

1699, Ma y 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3177855 .

Y o o:2017:I IK

[YF CM17] Bo y oung Y o o, F azle Elahi

F aisal, Huili Chen, and Ti-

jana Milenk o vic. Impro v-

ing iden tification of k ey pla y-

ers in aging via net w ork de-

noising and core inference.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 14(5):

1056–1069, Septem b er 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Y u:2016:PPF

[YFWZ16] Guo xian Y u, Guangyuan F u,

Jun W ang, and Hailong

Zh u. Predicting protein

function via seman tic in-

tegration of m ultiple net-

w orks. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 13

(2):220–232, Marc h 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Y u:2018:NPN

[YFWZ18] Guo xian Y u, Guangyuan

F u, Jun W ang, and Ying-

w en Zhao. NewGO

A: Pre-

dicting new GO annota-

tions of proteins b y bi-

random w alks on a h ybrid

graph. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(4):1390–1402, July 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Y u:2022:EEP

[YFY

+

22] Ken Hung-On Y u, Xiunan

F ang, Haobin Y ao, Bond Ng,

T ak Kw an Leung, Ling-Ling

W ang, Chi Ho Lin, Agnes

Sze W ah Chan, W ai Ke-

ung Leung, Suet Yi Leung,

and Josh ua Wing Kei Ho.

Ev aluation of exp erimen tal

proto cols for shotgun whole-

genome metagenomic disco v-

ery of an tibiotic resistance

genes. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 19

(3):1313–1321, Ma y 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3004063 .

Y ang:2023:LRD

[YFYW23] Chengzh uan Y ang, Lincong

F ang, Qian Y u, and Hui

W ei. A learning robust

and discriminativ e shap e de-

scriptor for plan t sp ecies

iden tification. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 20(1):39–51, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3148463 .

Y u:2019:HPB

[YG19] Liang Y u and Lin Gao. Hu-

man path w a y-based disease

net w ork. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(4):1240–1249, July 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Y an:2020:GES

[YGF

C20] Da Y an, Xin Gao, Samah J.

F o deh, and Jak e Y. Chen.

Guest editorial for se-

lected pap ers from BIOKDD

2018 and DMBIH 2018.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 17(6):

1832–1834, No v em b er 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3020443 .

Y an:2023:DTL

[YGJZ23] Ke Y an, Xinlu Guo, Zhiw ei

Ji, and Xiaok ang Zhou. Deep

transfer learning for cross-

sp ecies plan t disease diagno-

sis adapting mixed sub do-

mains. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

20(4):2555–2564, July 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3135882 .

Y uan:2019:IMO

[YGY

+

19] Lin Y uan, Le-Hang Guo,

Chang-An Y uan, Y ouh ua

Zhang, Kyungso ok Han,

Asok e K. Nandi, Barry

Honig, and De-Sh uang

dl.acm.org/doi/10.1109/

TCBB.2019.2961886 .

Y ang:2020:CBM

[YLC20] Cheng-Hong Y ang, Y u-Da

Lin, and Li-Y eh Ch uang.

Class balanced m ultifactor

dimensionalit y reduction to

detect gene–gene in terac-

tions. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

17(1):71–81, Jan uary 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2858776 .

Y ang:2023:GCG

[YLC

+

23] Jing Y ang, Zhengsh u Lu,

Xu Chen, Deling Xu, Dewu

Ding, and Y anrui Ding.

GCNA-Cluster: a gene co-

expression net w ork align-

men t to cluster cancer pa-

tien ts algorithm for iden-

tifying subt yp es of pan-

creatic ductal adeno carci-

noma. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(6):3556–3566, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3300102 .

Y ang:2013:EBC

[YLCC13] Cheng-Hong Y ang, Y u-Da

Lin, Li-Y eh Chaung, and

Hsueh-W ei Chang. Ev alu-

ation of breast cancer susceptibilit y using impro v ed

genetic algorithms to gen-

erate genot yp e SNP bar-

co des. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 10

(2):361–371, Marc h 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Y e:2015:GAM

[YlCW

+

15] Y ongtao Y e, Da vid W ai lok

Cheung, Y adong W ang, Siu-

Ming Yiu, Qing Zhang, T ak-

W ah Lam, and Hing-F ung

Ting. GLProbs: align-

ing m ultiple sequences adap-

tiv ely . IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(1):67–78, Jan uary 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Y u:2015:DCP

[YLH

+

15] Dong-Jun Y u, Y ang Li, Jun

Hu, Xib ei Y ang, Jing-Y u

Y ang, and Hong-Bin Shen.

Disulfide connectivit y pre-

diction based on mo delled

protein 3D structural in-

formation and random for-

est regression. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 12(3):611–621, Ma y

2015. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Y u:2021:KEM

[YLJY21] Zhimiao Y u, Jiarui Lu,

Y uan Jin, and Y ang Y ang.

KenDTI: an ensem ble mo del

for predicting drug-target

in teraction b y in tegrating

m ulti-source information.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 18(4):1305–

1314, July/August 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3074401 .

Y u:2006:MP A

[YLL

+

06] W eic h uan Y u, Xiao y e Li,

Junfeng Liu, Baolin W u,

Kenneth R. Williams, and

Hongyu Zhao. Multiple

p eak alignmen t in sequen tial

data analysis: a scale-space-

based approac h. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 3(3):208–219, July

2006. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Y u:2023:DDG

[YLS23] Hui Y u, KangKang Li, and

JianY u Shi. DGANDDI:

Double generativ e adv er-

sarial net w orks for drug-

drug in teraction prediction.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 20(3):1854–

1863, Ma y 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3219883 .

Y u:2024:CGE

[YL W

+

24] Xiao Y u, W eimin Li, Jian-

jia W ang, Xing W u, and

Bin Sheng. Construction of

gene expression patterns to

iden tify critical genes under

SARS-CoV-2 infection con-

ditions. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

21(4):607–618, July 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3283534 .

Y uan:2021:CMC

[YL WS21] Shao xun Y uan, Haitao Li,

Jiansheng W u, and Xiao

Sun. Classification of mild

cognitiv e impairmen t with

m ultimo dal data using b oth

lab eled and unlab eled sam-

ples. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 18

(6):2281–2290, No v em b er/

Decem b er 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3053061 .

Y e:2004:UUD

[YLXJ04] Jieping Y e, T ao Li, T ao

Xiong, and Ra vi Janardan.

Using uncorrelated discrimi-

nan t analysis for tissue clas-

sification with gene expres-

sion data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 1(4):181–190, Octo-

b er 2004. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Y an:2017:TNW

[YLXS17] Zhangming Y an, Ke Liu,

Sh unian Xiang, and Zhirong

Sun. txCo ords: a no v el

W eb application for tran-

scriptomic p eak re-mapping.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 14(3):746–

748, Ma y 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Y u:2012:STS

[YL Y

+

12] Zhiw en Y u, Le Li, Jane Y ou,

Hau-San W ong, and Guo-

qiang Han. SC

3

: T riple sp ec-

tral clustering-based consen-

sus Clustering framew ork for

class disco v ery from can-

cer gene expression profiles.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 9(6):

1751–1765, No v em b er 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Y u:2021:DBF

[YLZW21] Tingting Y u, Jianxing Liu,

Qingsh uang Zeng, and Ligang W u. Dissipativit y-based

filtering for switc hed ge-

netic regulatory net w orks

with sto c hastic disturbances

and time-v arying dela ys.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 18(3):

1082–1092, Ma y/June 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2936351 .

Y ang:2011:RFS

[YM11] F eng Y ang and K. Z.

Mao. Robust feature se-

lection for microarra y data

based on m ulticriterion fu-

sion. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 8

(4):1080–1092, July 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Y eganeh:2020:CD A

[YM20] P oury a Naderi Y eganeh and

M. T aghi Mostafa vi. Causal

disturbance analysis: a

no v el graph cen tralit y based

metho d for path w a y enric h-

men t analysis. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(5):1613–1624,

Septem b er 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2907246.

Y o o:2014:ICM

[YMT

+

14] P aul D. Y o o, Sami Muhai-

dat, Kamal T aha, Jamal

Ben tahar, and Ab dallah

Shami. In telligen t consen-

sus mo deling for proline cis-

trans isomerization predic-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

11(1):26–32, Jan uary 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Y ang:2012:IXT

[YMW

+

12] P engyi Y ang, Jie Ma, P eng-

hao W ang, Y unping Zh u,

Bing B. Zhou, and Y ee Hw a

Y ang. Impro ving X!T andem

on p eptide iden tification

from mass sp ectrometry

b y self-b o osted p ercolator.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 9(5):

1273–1280, Septem b er 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Y u:2014:IEL

[YN14] Hualong Y u and Jun Ni.

An impro v ed ensem ble learn-

ing metho d for classifying

high-dimensional and im-

balanced biomedicine data.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 11(4):657–

666, July 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Y o on:2005:DCB

[YNBM05] Sungroh Y o on, Christine

Nardini, Luca Benini, and

Gio v anni De Mic heli. Dis-

co v ering coheren t biclus-

ters from gene expression

data using zero-suppressed

binary decision diagrams.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 2(4):339–

354, Octob er 2005. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Y ue:2018:SGS

[YNN

+

18] Zongliang Y ue, Mic hael T.

Neylon, Thanh Nguy en,

Timoth y Ratliff, and Jak e Y.

Chen. “Sup er Gene Set”

causal relationship disco v-

ery from functional genomics

data. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(6):1991–1998, No v em b er

2018. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Yip:2007:SIS

[YNW

C07] Andy M. Yip, Mic hael K.

Ng, Edmond H. W u, and

T on y F. Chan. Strate-

gies for iden tifying statis-

tically significan t dense re-

gions in microarra y data.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 4(3):415–

429, July 2007. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Y oruk:2011:CSM

[YOGY11] Erdem Y oruk, Mic hael F.

Oc hs, Donald Geman, and

Lauren t Y ounes. A compre-

hensiv e statistical mo del for

cell signaling. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 8(3):592–606, Ma y/

June 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Y ukina w a:2009:O AB

[YOKI09] Naoto Y ukina w a, Shigeyuki

Oba, Kikuy a Kato, and Shin

Ishii. Optimal aggrega-

tion of binary classifiers for

m ulticlass cancer diagnosis

using gene expression pro-

files. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

6(2):333–343, April 2009.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Y u:2013:HCH

[YP13] Tian w ei Y u and Hesen P eng.

Hierarc hical clustering of

high-throughput expression

data based on general dep en-

dences. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

10(4):1080–1085, July 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Y an:2024:GES

[YPGC24] Da Y an, Catia P esquita,

Carsten G¨ org, and Jak e Y.

Chen. Guest editorial se-

lected pap ers from BIOKDD

2022. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 21

(5):1165–1167, Septem b er/

Octob er 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3429784 .

Y u:2023:DPD

[YPL

+

23] Zhong-Ze Y u, Ch un-Xiang

P eng, Jun Liu, Biao Zhang,

Xiao-Gen Zhou, and Gui-

Jun Zhang. DomBpred:

Protein domain b ound-

ary prediction based on

domain-residue clustering

using in ter-residue distance.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 20(2):912–

922, Marc h 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3175905 .

Y u:2011:INR

[YPS11] Tian w ei Y u, Hesen P eng,

and W ei Sun. Incorp orat-

ing nonlinear relationships

in microarra y missing v alue

imputation. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 8(3):723–731, Ma y/

June 2011. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Y an:2022:GESb

[YQBC22] Da Y an, Zhaoh ui S. Qin,

Debsw apna Bhattac hary a,

and Jak e Y. Chen. Guest

editorial for selected pa-

p ers from BIOKDD 2021.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 19(6):

3068–3069, 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3208759 .

Y an:2022:GESa

[YQW

C22] Da Y an, Hong Qin, Hsiang-

Y un W u, and Jak e Y.

Chen. Guest editorial for se-

lected pap ers from BIOKDD

2020. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 19(5):2545–2546, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3176912 .

Y u:2013:PFP

[YRD

+

13] Guo xian Y u, Huzefa Rang-

w ala, Carlotta Domeniconi,

Guo ji Zhang, and Zhi-

w en Y u. Protein func-

tion prediction using m ulti-

lab el ensem ble classifica-

tion. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 10

(4):1, July 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Y u:2014:EPF

[YRD

+

14a] Guo xian Y u, Huzefa Rang-

w ala, Carlotta Domeniconi,

Guo ji Zhang, and Zhiw en

Y u. Erratum to “Protein

function prediction using

m ultilab el ensem ble classifi-

cation”. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 11(1):265, Jan uary 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Y u:2014:PFP

[YRD

+

14b] Guo xian Y u, Huzefa Rang-

w ala, Carlotta Domeniconi,

Guo ji Zhang, and Zhiw en

Y u. Protein function predic-

tion with incomplete anno-

tations. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

11(3):579–591, Ma y 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Y u:2015:PPF

[YRD

+

15] Guo xian Y u, Huzefa Rang-

w ala, Carlotta Domeni-

coni, Guo ji Zhang, and Zili

Zhang. Predicting protein

function using m ultiple k er-

nels. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 12

(1):219–233, Jan uary 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Y u:2020:LBE

[YRL

+

20] Xin yi Y u, W enge Rong, Jing-

sh uang Liu, Deyu Zhou,

Y uanxin Ouy ang, and Zhang

Xiong. LSTM-based end-to-

end framew ork for biomedi-

cal ev en t extraction. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 17(6):2029–2039,

No v em b er 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2916346 .

Y o o:2017:GES

[YS17] Illhoi Y o o and Amarda

Sheh u. Guest editorial for

sp ecial section on BIBM

2014. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(2):252–253, Marc h 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Y e:2022:K GE

[YSBB22] Cheng Y e, Ro w an Swiers,

Stephen Bonner, and Ian

Barrett. A kno wledge graph-

enhanced tensor factorisa-

tion mo del for disco v ering

drug targets. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 19(6):3070–3080,

2022. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2022.3197320 .

Y an:2013:CNE

[YSC13] Su Y an, W. Scott Spangler,

and Ying Chen. Chemical

name extraction based on

automatic training data gen-

eration and ric h feature set.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 10(5):

1218–1233, Septem b er 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Y amanishi:2019:GEA

[YSC19] Y oshihiro Y amanishi, Y a-

subumi Sak akibara, and Yi-

Ping Pho eb e Chen. Guest

editorial for the 16th Asia

P acific Bioinformatics Con-

ference. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 16(1):1–2, Jan uary 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Y ao:2020:ADP

[YSGZ20] Heng Y ao, Y unjia Shi, Ji-

dl.acm.org/doi/10.1109/

TCBB.2019.2954315 .

Y ang:2021:CCD

[YYG

+

21] Ziying Y ang, Guo xian Y u,

Maozu Guo, Jian tao Y u, Xi-

angliang Zhang, and Jun

W ang. CDP ath: Co op era-

tiv e driv er path w a ys disco v-

ery using in teger linear pro-

gramming and Mark o v clus-

tering. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 18(4):1384–1395, July/

August 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2945029 .

Y ang:2022:AED

[YYLL22] Xuan Y ang, Chen Y ang,

Jimeng Lei, and Jianxiao

Liu. An approac h of epis-

tasis detection using in-

teger linear programming

optimizing Ba y esian net-

w ork. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 19(5):2654–2671, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3092719 .

Y uan:2021:PCI

[YYX

+

21] Xiguo Y uan, Jiaao Y u, Jian-

ing Xi, Liying Y ang, Jun-

liang Shang, Zhe Li, and

Jun b o Duan. CNV IFTV:

an isolation forest and to-

tal v ariation-based detection

of CNVs from short-read se-

quencing data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(2):539–549,

Marc h 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2920889 .

Y u:2022:DPI

[YYY

+

22] Guo xian Y u, Y eqian Y ang,

Y angy ang Y an, Maozu Guo,

Xiangliang Zhang, and Jun

W ang. DeepID

A: Pre-

dicting isoform-disease as-

so ciations b y data fusion

and deep neural net w orks.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(4):2166–

2176, July 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3058801 .

Y ang:2023:CPD

[YZC

+

23] Jingb o Y ang, Denan Zhang,

Yiy ang Cai, Kexin Y u, Ming-

ming Li, Lei Liu, and

Xiujie Chen. Computa-

tional prediction of drug

phenot ypic effects based on

substructure-phenot yp e as-

so ciations. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 20(1):256–265, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3155453 .

Y uan:2017:NPB

[YZG

+

17] Lin Y uan, Lin Zh u, W ei-Li

Guo, Xiaob o Zhou, Y ouh ua

Zhang, Zhenh ua Huang, and

De-Sh uang Huang. Noncon-

v ex p enalt y based lo w-rank

represen tation and sparse re-

gression for eQTL mapping.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 14(5):

1154–1164, Septem b er 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Y ang:2019:PFI

[YZG

+

19] Run tao Y ang, Cheng jin

Zhang, Rui Gao, Lina

Zhang, and Qing Song.

Predicting F

AD in teract-

ing residues with feature

selection and comprehen-

siv e sequence descriptors.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 16(6):

2046–2056, No v em b er 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2824332 .

Y ang:2024:NMT

[YZG

+

24] W en y a Y ang, Sai Zou,

Hongfeng Gao, Lei W ang, and W ei Ni. A no v el

metho d for targeted iden ti-

fication of essen tial proteins

b y in tegrating c hemical reac-

tion optimization and naiv e

Ba y es mo del. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 21(5):1274–1286,

Septem b er/Octob er 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3382392 .

Y u:2023:MPD

[YZH

+

23] Qiang Y u, Xiao Zhang, Y ana

Hu, Shengpin Chen, and

Liying Y ang. A metho d

for predicting DNA motif

length based on deep learn-

ing. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 20

(1):61–73, 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3158471 .

Y ang:2022:R GI

[YZL

+

22] Y ueran Y ang, Y u Zhang,

Sh uai Li, Xubin Zheng,

Man-Hon W ong, Kw ong-Sak

Leung, and Lixin Cheng.

A robust and generaliz-

able imm une-related sig-

nature for sepsis diagnos-

tics. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 19(6):3246–3254, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3107874 .

Y e:2023:DTI

[YZL23] Qing Y e, Xiaolong Zhang,

and Xiaoli Lin. Drug-

target in teraction prediction

via graph auto-enco der and

m ulti-subspace deep neu-

ral net w orks. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 20(5):2647–2658,

2023. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2022.3206907 .

Y ang:2021:IMO

[YZP

+

21] Bo Y ang, Y up ei Zhang,

Shanmin P ang, Xuequn

Shang, Xueqing Zhao, and

Mingh ui Han. In tegrating

m ulti-omic data with deep

subspace fusion clustering

for cancer subt yp e predic-

tion. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 18

(1):216–226, Jan uary 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2951413 .

Y u:2024:MTD

[YZS

+

24] Chenglin Y u, Sh u Zhang,

Muheng Shang, Lei Guo,

Jun w ei Han, and Lei Du.

A m ulti-task deep fea-

ture selection metho d for

brain imaging genetics.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 21(6):

1613–1622, 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3294413 .

Y u:2024:MNM

[YZZ

+

24] Changy ong Y u, Y uhai Zhao,

Ch u Zhao, Jian yu Jin, Kem-

ing Mao, and Guoren W ang.

MiniDBG: a no v el and min-

imal de Bruijn graph for

read mapping. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 21(1):129–142, 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3340251 .

Zh u:2009:GGA

[ZA CS09] Qian Zh u, Zaky Adam,

Vic ky Choi, and Da vid

Sank off. Generalized gene

adjacencies, graph band-

width, and clusters in y east

ev olution. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 6(2):213–220, April

2009. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Zare:2020:PSC

[ZANN20] F atima Zare, Sardar Ansari,

Ka yv an Na jarian, and Sheida

Naba vi. Prepro cessing se-

quence co v erage data for

more precise detection of

cop y n um b er v ariations.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 17(3):868–

876, Ma y 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2018.2869738 .

Zh u:2011:GMA

[ZAZ11] Dongxiao Zh u, Lipi Ac hary a,

and Hui Zhang. A gener-

alized m ultiv ariate approac h

to pattern disco v ery from

replicated and incomplete

genome-wide measuremen ts.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(5):

1153–1169, Septem b er 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zh u:2022:NMI

[ZAZ

+

22] Jianshen Zh u, Na v eed Ahmed

Azam, F an Zhang, Alek-

sandar Sh urb evski, Kazuy a

Haraguc hi, Liang Zhao, Hi-

roshi Nagamo c hi, and T at-

suy a Akutsu. A no v el

metho d for inferring c hem-

ical comp ounds with pre-

scrib ed top ological substruc-

tures based on in teger programming. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 19(6):3233–3245,

2022. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2021.3112598 .

Zimek:2010:SHF

[ZBFK10] Arth ur Zimek, F abian Buc h-

w ald, Eib e F rank, and Ste-

fan Kramer. A study of hi-

erarc hical and flat classifica-

tion of proteins. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 7(3):563–571, July

2010. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Zhao:2023:EBR

[ZBL

+

23] Bo Zhao, Jun Bai, Chen Li,

Jianfei Zhang, W enge Rong,

Y uanxin Ouy ang, and Zhang

Xiong. Enhancing biomed-

ical ReQA with adv ersarial

hard in-batc h negativ e sam-

ples. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(5):2933–2944, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3261315 .

Zhang:2021:USC

[ZBY

+

21] Qingc hen Zhang, Changc h uan

Bai, Laurence T. Y ang,

Zhikui Chen, P eng Li, and

Hang Y u. A unified smart

Chinese medicine framew ork

for healthcare and medi-

cal services. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(3):882–890,

Ma y/June 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2914447 .

Zhao:2011:MKI

[ZC11] Xin Zhao and Leo W ang-Kit

Cheung. Multiclass k ernel-

im b edded Gaussian pro-

cesses for microarra y data

analysis. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

8(4):1041–1053, July 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zhou:2014:GEA

[ZC14] Sh uigeng Zhou and Yi-

Ping Pho eb e Chen. Guest

editorial for the 12th Asia

P acific Bioinformatics Con-

ference. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

11(4):614–615, July 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zhang:2015:GES

[ZC15] Shih ua Zhang and Luo-

nan Chen. Guest editorial for sp ecial section on

ISB/TBC 2014. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 12(5):1074–1075,

Septem b er 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Zhang:2018:HSB

[ZCG

+

18] Jian Zhang, Haiting Chai,

Bo Gao, Guifu Y ang, and

Zhiqiang Ma. HEME-

sPred: Structure-based

ligand-sp ecific heme bind-

ing residues prediction b y

using fast-adaptiv e ensem-

ble learning sc heme. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 15(1):147–156,

Jan uary 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Zhang:2021:DNG

[ZCL21] Jun Zhang, Qingcai Chen,

and Bin Liu. DeepDRBP-

2L: a new genome annota-

tion predictor for iden tifying

DNA-binding proteins and

RNA-binding proteins using

con v olutional neural net w ork

and long short-term memory .

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 18(4):1451–

1463, July/August 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2952338 .

Zhang:2022:CSD

[ZCL22] Yiding Zhang, Lyujie Chen,

and Shao Li. CIPHER-SC:

Disease-gene asso ciation in-

ference using graph con v olu-

tion on a con text-a w are net-

w ork with single-cell data.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(2):819–

829, Marc h 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3017547 .

Zhou:2019:E

[ZCM19] Sh uigeng Zhou, Yi-Ping Pho eb e

Chen, and Hiroshi Mamit-

suk a. Editorial. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(2):350–351,

Marc h 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2827138 .

Zhang:2017:TPI

[ZCR

+

17] F a Zhang, Y u Chen, F ei

Ren, Xuan W ang, Zhiy ong

Liu, and Xiaoh ua W an. A

t w o-phase impro v ed correla-

tion metho d for automatic

particle selection in Cry o-

EM. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 14

(2):316–325, Marc h 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zhang:2022:BIS

[ZCT22] Hu Zhang, Jingsong Chen,

and Tianhai Tian. Ba y esian

inference of sto c hastic dy-

namic mo dels using early-

rejection metho ds based on

sequen tial sto c hastic sim ula-

tions. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 19

(3):1484–1494, Ma y 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3039490 .

Zh u:2019:AR C

[ZCWW19] W enliang Zh u, Xiaohe Chen,

Y an W ang, and Lirong

W ang. Arrh ythmia recog-

nition and classification us-

ing ECG morphology and

segmen t feature analysis.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(1):131–

138, Jan uary 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Zhang:2012:FIF

[ZD12] Xiao-F ei Zhang and Dao-

Qing Dai. A framew ork

for incorp orating functional

in terrelationships in to pro-

tein function prediction algo-

rithms. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 9(3):740–753, Ma y 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zhang:2017:TDP

[ZD17] Bo Zhang and Haibin

Duan. Three-dimensional

path planning for uninhab-

ited com bat aerial v ehi-

cle based on predator-prey

pigeon-inspired optimiza-

tion in dynamic en viron-

men t. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 14

(1):97–107, Jan uary 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zhang:2021:PRB

[ZD21] Chen Zhang and Y an-

rui Ding. Probing the

relation b et w een comm u-

nit y ev olution in dynamic

residue in teraction net w orks

and xylanase thermostabil-

it y . IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

18(2):686–696, Marc h 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2922906 .

Zhang:2012:PCD

[ZDL12] Xiao-F ei Zhang, Dao-Qing

Dai, and Xiao-Xin Li. Protein complexes disco v ery

based on protein-protein in-

teraction data via a regular-

ized sparse generativ e net-

w ork mo del. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 9(3):857–870, Ma y

2012. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Zeng:2019:NLP

[ZDL

+

19] Zexian Zeng, Y u Deng, Xi-

ao yu Li, T ristan Naumann,

and Y uan Luo. Natural lan-

guage pro cessing for EHR-

based computational pheno-

t yping. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 16(1):139–153, Jan uary

2019. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Zhao:2023:RDR

[ZDN

+

23] Hao c hen Zhao, Guih ua

Duan, P eng Ni, Cheng

Y an, Y aohang Li, and

Jianxin W ang. RNPredA TC:

a deep residual learning-

based mo del with appli-

cations to the prediction

of Drug-A

TC co de asso ci-

ation. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(5):2712–2723, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

Zhang:2017:ENE

[Zha17] Aidong Zhang. Editorial

from the new Editor-in-

Chief. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 14(2):251, Marc h 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zhang:2018:AIP

[Zha18] Xizhe Zhang. Altering in-

disp ensable proteins in con-

trolling directed h uman pro-

tein in teraction net w ork.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 15(6):

2074–2078, No v em b er 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zhou:2021:DUD

[ZHD

+

21] Y ong jin Zhou, W eijian

Huang, P ei Dong, Y ong Xia,

and Shanshan W ang. D-

UNet: a dimension-fusion U

shap e net w ork for c hronic

strok e lesion segmen tation.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 18(3):

940–950, Ma y/June 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2939522 .

Zh u:2019:TSS

[ZHE19] Lu Zh u, Ralf Hofestadt,

and Martin Ester. Tissue-

sp ecific sub cellular lo caliza-

tion prediction using m ulti-

lab el Mark o v random fields.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 16(5):

1471–1482, Septem b er 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zhang:2005:SGN

[ZHEB05] Shao jie Zhang, Brian Haas,

Eleazar Eskin, and Vineet

Bafna. Searc hing genomes

for nonco ding RNA using

F astR. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

2(4):366–379, Octob er 2005.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zheng:2020:DD A

[ZHG20] Jingyi Zheng, F ushing Hsieh,

and Linqiang Ge. A data-

driv en approac h to pre-

dict and classify epileptic

seizures from brain-wide cal-

cium imaging video data.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 17(6):

1858–1870, No v em b er 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2895077.

Zhang:2017:MV C

[ZHJ17] Y ong Zhang, Xiaoh ua Hu,

and Xingp eng Jiang. Multi-

view clustering of micro-

biome samples b y robust

similarit y net w ork fusion

and sp ectral clustering.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 14(2):264–

271, Marc h 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Zhao:2014:CGE

[ZHL

+

14] Liang Zhao, Stev en C. H.

Hoi, Zhenh ua Li, Lim-

so on W ong, Hung Nguy en,

and Jin y an Li. Coupling

graphs, efficien t algorithms

and B-cell epitop e predic-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

11(1):7–16, Jan uary 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zeng:2024:PFF

[ZHL

+

24] Lirong Zeng, Mengxing

Huang, Y uc h un Li, Qiong

Chen, and Hong-Ning Dai.

Progressiv e feature fusion at-

ten tion dense net w ork for

sp ec kle noise remo v al in

OCT images. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 21(4):748–756, July

2024. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2022.3205217 .

Zhang:2007:MCU

[ZHSS07] Runxuan Zhang, Guang-Bin

Huang, N. Sundarara jan,

and P

. Saratc handran. Mul-

ticategory classification us-

ing an extreme learning ma-

c hine for microarra y gene

expression cancer diagno-

sis. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 4(3):485–495, July 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zhou:2024:SDR

[ZHX

+

24] Yic hao Zhou, Zhisen Hu,

Zuxing Xuan, Y angang

W ang, and Xiyuan Hu. Syn-

c hronizing detection and re-

mo v al of smok e in endo-

scopic images with cyclic

consistency adv ersarial nets.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 21(4):670–

680, July 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3204673 .

Zhang:2020:ISO

[ZHZ

+

20] Rongrong Zhang, Ming Hu,

Y u Zh u, Zhaoh ui Qin,

Ke Deng, and Jun S. Liu.

Inferring spatial organiza-

tion of individual top olog-

ically asso ciated domains

via piecewise helical mo del.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 17(2):647–

656, Marc h 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2865349 .

Zhanp eng:2022:MCM

[ZJ22] Huang Zhanp eng and W u Jiek ang.

A m ultiview clustering metho d

with lo w-rank and sparsit y

constrain ts for cancer sub-

t yping. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 19(6):3213–3223, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3122917 .

Zhang:2023:PRD

[ZJ23] Shengli Zhang and Y uan yuan

Jing. PreVFs-R

G: a deep

h ybrid mo del for iden-

tifying virulence factors

based on residual blo c k

and gated recurren t unit.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 20(3):1926–

1934, Ma y 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3223038 .

Zhou:2022:SDC

[ZJW

+

22] Jieli Zhou, Bao yu Jing, Zey a

W ang, Hongyi Xin, and

Hanghang T ong. SOD

A: De-

tecting CO

VID-19 in c hest

X-ra ys with semi-sup ervised

op en set domain adapta-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 19(5):2605–2612, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3066331 .

Zhang:2024:GIK

[ZJZ

+

24] Hao Zhang, Jiao Jiao, Tian-

heng Zhao, Ensh uang Zhao,

Lanh ui Li, Guih ua Li, Borui

Zhang, and Qing-Ming Qin.

GER WR: Iden tifying the k ey

pathogenicit y-asso ciated sR-

NAs of Magnap orthe oryzae

infection in rice based on

graph em b edding and ran-

dom w alk with restart.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 21(2):227–

239, Marc h 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3348080 .

Zhao:2016:PBN

[ZK16] Y un-Bo Zhao and J. Krish-

nan. Probabilistic Bo olean

net w ork mo delling and anal-

ysis framew ork for mRNA

translation. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 13(4):754–766, 2016.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zhao:2018:BMV

[ZKL18] Yize Zhao, Jian Kang, and

Qi Long. Ba y esian m ul-

tiresolution v ariable selec-

tion for ultra-high dimen-

sional neuroimaging data.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 15(2):537–

550, Marc h 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Zh u:2024:TEE

[ZKLZ24] Lin Zh u, Xin Kang, Ch unhe

Li, and Jie Zheng. TMELand:

an end-to-end pip eline for

quan tification and visualiza-

tion of W addington’s epi-

genetic landscap e based on

gene regulatory net w ork.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 21(6):

1604–1612, 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3285395 .

Zhi:2007:CBA

[ZKP

+

07] Degui Zhi, Uri Keic h, P a v el

P evzner, Steffen Heb er, and

Haixu T ang. Correcting

base-assignmen t errors in re-

p eat regions of shotgun as-

sem bly . IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

4(1):54–64, Jan uary 2007.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zhang:2019:TGP

[ZKW19] Jiao Zhang, Sam Kw ong,

and Ka-Ch un W ong. T o-

Bio: Global path w a y simi-

larit y searc h based on top o-

logical and biological fea-

tures. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 16

(1):336–349, Jan uary 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zrimec:2015:FPD

[ZL15] Jan Zrimec and Ales La-

panje. F ast prediction of

DNA melting bubbles using

DNA thermo dynamic sta-

bilit y . IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(5):1137–1145, Septem b er

2015. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Zou:2019:AML

[ZL19] Quan Zou and Qi Liu. Ad-

v anced mac hine learning

tec hniques for bioinformat-

ics. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 16

(4):1182–1183, July 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zeng:2024:SIT

[ZL24] P engc heng Zeng and Zhixi-

ang Lin. scICML: Information-

theoretic co-clustering-based

m ulti-view learning for the

in tegrativ e analysis of single-

cell m ulti-omics data. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 21(1):200–207,

2024. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2023.3305989 .

Zhou:2024:A UD

[ZLB24] Hanc hong Zhou, Henry Le-

ung, and Bhash y am Bal-

a ji. AR-UNet: a de-

formable image registration

net w ork with cyclic train-

ing. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

21(4):692–700, July 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3284215 .

Zhang:2021:CES

[ZLC

+

21] W enju Zhang, Zhew ei Liang,

Xin Chen, Lei Xin, Baozhen

Shan, Zhigang Luo, and

Ming Li. ChimST: an effi-

cien t sp ectral library searc h

to ol for p eptide iden tifica-

tion from c himeric sp ectra in

data-dep enden t acquisition.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 18(4):1416–

1425, July/August 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2945954 .

Zhang:2024:SGB

[ZLD

+

24] Chengc heng Zhang, W ei

Li, Ming Deng, Yizhang

Jiang, Xiaoh ui Cui, and

Ping Chen. SIG: Graph-

based cancer subt yp e strat-

ification with gene m u-

tation structural informa-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 21(6):1752–1764, 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3414498 .

Zeng:2021:DLF

[ZLF

+

21a] Min Zeng, Min Li, Zhi-

h ui F ei, F ang-Xiang W u,

Y aohang Li, Yi P an, and

Jianxin W ang. A deep learn-

ing framew ork for iden ti-

fying essen tial proteins b y

in tegrating m ultiple t yp es

of biological information.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 18(1):296–

305, Jan uary 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2897679 .

Zeng:2021:DDL

[ZLF

+

21b] Min Zeng, Chengqian Lu,

Zhih ui F ei, F ang-Xiang W u,

Y aohang Li, Jianxin W ang,

and Min Li. DMFLD

A: a

deep learning framew ork for

predicting lncRNA–disease

asso ciations. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(6):2353–2363,

No v em b er/Decem b er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2983958 .

Zhang:2021:FLN

[ZLG

+

21] W en Zhang, Zhish uai Li,

W enzheng Guo, W eitai

Y ang, and F eng Huang.

A fast linear neigh b orho o d

similarit y-based net w ork link

inference metho d to predict

MicroRNA–disease asso cia-

tions. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

18(2):405–415, Marc h 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2931546 .

Zhang:2012:QDS

[ZLH12] Y ong Zhang, P eng Li, and

Garng Huang. Quan ti-

fying dynamic stabilit y of

genetic memory circuits.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 9(3):871–

884, Ma y 2012. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Zhang:2017:CPP

[ZLH

+

17] Lin Zhang, Hui Liu, Y ufei

Huang, Xuesong W ang, Yi-

dong Chen, and Jia Meng.

Cancer progression predic-

tion using gene in terac-

tion regularized elastic net.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 14(1):145–

154, Jan uary 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Zeng:2020:DCF

[ZLH

+

20] Xiangxiang Zeng, Yinglai

Lin, Y uying He, Lin yuan L ¨ u,

Xiaoping Min, and Alfonso

Ro dr ´ ıguez-P at´ on. Deep col-

lab orativ e filtering for pre-

diction of disease genes.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 17(5):

1639–1647, Septem b er 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2907536 .

Zheng:2017:CFF

[ZLJT17] Shao qiu Zheng, Junzhi Li,

Andreas Janecek, and Ying

T an. A co op erativ e frame-

w ork for firew orks algo-

rithm. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(1):27–41, Jan uary 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zhang:2020:ODP

[ZLL

+

20] Y uan Zhang, Haihong Liu,

Zhouhong Li, Zhongh ua

Miao, and Jin Zhou. Os-

cillatory dynamics of p53-

Mdm2 circuit in resp onse to

DNA damage caused b y ion-

izing radiation. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(5):1703–1713,

Septem b er 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2899574 .

Zhou:2021:CRB

[ZLL21] Xiaok ang Zhou, Y ue Li,

and W ei Liang. CNN-RNN

based in telligen t recommen-

dation for online medi-

cal pre-diagnosis supp ort.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 18(3):

912–921, Ma y/June 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2994780 .

Zheng:2017:MMA

[ZLLS17] W eih ua Zheng, Kenli Li,

Keqin Li, and Hing Che-

ung So. A mo dified m ul-

tiple alignmen t F ast F ourier

T ransform with higher effi-

ciency

. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(3):634–645, Ma y 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zeng:2017:PVD

[ZLLZ17] Xiangxiang Zeng, Y uanlu

Liao, Y uansheng Liu, and

Quan Zou. Prediction

and v alidation of disease

genes using HeteSim scores.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 14(3):687–

695, Ma y 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Zhang:2016:IGM

[ZLPW16] Y a Zhang, Ao Li, Chen P eng,

and Mingh ui W ang. Im-

pro v e glioblastoma m ulti-

forme prognosis prediction

b y using feature selection

and m ultiple k ernel learning.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Luis Aparecido Mi-

lan. Ba y esian mo deling

for epistasis analysis us-

ing data-driv en rev ersible

jump. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 19

(3):1495–1506, Ma y 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3043857 .

Zhou:2014:DSC

[ZMC

+

14] Cheng Zhou, Pieter Meysman,

Boris Cule, Kris Lauk ens,

and Bart Go ethals. Dis-

co v ery of spatially cohe-

siv e itemsets in three-

dimensional protein struc-

tures. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 11(5):814–825, Septem-

b er 2014. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Zhang:2017:DCN

[ZmCXS17] Y ue Zhang, Yiu ming Che-

ung, Bo Xu, and W eifeng

Su. Detection cop y n um-

b er v arian ts from NGS with

sparse and smo oth con-

strain ts. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

14(4):856–867, July 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zhao:2022:ILE

[ZMKL22] Siyuan Zhao, Jun Meng,

Qiang Kang, and Y ushi

Luan. Iden tifying LncRNA-

Enco ded short p eptides us-

ing optimized h ybrid fea-

tures and ensem ble learn-

ing. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 19(5):2873–2881, 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3104288 .

Zeller:2014:GAP

[ZMP

+

14] Mic hael Zeller, Christophe N.

Magnan, Vishal R. P atel,

P aul Rigor, Leonard Sender,

and Pierre Baldi. A ge-

nomic analysis pip eline and

its application to p ediatric

cancers. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 11(5):826–839, Septem-

b er 2014. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Zarai:2018:CA C

[ZMST18] Y oram Zarai, Mic hael Mar-

galiot, Eduardo D. Son tag,

and T amir T uller. Con trol-

labilit y analysis and con trol

syn thesis for the rib osome

flo w mo del. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(4):1351–1364,

July 2018. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Zarai:2013:EES

[ZMT13] Y oram Zarai, Mic hael Mar-

galiot, and T amir T uller.

Explicit expression for the

steady-state translation rate

in the infinite-dimensional

homogeneous rib osome flo w

mo del. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

10(5):1322–1328, Septem b er

2013. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Zarai:2014:MPT

[ZMT14] Y oram Zarai, Mic hael Mar-

galiot, and T amir T uller.

Maximizing protein trans-

lation rate in the rib osome

flo w mo del: the homoge-

neous case. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 11(6):1184–1195,

No v em b er 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Zanetti:2024:CSS

[ZOMC24] Jo~ ao P aulo P ereira Zanetti,

Lucas P eres Oliv eira, Jo~ ao

Meidanis, and Leonid Chin-

delevitc h. Coun ting sorting

scenarios and in termediate

genomes for the rank dis-

tance. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

21(3):316–327, Ma y 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3277733 .

Zou:2013:BNM

[Zou13] Yi Ming Zou. Bo olean

net w orks with m ultiex-

pressions and parameters.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 10(3):584–

592, Ma y 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Zh u:2010:IFP

[ZOZ10] Zexuan Zh u, Y ew-So on Ong,

and Jacek M. Zurada. Iden-

tification of full and par-

tial class relev an t genes.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 7(2):263–

277, April 2010. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Zhang:2021:GEA

[ZPC

+

21] Louxin Zhang, Shaoliang

P eng, Yi-Ping Pho eb e Chen,

Da vid Sank off, Guoliang

Li, and Hong-Y u Zhang.

Guest editorial for the 17th

Asia P acific Bioinformatics

Conference. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(6):2123–2124,

No v em b er/Decem b er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3099948 .

Zhang:2019:BNC

[ZPW

+

19] Lu Zhang, Qiuping P an,

Y ue W ang, Xin tao W u, and

Xingh ua Shi. Ba y esian

net w ork construction and

genot yp e-phenot yp e infer-

ence using GW

AS statis-

tics. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

16(2):475–489, Marc h 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2017.2779498 .

Zhou:2021:LDS

[ZPW

+

21] Deshan Zhou, Shaoliang

P eng, Dong-Qing W ei, W u Zhong,

Y utao Dou, and Xiaolan Xie.

LUNAR: Drug screening

for no v el corona virus based

on represen tation learning

graph con v olutional net-

w ork. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 18(4):1290–1298, July/

August 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3085972 .

Zhang:2019:DPD

[ZRK19] Huanan Zhang, Da vid Ro e,

and Rui Kuang. Detecting

p opulation-differen tiation cop y

n um b er v arian ts in h uman

p opulation tree b y sparse

group selection. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(2):538–549,

Marc h 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2017.2779481 .

Zhou:2018:BNR

[ZS18] Jie Zhou and Y uan-Y uan

Shi. A bipartite net w ork

and resource transfer-based

approac h to infer lncRNA-

en vironmen tal factor asso ci-

ations. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(3):753–759, Ma y 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zhong:2019:FEF

[ZS19] Hua Zhong and Mingzhou

Song. A fast exact func-

tional test for directional as-

so ciation and cancer biology

applications. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 16(3):818–826, Ma y

2019. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Zhou:2010:FNN

[ZSC

+

10] Jianjun Zhou, Jorg Sander,

Zhip eng Cai, Lusheng W ang,

and Guoh ui Lin. Find-

ing the nearest neigh b ors

in biological databases us-

ing less distance computa-

tions. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 7

(4):669–680, Octob er 2010.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zhao:2008:ICG

[ZSD08] W en tao Zhao, Erc hin Ser-

p edin, and Edw ard R.

Doughert y . Inferring connec-

tivit y of genetic regulatory

net w orks using information-

theoretic criteria. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 5(2):262–274,

April 2008. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Zhang:2021:PVT

[ZSH21] Qinh u Zhang, Zhen Shen,

and De-Sh uang Huang. Pre-

dicting in-vitr o transcrip-

tion factor binding sites us-

ing DNA sequence + shap e.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 18(2):667–

676, Marc h 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:// dl.acm.org/doi/10.1109/

TCBB.2019.2947461 .

Zaharias:2023:LSM

[ZSW23] P aul Zaharias, Vladimir

Smirno v, and T andy W arno w.

Large-scale m ultiple se-

quence alignmen t and the

maxim um w eigh t trace align-

men t merging problem.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 20(3):1700–

1712, Ma y 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3191848 .

Zhan:2014:PEM

[ZSY

+

14] Choujun Zhan, W uc hao

Situ, Lam F at Y eung, P eter

W ai-Ming Tsang, and Genk e

Y ang. A parameter estima-

tion metho d for biological

systems mo delled b y ODE/

DDE mo dels using spline

appro ximation and differ-

en tial ev olution algorithm.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 11(6):

1066–1076, No v em b er 2014.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zhang:2021:DLF

[ZSZ

+

21] F uhao Zhang, Hong Song,

Min Zeng, F ang-Xiang W u,

Y aohang Li, Yi P an, and

Min Li. A deep learning

framew ork for gene on tology

annotations with sequence-

and net w ork-based informa-

tion. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 18

(6):2208–2217, No v em b er/

Decem b er 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2968882 .

Zhao:2022:CAD

[ZSZ

+

22] F engpan Zhao, P a v el Skums,

Alex Zelik o vsky

, Eric L.

Sevign y , Monica Haa visto

Sw ahn, Sheryl M. Strasser,

Y an Huang, and Y ubao W u.

Computational approac hes

to detect illicit drug ads

and find v endor comm uni-

ties within so cial media plat-

forms. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 19

(1):180–191, Jan uary 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.2978476 .

Zheng:2023:ITU

[ZSZ23] Vic ky Zheng, Ahmet Er-

dem Sariyuce, and Jarosla w

Zola. Iden tifying taxo-

nomic units in metagenomic

DNA streams on mobile de-

vices. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 20

(2):1092–1103, Marc h 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3172661 .

Zhou:2022:NEM

[ZTY22] Lew ei Zhou, Y ucong T ang,

and Guiying Y an. A

new estimation metho d

for the biological in terac-

tion predicting problems.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 19(3):1415–

1423, Ma y 2022. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3049642 .

Zh u:2013:EAZ

[ZW13] Daming Zh u and Lusheng

W ang. An exact algo-

rithm for the zero exemplar

breakp oin t distance prob-

lem. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

10(6):1469–1477, No v em b er

2013. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Zhang:2019:IFI

[ZW19] W ei Zhang and Sh u-Lin

W ang. An in tegrated frame-

w ork for iden tifying m utated

driv er path w a y and cancer

progression. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(2):455–464,

Marc h 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2017.2788016 .

Zhang:2015:I I I

[ZW C15] Xian Zhang, Ligang W u,

and Shao c h un Cui. An

impro v ed in tegral inequal-

it y to stabilit y analysis of

genetic regulatory net w orks

with in terv al time-v arying

dela ys. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

12(2):398–409, Marc h 2015.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zhang:2017:CF G

[ZWcF17] Jing Zhang, Hao W ang, and

W u c h un F eng. cuBLASTP:

Fine-grained parallelization

of protein sequence searc h on

CPU + GPU. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 14(4):830–843, July

2017. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Zhong:2017:PI I

[ZWD

+

17] Jianc heng Zhong, Jianxing

W ang, Xiao jun Ding, Zhen

Zhang, Min Li, F ang-Xiang

W u, and Yi P an. Protein

inference from the in tegra-

tion of tandem MS data

and in teractome net w orks.

IEEE/A

CM T r ansactions on Computational Biolo gy

and Bioinformatics, 14(6):

1399–1409, No v em b er 2017.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zheng:2020:I IC

[ZWDR20] Huiru Zheng, Haiying W ang,

Ric hard J. Dewh urst, and

Rainer Ro ehe. Impro v-

ing the inference of co-

o ccurrence net w orks in the

b o vine rumen microbiome.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 17(3):858–

867, Ma y 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2018.2879342 .

Zhao:2021:CSP

[ZW G

+

21] Yingw en Zhao, Jun W ang,

Maozu Guo, Xiangliang

Zhang, and Guo xian Y u.

Cross-sp ecies protein func-

tion prediction with async hronous-

random w alk. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(4):1439–1450,

July/August 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2943342 .

Zhang:2017:MOP

[ZwGC17] Y ong Zhang, Dun w ei Gong,

and Jian Cheng. Multi-

ob jectiv e particle sw arm op-

timization approac h for cost-

based feature selection in

classification. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 14(1):64–75, Jan uary

2017. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Zhang:2019:MLP

[ZWHC19] Li Zhang, Ho-Ch un W u,

Cheuk-Hei Ho, and Shing-

Cho w Chan. A m ulti-

Laplacian prior and aug-

men ted Lagrangian ap-

proac h to the exploratory

analysis of time-v arying gene

and transcriptional regula-

tory net w orks for gene mi-

croarra y data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(6):1816–1829,

No v em b er 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2828810 .

Zhang:2021:PTD

[ZWHH21] Qinh u Zhang, Dailun W ang,

Kyungso ok Han, and De-

Sh uang Huang. Predict-

ing TF-DNA binding mo-

tifs from ChIP-seq datasets

using the bag-based clas-

sifier com bined with a

m ulti-fold learning sc heme.

IEEE/A

CM T r ansactions

on Computational Biol-

o gy and Bioinformatics, 18

(5):1743–1751, Septem b er/

Octob er 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3025007 .

Zhao:2011:ASB

[ZWL11] Liang Zhao, Limso on W ong,

and Jin y an Li. An tib o dy-

sp ecified B-cell epitop e pre-

diction in line with the prin-

ciple of con text-a w areness.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 8(6):

1483–1494, No v em b er 2011.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zeng:2012:HES

[ZWL

+

12] Nian yin Zeng, Zidong W ang,

Y urong Li, Min Du, and

Xiaoh ui Liu. A h ybrid

EKF and switc hing PSO al-

gorithm for join t state and

parameter estimation of lat-

eral flo w imm unoassa y mo d-

els. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 9

(2):321–329, Marc h 2012.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zhang:2014:SBN

[ZWL14a] Hao Zhang, Xingyuan W ang,

and Xiaoh ui Lin. Syn-

c hronization of Bo olean net-

w orks with differen t up date

tional Biolo gy and Bioin-

formatics, 15(3):1035, Ma y

2018. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). See

[ZXLZ18b ].

Zhang:2018:DEP

[ZXLZ18b] W ei Zhang, Jia Xu, Y uan yuan

Li, and Xiufen Zou. De-

tecting essen tial proteins

based on net w ork top ol-

ogy , gene expression data,

and gene on tology informa-

tion. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 15

(1):109–116, Jan uary 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). See correction

[ZXLZ18a ].

Zhang:2023:UF C

[ZXW

+

23] Qinh u Zhang, Y ouhong Xu,

Siguo W ang, Y ong W u,

Y uannong Y e, Chang-An

Y uan, V aleriy a Grib o v a,

Vladimir F edoro vic h Filare-

to v, and De-Sh uang Huang.

Using fully con v olutional

net w ork to lo cate transcrip-

tion factor binding sites

based on DNA sequence

and conserv ation informa-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(5):2690–2699, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:// dl.acm.org/doi/10.1109/

TCBB.2022.3219831 .

Zhao:2024:I IG

[ZXW

+

24] W en ting Zhao, Gongping

Xu, Long W ang, Zhen Cui,

T ong Zhang, and Jian Y ang.

In tra-in ter graph represen-

tation learning for protein-

protein binding sites predic-

tion. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 21(6):1685–1696, 2024.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2024.3416341 .

Zhang:2020:PEP

[ZXZ20] W ei Zhang, Jia Xu, and Xi-

ufen Zou. Predicting es-

sen tial proteins b y in tegrat-

ing net w ork top ology

, sub-

cellular lo calization informa-

tion, gene expression pro-

file and GO annotation data.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 17(6):

2053–2061, No v em b er 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2916038 .

Zhang:2021:PSP

[ZXZ

+

21] Gui-Jun Zhang, T eng-Y u

Xie, Xiao-Gen Zhou, Liu-

Jing W ang, and Jun Hu.

Protein structure prediction

using p opulation-based algo-

rithm guided b y information

en trop y . IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

18(2):697–707, Marc h 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2921958 .

Zhao:2020:MNM

[ZY20] Lan Zhao and Hong Y an.

MCNF: a no v el metho d

for cancer subt yping b y in-

tegrating m ulti-omics and

clinical data. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 17(5):1682–1690,

Septem b er 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2910515 .

Zhao:2022:BDD

[ZYC

+

22] Qic hang Zhao, Mengyun

Y ang, Zhong jian Cheng,

Y aohang Li, and Jianxin

W ang. Biomedical data

and deep learning compu-

tational mo dels for predict-

ing comp ound-protein rela-

tions. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 19

(4):2092–2110, July 2022.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3069040 .

Zhou:2018:STM

[ZYF

+

18] Xic h uan Zhou, F an Y ang,

Y ujie F eng, Qin Li, F ang

T ang, Shengdong Hu, Zhi

Lin, and Lei Zhang. A

spatial-temp oral metho d to

detect global influenza epi-

demics using heterogeneous

data collected from the In-

ternet. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(3):802–812, Ma y 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zhang:2021:MSC

[ZYH

+

21] Qinh u Zhang, W en b o Y u,

Kyungso ok Han, Asok e K.

Nandi, and De-Sh uang

Huang. Multi-scale cap-

sule net w ork for predict-

ing DNA-Protein binding

sites. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 18

(5):1793–1800, Septem b er/

Octob er 2021. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3025579 .

Zhao:2023:EFP

[ZYJ

+

23] W eizhong Zhao, W enjie Y ao,

Xingp eng Jiang, Tingting

He, Ch uan Shi, and Xi-

aoh ua Hu. An explain-

able framew ork for predict-

ing drug-side effect asso ci-

ations via meta-path-based

feature learning in hetero-

geneous information net-

w ork. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformat-

ics, 20(6):3635–3647, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3308094 .

Zhou:2019:CCK

[ZYN

+

19] Huiw ei Zhou, Y unlong Y ang,

Shixian Ning, Zh uang Liu,

Chengkun Lang, Yingyu

Lin, and Degen Huang.

Com bining con text and

kno wledge represen tations

for c hemical-disease rela-

tion extraction. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 16(6):1879–1889,

No v em b er 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2838661 .

Zhou:2013:MAD

[ZYW

+

13] Xiao w ei Zhou, Can Y ang,

Xiang W an, Hongyu Zhao,

and W eic h uan Y u. Mul-

tisample aCGH data anal-

ysis via total v ariation

and sp ectral regularization.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 10(1):230–

235, Jan uary 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Zhang:2017:PCI

[ZYW17] Jianh ua Zhang, Zhong Yin,

and Rubin W ang. P at-

tern classification of instan-

taneous cognitiv e task-load

through GMM clustering,

Laplacian eigenmap, and en-

sem ble SVMs. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 14(4):947–965, July

2017. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Zheng:2021:MIL

[ZYW

+

21] Kai Zheng, Zh u-Hong Y ou,

Lei W ang, Yi-Ran Li, Ji-

Ren Zhou, and Hai-T ao

Zeng. MISSIM: an incre-

men tal learning-based mo del

with applications to the pre-

diction of miRNA-disease

asso ciation. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(5):1733–1742,

Septem b er/Octob er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2020.3013837 .

Zhang:2023:CGI

[ZYX

+

23] Hao Zhang, Ch uanxu Y an,

Y ew ei Xia, Jihong Guan, and

Sh uigeng Zhou. Causal gene

iden tification using non-

linear regression-based inde-

p endence tests. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 20(1):185–195, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3149864 .

Zhao:2023:CPC

[ZYYX23] Mingh ua Zhao, Min Y uan,

Y aning Y ang, and Stev en X.

Xu. CPGL: Prediction of

comp ound-protein in terac-

tion b y in tegrating graph at-

ten tion net w ork with long

short-term memory neural

net w ork. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

20(3):1935–1942, Ma y 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2022.3225296 .

Zhou:2023:MBD

[ZYZ

+

23] F eng Zhou, Meng-Meng Yin,

Jing-Xiu Zhao, Junliang

Shang, and Jin-Xing Liu.

A metho d based on dual-

net w ork information fusion

to predict MiRNA–disease

asso ciations. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 20(1):52–60, 2023.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2021.3133006 .

Zhang:2013:SAM

[ZZ13] W ei Zhang and Xiufen

Zou. Systematic anal-

ysis of the mec hanisms

of virus-triggered T yp e I

IFN signaling path w a ys

through mathematical mo d-

eling. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

10(3):771–779, Ma y 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zheng:2014:EIL

[ZZ14] Y u Zheng and Louxin

Zhang. Effect of incom-

plete lineage sorting on tree-

reconciliation-based infer-

ence of gene duplication.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 11(3):477–

485, Ma y 2014. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Zhang:2015:NMD

[ZZ15] W ei Zhang and Xiufen Zou.

A new metho d for detect-

ing protein complexes based

on the three no de cliques.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 12(4):879–

886, July 2015. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Zhang:2018:DMD

[ZZ18] Junh ua Zhang and Shih ua

Zhang. The disco v ery of

m utated driv er path w a ys in

cancer: Mo dels and algo-

rithms. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

15(3):988–998, Ma y 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zhang:2020:CCM

[ZZ20] Lih ua Zhang and Shi-

h ua Zhang. Compari-

son of computational meth-

o ds for imputing single-

cell RNA-sequencing data.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 17(2):376–

389, Marc h 2020. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2848633 .

Zhang:2020:WSC

[ZZBH20] Qinh u Zhang, Lin Zh u, W en-

zheng Bao, and De-Sh uang

Huang. W eakly-sup ervised

con v olutional neural net-

w ork arc hitecture for pre-

dicting protein–DNA bind-

ing. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics,

17(2):679–689, Marc h 2020.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2018.2864203 .

Zhang:2019:IMH

[ZZCD19] Jingpu Zhang, Zuping Zhang,

Zhigang Chen, and Lei

Deng. In tegrating m ul-

tiple heterogeneous net-

w orks for no v el LncRNA-

disease asso ciation infer-

ence. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(2):396–406, Marc h 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2017.2701379 .

Zeng:2010:SSC

[ZZCY10] Jia Zeng, Xiao-Y u Zhao,

Xiao-Qin Cao, and Hong

Y an. SCS: Signal, con-

text, and structure fea-

tures for genome-wide h u-

man promoter recognition.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 7(3):550–

562, July 2010. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Zh u:2013:ISI

[ZZD

W13] Y uan Zh u, Xiao-F ei Zhang,

Dao-Qing Dai, and Meng-

Y un W u. Iden tifying spu-

rious in teractions and pre-

dicting missing in teractions

in the protein-protein in-

teraction net w orks via a

generativ e net w ork mo del.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 10(1):219–

225, Jan uary 2013. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Zh u:2013:IDB

[ZZD

Y13] Y uan Zh u, W eiqiang Zhou,

Dao-Qing Dai, and Hong

Y an. Iden tification of

DNA-binding and protein-

binding proteins using en-

hanced graph w a v elet fea-

tures. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

10(4):1017–1031, July 2013.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zhang:2019:KLS

[ZZF

+

19] Zuping Zhang, Jingpu Zhang,

Chao F an, Y ong jun T ang,

and Lei Deng. KA T-

ZLGO: Large-scale predic-

tion of LncRNA functions

b y using the KA

TZ mea-

sure based on m ultiple net-

w orks. IEEE/A

CM T r ans-

actions on Computational

Biolo gy and Bioinformatics,

16(2):407–416, Marc h 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2017.2704587 .

Zhang:2024:FNN

[ZZGL24] Shan Zhang, Y uan Zhou,

P ei Geng, and Qing Lu.

F unctional neural net w orks

for high-dimensional genetic

data analysis. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 21(3):383–393, Ma y

2024. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic). URL

https://dl.acm.org/doi/

10.1109/TCBB.2024.3364614 .

Zhang:2018:DED

[ZZH18a] Hongb o Zhang, Lin Zh u,

and De-Sh uang Huang. Dis-

cMLA: an efficien t discrim-

inativ e Motif learning algo-

rithm o v er high-throughput

datasets. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 15(6):1810–1820,

No v em b er 2018. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Zh u:2018:LLM

[ZZH18b] Lin Zh u, Hong-Bo Zhang,

and De-Sh uang Huang.

LMMO: a large margin ap-

proac h for refining regula-

tory motifs. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioinfor-

matics, 15(3):913–925, Ma y

2018. CODEN ITCBCY.

ISSN 1545-5963 (prin t),

1557-9964 (electronic).

Zhang:2019:HOC

[ZZH19] Qinh u Zhang, Lin Zh u, and

De-Sh uang Huang. High-

order con v olutional neural

net w ork arc hitecture for pre-

dicting DNA-protein binding

sites. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 16

(4):1184–1192, July 2019.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zhou:2024:HHN

[ZZH

+

24] Qingguo Zhou, Rui Zhao,

Yilin Hu, Jinqiang W ang,

and Rui Zhou. Hierarc hi-

cal h ybrid net w orks for auto-

matic pulmonary blo o d v es-

sel segmen tation in com-

puted tomograph y images.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 21(4):778–

788, July 2024. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3281828 .

Zhang:2021:BSM

[ZZI

+

21] Y ue Zhang, Ch unfang Zheng,

Sindeed Islam, Y ong-Min

Kim, and Da vid Sank off.

Branc hing out to sp eciation

in a mo del of fractionation:

The Malv aceae. IEEE/A CM

T r ansactions on Computa-

tional Biolo gy and Bioin-

formatics, 18(5):1875–1884,

Septem b er/Octob er 2021.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2019.2955649 .

Zamanighomi:2018:GRN

[ZZKW18] Mahdi Zamanighomi, Mostafa

Zamanian, Mic hael Kim-

b er, and Zhengdao W ang.

Gene regulatory net w ork in-

ference from p erturb ed time-

series expression data via

ordered dynamical expan-

sion of non-steady state ac-

tors. IEEE/A

CM T r ansac-

tions on Computational Bi-

olo gy and Bioinformatics, 15

(4):1093–1106, July 2018.

CODEN ITCBCY. ISSN

1545-5963 (prin t), 1557-9964

(electronic).

Zhang:2023:NBD

[ZZLH23] Han Zhang, Zexuan Zh u,

Hui Li, and Shan He.

Net w ork biomark er detec-

tion from gene co-expression

net w ork using Gaussian

mixture mo del clustering.

IEEE/A

CM T r ansactions

on Computational Biolo gy

and Bioinformatics, 20(6):

3523–3534, 2023. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https://

dl.acm.org/doi/10.1109/

TCBB.2023.3297388 .

Zhang:2017:AIB

[ZZM17] Kuize Zhang, Lijun Zhang,

and Shaosh uai Mou. An

application of in v ertibilit y

REFERENCES 550

dl.acm.org/doi/10.1109/

TCBB.2024.3410350 .

Zhang:2017:F AE

[ZZZC17] Bei Zhang, Y u-Jun Zheng,

Min-Xia Zhang, and Sheng-

Y ong Chen. Firew orks al-

gorithm with enhanced fire-

w orks in teraction. IEEE/

A CM T r ansactions on Com-

putational Biolo gy and Bioin-

formatics, 14(1):42–55, Jan-

uary 2017. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic).

Zhang:2019:FSS

[ZZZW19] Jie Zhang, Zhigen Zhao,

Kai Zhang, and Zhi W ei.

A feature sampling strat-

egy for analysis of high

dimensional genomic data.

IEEE/A

CM T r ansactions on

Computational Biolo gy and

Bioinformatics, 16(2):434–

441, Marc h 2019. CODEN

ITCBCY. ISSN 1545-5963

(prin t), 1557-9964 (elec-

tronic). URL https:/

/dl.acm.org/doi/abs/10.

1109/TCBB.2017.2779492.